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5.1 APPENDIX I: EPGs: 

Example 1: G6S00/S00 REV (sequencing of a cloned fragment with vector sequence 
primers) 

Example 2: ·F66A (primer walking sequencing) 
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5.2 APPENDIX II: DNA sequences from primer sequencing 

G6800/550 ATTAATAAAATAAATGAGTTTATAGACAATAATATTATTAAT G6800/800 

identified at AseIjunction 

No gap identified at AseI junction 

gap identified at AseI junction 

F6 00/800 ATTAATAAAAAACCTAGTAATAAAATGCAGTAATATCTAAGTAACATATAGTTTATATAAT 
CAGGAAGAAATTAATGCTACTGATATATTTATTAAT F6600/y 

",-,-,~~~~-_No gap identified at AseI junction 

F6600/ 000 ATTAATTGAAAAATCCGACGAGTTTTAACTTTTTATCCATTAAT 600 

F290 ATTAATTGCATCATCATTAAT F2 0 

G6800/602 
ATTAATATTTTTTCTCATATGAAGTAAGTCTGCATGATGTGTGTAGAATTAAAAATGTAAGTCTCTCACAT 
TATTAAGATAGATATGTCACAGAGAATTTATTGTCAGGATGCCAAAGAATGGTGTAATGAAATTATTCAAA 
AAAATGATAATATCACTAATTCGATCTAATAATAATCAAGATATTCTTATTTTGAAAAAAAAATATGGAAG 
AGGTTATTATTTGCAACTGTCAACTGCCAGAAATGAAAAATAGTTCATATGAAATCTTTTTAATAAATCCA 
TTTGTAATAAAAAACAACACAGATATATTTAAAAATTTGATTTTAAGGTCATCGATTAACTATTTCATATT 
TGATAATTATGCACCACAGAAAAAAATTTTAACGCATATATACCCATCCTTTAATATAGAAAAAACGTATA 
TATATATAAACTTTAACGAAATAAATAATATTAAAATAATAAAAAAATGTTATCATAGAAATAAAATTAGA 
GCTTTATGCGTGGTTTAATTTTCAAATATGTGAAAATAATGAAATAGAAPATGAAAAGGTAAAAAAAAAAT 
ACAATGATTTGTATAGCTTAATATGAAAACCATAAAAACAAAATCTTTTCCTTATTGTATAGAATATCATG 
ACGATTGGGAAGCCGTTATTAAT G6800/502 

Manual DNA sequence of the ..",n • .on between the AseI junctions of clone K650 

K6S0 
ATTAATGTATATCTA1TACTCATTGATTTCATTAITGTATTCATAACACAATTTGCTTCAGAAG 
TTCCAGAATTAAT KSOO 
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DNA Sequence of clone BC6 (with T7 primer) determined by automated DNA 

sequencing 

The following DNA sequence of a fragment between G6800/601 and G6800/550 was 

determined from an overlapping NdeJ fragment cloned into pMOS. 

G6800 /601 
ATTAATTGTAGATTATATAGTAAATAGAGACACTATATAAAAAAAACCTTAAACGATAAATGGATGAAAGA 
TTAAAGACGATTTCTATGACTTTTTTTGGTGAATTAACAACTACAGATATAATGGTTTTAAAGGCACACCT 
GTTAAACATTTTTCCAAATGATACTATTTTTTCTATAAATGAGGATAATAAATTTATAATTGACTTTAAAT 
ATAACGATGTTTAGCTTCAGGTTATATTAACCAAAAAATAATACCTATAACTCCAGAAAAATACAATGAAT 
ATTCATCGATGATAGCTAAAGAGTTGACAAATTATAATATTATCATTGATGATATTAAGGGCATATACTAC 
ATCTAAAAAACTTAAAAGATTTATTAAATTTTATAAAACAAATAAATAATAAACAAAATAAAAAAATAATT 
AACGCAAGTAAAAAATTAAATATTGGCGTTAAATAAAAGGAATTGATTATGATTATATTAGACATTAAT 
G6800/550 
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5.3 APPENDIX III: Peptide amino acid sequences 

