Supporting Information File S2: Model output

Summary tables from MCMCglmm models as described in the main text. Below we provide the mean and 95% credible intervals from the
posterior distributions for fixed and random effects. pPMCMC values are also given for fixed effects only.

For categorical predictors we give the deviation term in parentheses; reference levels are Adult for Age category, Female for Sex, Subordinate
for Status, Unmixed for Litter type, and Wet for Season. For continuous predictors, ‘centred’ indicates mean-centring has taken place, and

‘scaled’ means terms have been mean-centred and scaled to standard deviation units.

Random effects terms are given in variance units.
All numerical terms are given to 3 significant digits.

Babysitting

Table S1: Babysitting main model

Parameter Posterior mean ‘ 95% ClI (lower) ‘ 95% Cl (upper) ‘ pMCMC
Fixed effects

(Intercept) -1.278 -1.463 -1.093 0.000
Age category (SubAdult) 2.190 1.734 2.650 0.000
Age category (Yearling) 0.179 0.044 0.317 0.011
Age (months, centred) -0.003 -0.009 0.002 0.224
Sex (Male) -0.306 -0.448 -0.165 0.000
Status (Dominant) -2.627 -2.828 -2.434 0.000
Current litter size (centred) 0.057 0.028 0.087 0.000
Current group size (centred) -0.063 -0.070 -0.055 0.000




Litter type (mixed) 0.049 -0.047 0.148 0.324
Inbreeding coefficient (centred) -0.044 -0.104 0.010 0.127
Season (Dry) 0.012 -0.061 0.083 0.759
Relatedness to current litter (centred) -0.312 -0.534 -0.083 0.005
Within-season litter sequence -0.019 -0.061 0.026 0.375
Weight of focal’s mother (scaled) -0.024 -0.071 0.025 0.328
Age category (SubAdult): Age (months, centred) 0.191 0.163 0.221 0.000
Age category (Yearling): Age (months, centred) 0.035 0.022 0.050 0.000
Age category (SubAdult): Sex (Male) -0.255 -0.827 0.388 0.409
Age category (Yearling): Sex (Male) -0.320 -0.510 -0.144 0.001
Age (months, centred): Sex (Male) -0.006 -0.013 0.001 0.074
Age category (SubAdult): Status (Dominant) 0.199 -1.239 1.581 0.754
Age category (Yearling): Status (Dominant) -0.003 -0.323 0.342 0.989
Sex (Male): Status (Dominant) 0.731 0.485 0.975 0.000
Current litter size (centred): Current group size (centred) 0.000 -0.003 0.004 0.820
Age category (SubAdult): Age (months, centred): Sex (Male) -0.017 -0.055 0.021 0.371
Age category (Yearling): Age (months, centred): Sex (Male) -0.029 -0.048 -0.011 0.002
Random effects

Additive genetic 0.123 0.062 0.181 NA
Focal litter 0.041 0.015 0.067 NA
Individual identity within season 0.129 0.093 0.166 NA
Individual identity (permanent environment) 0.029 0.000 0.064 NA
Maternal genetic 0.009 0.000 0.033 NA
Maternal environment 0.013 0.000 0.035 NA
Group identity at observation 0.036 0.022 0.050 NA
Group identity within season 0.006 0.000 0.018 NA




Group identity 0.007 0.000 0.022 NA
Breeding season 0.010 0.000 0.025 NA
Residual 0.317 0.283 0.347 NA




Table S2: Babysitting age trajectories

Parameter Posterior mean ‘ 95% Cl (lower) ‘ 95% ClI (upper) ‘ pMCMC
Fixed effects

(Intercept) -1.287 -1.483 -1.080 0.000
Age category (SubAdult) 2.199 1.787 2.616 0.000
Age category (Yearling) 0.204 0.051 0.353 0.007
Age (months, centred) -0.011 -0.021 -0.001 0.034
Sex (Male) -0.309 -0.483 -0.135 0.000
Status (Dominant) -2.735 -2.964 -2.500 0.000
Current litter size (centred) 0.055 0.026 0.084 0.000
Current group size (centred) -0.064 -0.071 -0.057 0.000
Litter type (mixed) 0.041 -0.054 0.143 0.413
Inbreeding coefficient (centred) -0.042 -0.099 0.013 0.148
Season (Dry) 0.026 -0.045 0.101 0.493
Relatedness to current litter (centred) -0.244 -0.468 -0.008 0.038
Within-season litter sequence -0.022 -0.066 0.023 0.343
Weight of focal’s mother (scaled) -0.033 -0.083 0.013 0.166
Age category (SubAdult): Age (months, centred) 0.195 0.169 0.222 0.000
Age category (Yearling): Age (months, centred) 0.040 0.025 0.054 0.000
Age category (SubAdult): Sex (Male) -0.257 -0.823 0.280 0.371
Age category (Yearling): Sex (Male) -0.310 -0.516 -0.112 0.003
Age (months, centred): Sex (Male) -0.009 -0.019 0.003 0.124
Age category (SubAdult): Status (Dominant) 0.286 -1.116 1.563 0.649
Age category (Yearling): Status (Dominant) 0.094 -0.235 0.426 0.576
Sex (Male): Status (Dominant) 0.789 0.512 1.086 0.000




