[bookmark: _GoBack]S2 Table. Genotypes of field samples of R. microplus ticks at the two published SNP positions. 
	Sample
	Genotype1
	Sample
	Genotype1
	Sample
	Genotype1

	
	
	
	
	
	

	44.2MF
	AA/TT
	45.1MF
	AA/TT
	70.2MF
	AC/TC

	46.2MF
	AC/TC
	45.4MF
	AA/TT
	7.5MF
	AC/TC

	46.3MF
	AC/TC
	45.5MF
	CC/CC
	7.6MF
	AA/TT

	46.5MF
	AC/TC
	21.1MF
	AA/TT
	37.2MF
	AC/TC

	44.3MF
	AA/TT
	50.3MF
	AA/TT
	41.2MF
	AC/TC

	44.5MF
	AC/TC
	66.1MF
	AA/TT
	41.11MF
	AC/TC

	44.4MF
	AC/TC
	66.2MF
	AA/TT
	41.12MF
	AC/TC

	71.1MF
	AC/TC
	66.3MF
	AC/TC
	41.13MF
	AC/TC

	17.1MF
	CC/CC
	66.5MF
	CC/CC
	49.1MF
	AA/TT

	20.1MF
	AA/TT
	66.6MF
	AC/TC
	49.6MF
	AC/TC

	20.2MF
	AA/TT
	67.1MF
	AC/TC
	49.8MF
	CC/CC

	20.3MF
	AA/TT
	67.2MF
	CC/CC
	49.10MF
	AC/TC

	26.7MF
	AC/TC
	67.3MF
	AA/TT
	58.1MF
	AC/TC

	26.8MF
	AC/TC
	67.4MF
	AC/TC
	58.3MF
	AC/TC

	26.1MF
	AC/TC
	67.5MF
	CC/CC
	58.7MF
	CC/CC

	26.6MF
	CC/CC
	67.7MF
	AA/TT
	58.11MF
	CC/CC

	47.2MF
	AC/TC
	51.1MF
	AC/TC
	58.13MF
	AC/TC

	54.1MF
	CC/CC
	51.2MF
	CC/CC
	93.1MF
	AC/TC

	54.7MF
	AC/TC
	51.3MF
	AC/TC
	93.2MF
	AC/TC

	54.9MF
	AC/TC
	51.4MF
	AC/TC
	93.3MF
	AC/TC

	54.10MF
	CC/CC
	51.5MF
	CC/CC
	93.4MF
	AC/TC

	73.1MF
	CC/CC
	69.3MF
	AC/TC
	93.5MF
	AC/TC

	73.2MF
	AC/TC
	69.4MF
	AC/TC
	93.7MF
	CC/CC

	73.3MF
	AC/TC
	69.5MF
	AC/TC
	93.8MF
	AC/TC

	73.9MF
	AC/TC
	9.2MF
	CC/CC
	95.1MF
	AC/TC

	73.4MF
	AC/TC
	9.1MF
	CC/CC
	95.3MF
	AC/TC

	73.5MF
	AC/TC
	9.3MF
	AC/TC
	95.4MF
	AC/TC

	73.7MF
	AC/TC
	77.1MF
	AC/TC
	95.6MF
	AC/TC

	73.8MF
	AA/TT
	9.6MF
	CC/CC
	37.4MF
	AC/TC

	86.1MF
	AA/TT
	62.1MF
	AA/TT
	40.3MM
	AA/TT

	86.2MF
	AA/TT
	62.2MF
	AA/TT
	42.1MF
	AC/TC

	86.3MF
	AC/TC
	62.3MF
	AA/TT
	18.2MF
	AA/TT

	86.4MF
	CC/CC
	62.4MF
	AA/TT
	18.1MF
	AC/TC

	86.5MF
	AC/TC
	62.5MF
	AC/TC
	
	

	86.6MF
	AC/TC
	65.1MF
	CC/CC
	
	

	86.7MF
	AA/TT
	65.2MF
	CC/CC
	
	

	86.8MF
	AC/TC
	65.3MF
	AA/TT
	
	

	70.1MF
	AC/TC
	79.1MF
	AC/TC
	
	

	
	
	
	
	
	



1 AA/TT represents the wild type genotype, CC/CC represents the mutant resistant genotype and AC/TC represents a heterozygous form containing both wild type and mutant alleles. All samples were collected during January 2012 – April 2012. 