>EIL TRANSLATE of: e29sept.seq /rev check: 3757 from : 4 to : 718 
MGAVVFFAFLLFKLCYSFPKDIKLTSNDFNSKIEWTNDVSDSNYRVMIMTYSSGEWKQAC 
NYTIQKYCNVSPFIDDNTDDFWIKFITVDNTESNVFTFKPICESVVITTPSVFIKRQDVN 
TVLTINHPLAKDNNKNSPIYNNDKYCNIVFKYILSITFGDSNTIKYEVDEQFCDKKGCAI 
EFGSQEKVCVTVFGNYETDYYQIRTNETSKACIDELTPRKVDTFLVKQKTDLSLLKRR 

>E2L TRANSLATE of: e29sept.seq /rev check: 3757 from: 755 to: 1445 
MYTKNKFKIFTKYITFLFSINEKKVKYFLNKVFYLSNYDYTKDDITKIVLKNSNKFTFTM 
IKVISEYVLNENDYKKVIKELKIDGEYYADFYPFIKSKSFKHINSMKKVNFNDMMENYFM 
VRKMKNTKKIGKIYAEFLTYDAMAVNHYGVEYINKIISKLRLSKTRYCFSLYEKNENNVI 
DITTMKYIIGLISIISSHDTCKYPSFYIFFDEISHFKRKEFEKYICDRFP 

>E3L TRANSLATE of: e29sept.seq /rev check: 3757 from: 1498 to: 1984 
MEGSDNTNTHCWICKDEYNVSTNFCNCKNEFKIVHKNCLEEWINFSHNTKCKICNGKYNI 
KKNKKSCLRWKCSFMYCNVPAICVSLICLLLLPLTILLVKFNLKSMLENIENRDLIALIS 
AMAYSLPCVVGFITVVHILIALYDYYLAAKSDNTTYQVYEYI 

>E4L TRANSLATE of: e29sept.seq /rev check: 3757 from: 2030 to: 3173 
MNYTLSTVSSATMYNSSSNITTIATTIISTILSTISTNQNNVTTPSTYENTTTISNYTTA 
YNTTYYSDDYDDYEVNIVDIPHCDDGVDTTSFGLITLYSTIFFLGLFGNIIVLTVLRKYK 
IKTIQDIFLLNLTLSDLIFVLVFPFNLYDSIAKQWSLGDCLCKFKAMFYFVGFYNSMSFI 
TLMSIDRYLAVVHPVKSMPIRTKRYGIVLSMVVWIVSTIESFPIMLFYETKKVYGITYCH 
VFYNDNAKIWKLFINFEINIFGMIIPLIILLYCYYKILNTLKTSQTKNKKAIKMVFLIVI 
CSVLFLLPFSVTVFVSSLYLLNVFSGCTALRFVNLAVHVAEIVSLCHCFINPLIDAFCSR 
EFTKKLLRLRSTSSAGSISI 

>E5L TRANSLATE of: e29sept.seq /rev check: 3757 from: 3283 to: 3919 
MEKEKLCSDYDNDFTDYLFYRYCNPLFYYVEQDDINGVKKWIKFVNDCNDLYETPLFSCV 
EKDKVNVEILKFLIENGSDINFKTRDNNLSALAHYLSFNKNVEPEIVKILIIDSGSSVTE 
EDENGKNLLHMYMCNFNVRINVIKLLIDSGVNFLQKDFDNNNILYSYILFHSDKKIFDYL 
TSLGIDIDETNTSGYNCKDLIKFRNLTFFDKQ 

>E6L TRANSLATE of: e29sept.seq /rev check: 3757 from: 3966 to : 4893 
MKTFENNSEIVKCPYVDTLNYNTTVKWFLVNYNEYVKTGDVKKSFHEFKNTDRVYS VGHS 
LWINNITKNDSGIYACNVHNSTYYFTSSVMLDIYKKETINSVIGTNYELLCINTKNFINT 
FNCSYEVNWVKDREKINNNFKYKKSKEKLLIRNISKSDEGVYLCSITTATRCNPKNLALK 
RYYHNNVIKKRFKDDINLTVNFLNSTIALGKNFLMECIGESKNIQRVYRSSIFWLINGVN 
VLDYDRSKNIYLGREMYVGNSYKIALIIKEVKRKYLSANFTCNLHNLEYNYLTKKIKYVN 
LKTLYKNEI 