Current litter size (centred): Current group size (centred) 0.000 -0.003 0.004 0.793
Age category (SubAdult): Age (months, centred): Sex (Male) -0.016 -0.052 0.019 0.383
Age category (Yearling): Age (months, centred): Sex (Male) -0.026 -0.045 -0.007 0.010
Random effects

Additive genetic 0.112 0.047 0.184 NA
COV (Additive genetic, Additive genetic x Age (months, 0.000 -0.002 0.002 NA
centred))

Additive genetic x Age (months, centred) 0.000 0.000 0.000 NA
Focal litter 0.041 0.016 0.068 NA
Individual identity within season 0.095 0.059 0.132 NA
Individual identity 0.051 0.000 0.093 NA
COV (Individual identity, Individual identity x Age (months, 0.000 -0.001 0.002 NA
centred))

Individual identity x Age (months, centred) 0.000 0.000 0.000 NA
Maternal genetic 0.009 0.000 0.031 NA
Maternal environment 0.012 0.000 0.035 NA
Group identity at observation 0.037 0.023 0.051 NA
Group identity within season 0.006 0.000 0.017 NA
Group identity 0.006 0.000 0.019 NA
Breeding season 0.009 0.000 0.023 NA
Residual: Adult 0.658 0.559 0.754 NA
Residual: SubAdult 0.194 0.149 0.239 NA
Residual: Yearling 0.263 0.225 0.304 NA




Table S3: Babysitting age categories

Parameter Posterior mean | 95% Cl 95% CI pMCMC
(lower) (upper)

Fixed effects

(Intercept) -1.350 -1.573 -1.115 0.000
Age category (SubAdult) 2.304 1.860 2.748 0.000
Age category (Yearling) 0.249 0.059 0.450 0.013
Age (months, centred) -0.004 -0.010 0.002 0.189
Sex (Male) -0.330 -0.506 -0.156 0.000
Status (Dominant) -2.722 -2.957 -2.494 0.000
Current litter size (centred) 0.053 0.026 0.081 0.000
Current group size (centred) -0.062 -0.069 -0.056 0.000
Litter type (mixed) 0.042 -0.050 0.137 0.385
Inbreeding coefficient (centred) -0.039 -0.089 0.015 0.143
Season (Dry) 0.019 -0.050 0.088 0.588
Relatedness to current litter (centred) -0.210 -0.434 0.022 0.068
Within-season litter sequence -0.026 -0.068 0.016 0.221
Weight of focal’s mother (scaled) -0.035 -0.082 0.010 0.129
Age category (SubAdult): Age (months, centred) 0.194 0.169 0.221 0.000
Age category (Yearling): Age (months, centred) 0.034 0.020 0.048 0.000
Age category (SubAdult): Sex (Male) -0.247 -0.802 0.304 0.379
Age category (Yearling): Sex (Male) -0.274 -0.475 -0.066 0.009
Age (months, centred): Sex (Male) -0.006 -0.014 0.002 0.167
Age category (SubAdult): Status (Dominant) 0.228 -1.116 1.505 0.703
Age category (Yearling): Status (Dominant) 0.125 -0.210 0.451 0.470




Sex (Male): Status (Dominant) 0.750 0.466 1.023 0.000
Current litter size (centred): Current group size (centred) 0.000 -0.003 0.004 0.763
Age category (SubAdult): Age (months, centred): Sex (Male) -0.019 -0.053 0.015 0.268
Age category (Yearling): Age (months, centred): Sex (Male) -0.029 -0.048 -0.012 0.002
Random effects

