
Supplementary File 3: Genes found in the family-conserved α-pheromone locus of 

Berkeleyomyces species and variation in one Be. rouxiae genome assembly 

In the Be. basicola genome assembly, the region between the monocarboxylate transporter 3 

gene and the DUF1640-domain-containing protein encoding gene (where the α-pheromone 

gene was found in the related species) contained a reverse transcriptase gene. In Be. rouxiae, 

the comparable region contained four genes: a putative double-stranded RNA/RNA-DNA 

hybrid binding protein gene, a putative gene, a non-LTR retrotransposon, a non-LTR retrovirus 

reverse gene and a RT-like reverse transcriptase gene. Where two α-pheromone genes were 

identified on the same contig in Be. rouxiae isolate PM34, four truncated copies of the gene 

were detected in the genome sequence of Be. rouxiae LT1, of which three were at the ends 

of contigs, and a single one which was present on the entirety of a 310 bp contig. 

 