>E7L TRANSLATE of: e29sept.seq /rev check: 3757 from: 5053 to: 5320 
MSSNSDLAFCYVLPNINEVTDGIVFIKDNIVYVKLINYGLEALVIDYVNINMDQMNNIKK 
TLVNKLINVQIIRMNKIKGYIDVKVYNN 

>E8L TRANSLATE of: e29sept . seq /rev check: 3757 from: 5309 to: 5792 
MISFKKVV ICLTLFTTFYVVYSKCAKKRDLVIYFPHKEGENVLLQCKGYSHHSNYAYVYW 
LIGNNNSFVEFMNGDIYKERMYFNKKPLKCGKEPRSDLIIKNVTEEIKNTNLTCVLMDLE 
EPIKKTLILNDIWNCLNNTCEHKNGISEKKVSESESKNVIE 

>E9L TRANSLATE of: e29sept.seq /rev check: 3757 from: 5811 to: 6045 
MLSKENKNDYITILNKDIMMCDKSINFCLNGGTCYKTTFILSYNKKPLMFCRCKLGYEGR 
LMSFKKFVSLFLKKKYKI 
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>E10L TRANSLATE of: e29sept.seq /rev check: 3757 from: 6093 to: 6621 
MDTSNYNIEKVLNVYLRDLRIESLNNNELAILIMIRECCEVIKKDYKTEFNEICNFILHNNVKSCYDINDV 
KNIIIETINSDFRPSVILASISLLSIIIKKKKSENNEVVNDDLALNELINTFSSYQKDIISFVEKNKKIDE 
QNDFIFSIINFFVMIGSIIITYYLLKIIGRIRWK 

>M1L TRANSLATE of: mcorrect.seq /rev check: 1649 from: 4 to: 85 
: e29sept.seq /rev check: 3757 from: 6665 to: 7022 

MDHSSSVVNCIRLSAFAKLPTTSTDFSAGYDLYSAYDYIVKSKERILVKTDISLSIPKKCYGRIAPRSGLS 
LYYCIDIGGGVIDEDYRGNIGVIFINNGKNTFNIKRGDRVAQIIFEKVEYPKIKEVKCLDGTNRDNNGFGS 
SGIL 

>M2L TRANSLATE of: mcorrect . seq /rev check: 1649 from: 129 to: 1611 
MINTGYITLNSKNVVDIFSISNVIEIKFIMDACTDFMINYIDDSNCVDILEDSYMYGCYD 
VYDVADKYIKKRFMYISNDLTKLRVNELRPILKSSDLVVDAEDFVLNFIIKWGTVKKTNR 
LNTMKLVNDAVRFTFLTEKGKKRLQAWSSRFKKKPYDFNKNSDKHIPRCNYKNREFINSD 
KFTKSFKFKVYNDNLTKILFTNNIMDINIIDESVYDNELLYENNCNEIDENKTLNESIQQ 
PSNLSKLSNIIDENFKFCTSIAIGNNIYFLGGVDKYLRSVNSVFAINVKTFERENLPSLI 
YPRKCPGATYFNNRIYVIGGIYNNCIVNKVESWSFGESVWREEPNLLYPRYNPCVVNVND 
TIYVIGGISEYDKSVEVYNLKYNKWSLGECTKYSHYGGCAIYHHGLIYVVGGISYINNIK 
VFNMVESFNPMSCKWRIESCLNQPRFNSSICIFDDCIMIVGGFHYERYIREIEIFDDKTK 
GWDVIGALDIDSVF 

>K1L TRANSLATE of: mcorrect.seq /rev check: 1649 from: 1743 to: 2223 
: k29sept.seq /rev check: 4453 from: 4 to: 487 

MEPILKETSSRFVVFPILYKEIWVMYKKAVASFWTVDEVDLSKDLADWKKLNNEEQYFIK 
NILAFFAASDGIVNENLAERFYSEVQWSEARCFYGFQIAMENIHSEMYSLLIDTYISSTK 
EKEHLFNAIETMDFIKKKSEWARKWISNKKASFGERLIAFAAVEGIFFSGSFAAIFWLKK 
RGLMPGLTFSNELISRDEGLHCDFACLIFKHLKYPPSNDIITIIINEAVSIEKEFLTNII 
PVKLIGMNCVLMSQYIEFIADRLLLELGCDKVFMSTNPFDFMENISLEGKTNFFEKRVSE 
YQKMGVISNKDDNVFSLDVDF 

>K2L TRANSLATE of: k29sept.seq /rev check: 4453 from: 529 to: 787 
MHQMNLTTAMPNNNAFSIGTVLILMVLIIVIVISLYLLFQLVNCFYLFDLFNKIKVRMMK 
LTTRRSFDELENVYYIDDKCVGVNVD 

>K3L TRANSLATE of: k29sept.seq /rev check: 4453 from: 830 to: 1166 
MDKKIYCGIVFGYRLLKKSIKEKAIKCVSFIRKSNMKPAISIERVTLLDGDGDGNGANDS 
NSNSDSDTVSSKYNYNYKYKFTKRKTPHKVMYYINYDDSVSNDDVFL 

>K4L TRANSLATE of: k29sept.seq /rev check: 4453 from: 1398 to: 1 6 14 
MSEKLKKVNKVVVNGKPYNSNSSNSTPSKDEIKKYGYCLNIKKPSSHNDKKETYLHNDYP 
MVITTNTSFYDT 

>K5L TRANSLATE of : k29sept . seq /rev check: 4453 from: 1692 to: 2340 
MENHFQVDTLYNLFIERYLQNLSLYSVPVNTTCGIHISEIKGTLKGCKLKIINLCIDDKE 
LSFYLLIKTFKEFANTLSQNEKYELANEVGIDLDNQDKNYIPEI I RKCTSSAAVTNVIDI 
QTFDIGECIAPNGKNILLQIINFGTSEANCVMNTIMKSMSNRYTINNYIDNRIPFINDVH 
WFIFFVLIIFIIFLLGLCSIKRKIN I KYKYGSFLYV 

>A1L TRANSLATE of: k29sept . seq /rev check: 4453 from: 2320 to: 3274 
CRISIPKFLFNNLKGDEKKLIVCAWAMGVNFKLTFLYNLYKRVLYMILLLIQTMDDQKLS 
ISNFSHKYFLKSFNEKKGDVKFVKLLSYFYPIVIQSNVNVINYFTHMFHFFEHEKRSNYL 
YDRGNIIIFPLAKFSSDKVSEKMAIELGFKSLVEYIKFIFLQMALLYVKIYELPCCNNFL 
HVDLKPDNILIFDSDESIKISLNENTYIFNEPIKACLMILDFSQVANIINKKIKNNIKVE 
HNWYYDFHFIHTLLKTYPDKETDKEFYNTLEKFIICCNKNTCDKFRLKISILHPISFLEK 
IISKKNIFSTWINGKPLSS 
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>AXR TRANSLATE of: f30ct.seq check: 615 from: 3 to: 386 
AEMRLISIYSGNPIKLRCITGDDSIKYEKKMFYFNKIIRNRIIINFDYSNQEYDFYHMYN 
MLKTVYSNKDFSSIKSKVLFFHHSIFKFLKIPIFNTEKINYEPTQRKILSKNIMFKNRNI 
KKSIRYNK 

>F1R TRANSLATE of: f3 0ct. seq check: 615 from: 303 to: 858 
MNPHNVKYLAKILCLKTEILKNPYAIISKDVVLRYNTTIKYGDLVTYITVNIKLDATKTL 
FQVFNESSVTYSPLENDYGFPIIITSFLQTGHNKFPINFLYIDIVASDLFPKFVRLTDEE 
IVTVQSVLQIGDSKESLKLPKMLETElAAKILFHKDIPLKIIRFFRNNIITGIEISDRAV 
ITVLD 

>F2L TRANSLATE of: f30ct.seq /rev check: 615 from: 855 to: 1272 
MLDEDIYSFCDKNENDIRCGCLNPDSSIIKMGEETRLPYYCWYEPCKRSDALIVKSLKKN 
ISLCNISDCRVTLGNIKIKNGYIDVKNVCGTNSSFTNEYIRTKYLNQEIEEPIIHPIWLP 
ISLFIITSLILITYIILLI 

>F3R TRANSLATE of: f4oct.seq check: 2316 from: 1355 to: 5114 
MAVISKVTYSLYNQEEINATDIFINHVKNDDDVGTVKDGRLGAMDGALCKTCGKTELQCF 
GHWGKVRLYETHIIKPEYIGEVIRILNHICIRCGFLRSREPYIEDVTKMSSHALRKLKDK 
ILSKKKSCWNSKCMQQYQKITFSKKKVCFVNKSDDITIPNALIYQKITSIYKRFWPLLEI 
HQKPENLFYKNFFPVPPFIIRPAISFWIDSIPKETNELTYLLGMIVKYCNMNADEQVIQK 
AIIEYDDIKIISNNTTSINLSYITSGKNNMIRSYIVARRKDHNARSVIGPDITLTINEVG 
VPFYIRNTLTEKIFVNPFTTDEVQRLFTNNEIKFYFNKRLNQLTRIKQGKFIKNKIHMLP 
GDWVEVPLKENTSIIFGRQPSLHRYNVIASTVKYIEGDTIKIPPGIANSQNADFDGDEEW 
MILEQNPKAVIEQSILMYPTTLLKHDVNGSPVYGSIQDEIVAAYSLFRMENLTLDEVMNL 
LGKYGINFSSNGKTVFSGKDILEFLINDKVNYPGILSNGRIVANDIISDFIVAMRGMSLA 
GFISDYKSNVEGIEFIIKSSYVFKRYLSIYGFGVTFKELRPNSDFTNKLEAINSEKIELI 
KNSYKKYLTDVKDGKILPLSKSMESDAVESMLSNLTNLNIKEIEEYMKTTLINNPDNNLL 
KMAKAGYKVNPTELMYILGTYGQQRIDGEPTETRVMGRVLPYYLPDSKDPEGRGYILNSL 
TQGLTGSQYYFSMLVARSQSTDIVCETSRTGTLARKIIKKMEDMVVDGYGQVIYGNILIK 
YAANYTKISASVCKPIDLIFPRESMVWYFEISSIWEKIKDGFIYSQKQKISKKTLSPFNF 
LVFLEPSDEKHAISSKDLYDMIQNVIDDVSEKYFFTISSIDFIKYVFLTHLNPSIIRITK 
ETATTIFKKFYEKLNYSLGGGTPIGllAAQVLSEKFTQQALSSFHTTEKSGAIKHKLGFN 
EFNNLTNLSKNKTELISEDIENLQSVKINFEFVC LGELNPDIVLNNDNEKYIIDITINRI 
YIKRADITELVVEHMIERFVSFSVLVKEWGLETHIEDNNNIKFTILLVIFIEPEELSLNK 
MMVLPGAANKGKISKFKIPISNYNYYDDHNKSRKMNKLTVELMNLKELGTFNLECNSISW 
YMEYTDYIWYRISRSYLCEALIKYIREGFRLFDHPCDLLASLICMSYEPESVNKFKFGVT 
SSLKKATFGDNKALLNAALHKKTEPVNDNSSCHFFSKVPKIGTGYYRYFVNLE 

>F4L TRANSLATE of: f30ct.seq /rev check: 615 from: 5097 to: 5712 
MDKKSLYENVLLKSTGSLPKAKAPTKMMRVTDYVYLGNYDDAINAISSNVNFKYILNLTT 
EKYCFNDSRINIIHMPLIDDEKTNLNDHFDYVTNFLSKCDEEHYPVLVHCVAGVNRSGAM 
IMAYLMSKRSKDIPAFIYFLYIYHSMREKRGAFIENPSFRKQLIDKYIINELKVKTRRIF 
QLILLSDIVTESFFSNLVSYSRLTK 

>F5R TRANSLATE of: f30ct.seq check: 615 from: 5728 to: 6299 
MDKTTLNVNGVELEYAREKENKTIQSAKTSTLCFFMLILGISILLLWFQVSDNSIFSELM 
KYIRIKKSIRGWRPLVETKTNLESDRGKMLSMGRDEYFSFNCVDFGSYFVPIRLDRKTFL 
PQAIRRGKGDGWMVQKADKIDVSAQQFCQYLIKHKSENIITCGTHMINEIGYSGYFTNSH 
WCSDFHNLLN 

>F6L TRANSLATE of: f30ct .seq /rev check: 615 from: 6300 to: 7269 
MADIPLYVIPIVGREISDVVPELKSDNDIFYKKVDTVKDFKNSDVNFFFKDKKDISLSYK 
FLIWEKVEKSGGVENFTEYFSGLCNALCTKEAKSSIVKHFSLWKSYADADIKNSENKFIV 
VIEDDNTLKDLITIHNII IEMQEKNIDIFQLRETFHNSNSRILFNQENNNFMYSLTRGGY 
DFTLSAYVIRLSSAIKIINEIIKNKGFSTSLSFEMYKLEKELKLNRQVLNDSSKYILHNT 
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KYLSKKRANEMKNGIWNRVGKWMAHRFPDFSYYISHPLVSFFGIFDISIIGALIILFIII 
MIIFDLNSKLLWFLAGMLFTYII 

>G1L TRANSLATE of: g16nov.seq frey check: 2095 from: 3 to: 1135 
METKESVLIEIIPKIKEYILNPNINPKSYSDFISNNKNIFIINLYNVSTITEEDIRLLYM 
TIEQNLEVDDQTLISIFSYIGYKFEQNVKEEITSSLFINEYNTTTDEMTFNLYNLFFDNL 
DVYLRQRRINVLVNDDLNGDIMINYKTSDLTSNFNKDIDPEVREIPFNMKDMISYVSKNI 
DQFRFSKKYLDFAYLCRHIGIPISKKKLNMRYIYLYKVDGVSIPIVIKDFLDVKYVYLEE 
TNKTYKNSFSEDNNSLIDWGNIIIPKIKNKHLYSYIFLSNFYLRDLFPKLIEEKEITFKD 
LKNIKKIEVIEPKSLRGEVKIEFAPCEHQVKLIEALKVDTEYFTKVNNFATEYIYYENGL 
AFCNICGMNVPHFNLDADWKNNVIV8Tf'.NK8 H'L8.t:l>'.' 8 '.' 1-'V H8QRFIFNI IMSFDNIM 
KSQTWVMKYNINRIILNFLIEINSRRQKYEKKFSNEIKKGIFFLRLSANLFDIHVSSTELF 
YSSKILNLNYIVVLVIILNSSADFIVSYMNSKKKKVDESSLKYAISVIIYDFLLKTKICEK 
RFLDTIILFTRCLYIIMPEELDLLFQRIIIELRKLVSIEKIFIAPIMPLSKHWIPTCALKFF 
EKYTLIVNNMPVSKQHLKARNIMAPPILILTNEGNVGQFKKITSDDEFKVLIRTPTHTATK 
LVIFPRIKIEIEREKMIIALKNLFINNVLKYYYSIPSLYVFRFGDPFPFDDELVDKYHVQS 
KVNCYNLLRYHLLPESDVFVYFSDSLNRDKLEYTFYRFLSRYVNDVSIWIDENITKIRELY 
FFNFNN 

>G2R TRANSLATE of: g16nov.seq check: 2095 from: 1277 to: 1955 
MSWS INLGNNGDNFKTLEEIRAHVRSTTENMDKVADEI FPSDVKIPTTSSSSKQKKPVV R 
KKAATTPKKSKKIKEKTPIEDHDDENDNDNDDENNDNDNNDNNDDINNIEADDKNNDTNN 
SDTEENENDDKKEDNKKSKKSPNDNNQHDDGVIDNSDLKIATESIIKGLKILNNKVSSVS 
TVLEDVQAASINRQYSSLIKNIDLLKSLAECGKSQVIRKKVKNTKK 

>G3R TRANSLATE of: g16nov.seq check: 2095 from: 1998 to: 2949 
MRGLFYNDGKLFTDKNLTTLVSFDNPTYEIIKRIRIPPHLTDVIVYEQTYEQSLTRLIFV 
GSDSKGRRQYFYGKLHVKNRNSNRNKIFIKVFNVINKINEFIDNNIINEKDKNDVLFQSG 
VFMLMETSFFIRMGKMCYLKENETVGLLTLKNKHISISNGKIVIKFIGKDKVPHTFIVHK 
SNKLYKPLLKLFDKEFPDNFLFSKLSEQKIYKLMKKFKIRLKDLRTYGVNYTFLYNFWSN 
VKSLNPIPSTKKLISTSIKQTAEIVGHSPSISKSAYIATTVIDFLIQDSNILETIKEKSF 
EEFIELIVDYIVNRDTI 

>G4R TRANSLATE of: g16nov.seq check: 5068 from: 2971 to : 3337 
MDERLKTISMTFFYGELTTTDIMVLKAHLLNIFPNDTIFSINEDNKFIIDFKYNDCLASG 
YINQKIIPITPEKYNEYSSMIAKELTNYNIIIDDIKGIYYHLKKNKDLLNFIKQIIINKI 
KK 

>G5R TRANSLATE of: g16nov.seq check: 7938 from: 3388 to: 5650 
MIILDILIKVKKNKTKNKIVDERDLENSLSDYINKIVEIYDEIPNPTLSNDVNHEVELVF 
IQPPIITLSNVYNISSVTESYILFTVTNKGECIKIRTKVPMSKIHGLDLKNLQLVDLIDD 
IIWKKKTLIKEKKIDKHCIIRYSSEERHVFLDYKRYTSSIKLELVNLVQTKVKNIVVDFK 
IKYFLGSGAQAKSSLLHVLNHPKSKPTPTLEFEIITREKKNSRDTLLDELHILFKNIFMA 
DPKNVFLPTVIFTSPVKTIMLKKQEIHNIELDKLYITTKTDGVGTLIKINKNGILCYFTH 
LNYIIKYNLLRKFNDTVILYGEAIKQNQKWFIYLIKLLKPELSNRFKERDFLIEKLTSDI 
SDRIVFKTKKYEGPYETHSEVIDLLSTYLPLQPEGVILFYSEGNKSKIDYKIKHDNTTDH 
MINAVYRYMSSEPVIFGDKYTFIEFKKFSDERGFPKEHGTSKIILGDNIKYLNNIYCIEF 
KNIYNDVGLKNIVLPIKFISEFSFNGDFLKPRLDKTMKYFYKEYYGNQYQVVLEHIRDQE 
LRINDIFDENKLSDLGKKYVDDEFRLNPEVSYFTNKRTRGPLGILSNYIKTLLISLYCSK 
TFLDNPNKRKVLAVDFGNGADLEKYFYGEIALLVATDPDKDAISRCIERYNKLNSGIKSK 
YYKLDYIRETIRSSVYVSKIREVFFFGKFDIVDWNFAIHYSFHPKHYSTIMRNLSELTAP 
GGNVLIEVKNSSIMFLKWKNVNQQKTFLNLIGKR 

>G6L TRANSLATE of: g16nov.seq frey check: 7938 from: 5684 to: 6149 
MESEIKRLTNIIKERNIICPIDIEKMYNEKFLLLEKGLDETLYAIHIYDSMARFDNGTFF 
KIAKFLYRNDIDVLKKIFIDEKKIESTNALLPIYSVNIIERKNALIPLTEIPNGSEGILL 
ILLHLFNSFKFNKLTNISTIPYYLPFGKYINNIII 
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>G7R TRANSLATE of: g16nov.seq check: 7938 from: 6468 to: 6774 
MEEVIICNCQLPEMKNSSYEIFLINPFVIKNNTDIFKNLILRSSINYFIFDNYAPQKKIL 
THIYPSFNIEKTYIYINFNEINNIKIIKKCYHRNKIRALCVV 

>G8R TRANSLATE of: g16nov.seq check: 1719 from: 6852 to: 7505 
MKTIKTKSFPYCIEYHDDWEAVINQLVDLYDEIAEWILKDETSPIPENFFKQLQNPLNDK 
LVCICGIDPYPRDATGVPFESPNFSKKTIKSIAETISNITGISNYKGYNLNNVKGVFPWN 
YYLSCKIGETKSHSLHWKKISKLLLQHITKYVNIFDCLGKTDFSNIKSIIEVPVTTIIGY 
HPAARDRQFSKDKSFEAINILLEINGKEIIHWEEGFCY 

>G9R TRANSLATE of: g16nov.seq check: 1719 from: 7550 to: 7799 
MAGHLVNNEYIFVLKKIGVHTSHRESEDPRFVDIFTCEELENYILKNPTCTLFETLRDEE 
AYSVVRVFFDVDLDIVLDEIDYT 
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