Additive genetic (Adult) 0.210 0.085 0.336 NA
COV(Additive genetic (Adult), Additive genetic (SubAdult)) 0.169 0.080 0.258 NA
COV(Additive genetic (Adult), Additive genetic (Yearling)) 0.133 0.056 0.216 NA
Additive genetic (SubAdult) 0.172 0.080 0.267 NA
COV(Additive genetic (Yearling), Additive genetic (SubAdult)) 0.121 0.049 0.195 NA
Additive genetic (Yearling) 0.106 0.034 0.185 NA
Focal litter (Adult) 0.029 0.000 0.090 NA
COV(Focal litter (Adult), Focal litter (SubAdult)) 0.007 -0.031 0.051 NA
COV(Focal litter (Adult), Focal litter (Yearling)) 0.007 -0.006 0.034 NA
Focal litter (SubAdult) 0.159 0.101 0.217 NA
COV(Focal litter (Yearling), Focal litter (SubAdult)) 0.006 -0.016 0.034 NA
Focal litter (Yearling) 0.010 0.000 0.032 NA
Individual identity within season 0.080 0.044 0.116 NA
Individual identity (Adult) 0.045 0.000 0.122 NA
COV(Individual identity (Adult), Individual identity (SubAdult)) 0.024 -0.011 0.075 NA
COV(Individual identity (Adult), Individual identity (Yearling)) 0.032 -0.013 0.095 NA
Individual identity (SubAdult) 0.039 0.000 0.091 NA
COV(Individual identity (Yearling), Individual identity (SubAdult)) 0.044 -0.003 0.095 NA
Individual identity (Yearling) 0.078 0.000 0.135 NA
Maternal genetic 0.010 0.000 0.034 NA
Maternal environment (Adult) 0.068 0.000 0.146 NA




COV(Maternal environment (Adult), Maternal environment (SubAdult)) | 0.003 -0.023 0.034 NA
COV(Maternal environment (Adult), Maternal environment (Yearling)) | 0.005 -0.009 0.026 NA
Maternal environment (SubAdult) 0.015 0.000 0.047 NA
COV(Maternal environment (Yearling), Maternal environment 0.002 -0.005 0.013 NA
(SubAdult))

Maternal environment (Yearling) 0.004 0.000 0.016 NA
Group identity at observation 0.028 0.015 0.041 NA
Group identity within season 0.003 0.000 0.011 NA
Group identity 0.007 0.000 0.023 NA
Breeding season 0.007 0.000 0.019 NA
Residual: Adult 0.655 0.559 0.757 NA
Residual: SubAdult 0.160 0.119 0.200 NA
Residual: Yearling 0.253 0.213 0.293 NA




Pup feeding

Table S4: Pup feeding main model

Parameter Posterior mean \ 95% Cl (lower) \ 95% Cl (upper) \ pMCMC
Fixed effects

(Intercept) 3.083 2.867 3.310 0.000
Observed duration (log-transformed minutes, scaled) 0.881 0.838 0.925 0.000
Age category (SubAdult) 1.253 1.007 1.518 0.000
Age category (Yearling) 0.070 -0.014 0.154 0.099
Age (months, centred) -0.008 -0.011 -0.006 0.000
Status (Dominant) -0.239 -0.345 -0.126 0.000
Sex (Male) -0.340 -0.424 -0.248 0.000
Current litter size (centred) 0.078 0.042 0.116 0.000
Current group size (centred) -0.065 -0.076 -0.055 0.000
Litter type (mixed) 0.103 -0.045 0.251 0.171
Inbreeding coefficient (centred) -0.012 -0.055 0.029 0.566
Season (Dry) -0.060 -0.166 0.050 0.276
Relatedness to current litter (centred) 0.513 0.348 0.689 0.000
Within-season litter sequence -0.045 -0.105 0.017 0.146
Weight of focal’s mother (scaled) -0.012 -0.046 0.024 0.502
Age category (SubAdult): Age (months, centred) 0.077 0.061 0.093 0.000
Age category (Yearling): Age (months, centred) -0.007 -0.014 -0.001 0.041
Age category (SubAdult): Status (Dominant) -1.083 -2.164 -0.054 0.043
Age category (Yearling): Status (Dominant) -0.324 -0.492 -0.151 0.000
Age category (SubAdult): Sex (Male) 0.111 0.009 0.208 0.027




Age category (Yearling): Sex (Male) 0.159 0.067 0.249 0.001
Status (Dominant): Sex (Male) -0.001 -0.124 0.125 0.982
Current litter size (centred): Current group size (centred) -0.005 -0.011 0.001 0.084
Random effects

Additive genetic 0.060 0.031 0.089 NA
Focal litter 0.017 0.005 0.030 NA
Individual identity within season 0.025 0.012 0.039 NA
Individual identity (permanent environment) 0.014 0.000 0.029 NA
Maternal genetic 0.019 0.000 0.044 NA
Maternal environment 0.005 0.000 0.016 NA
Group identity at observation 0.185 0.150 0.220 NA
Group identity within season 0.018 0.000 0.043 NA
Group identity 0.017 0.000 0.044 NA
Breeding season 0.114 0.042 0.211 NA
Residual 0.193 0.179 0.207 NA
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Table S5: Pup feeding age trajectories

Parameter Posterior mean | 95% Cl (lower) ‘ 95% Cl (upper) ‘ pMCMC
Fixed effects

(Intercept) 3.045 2.811 3.275 0.000
Observed duration (log-transformed minutes, scaled) 0.890 0.847 0.933 0.000
Age category (SubAdult) 1.229 1.010 1.446 0.000
Age category (Yearling) 0.099 0.004 0.196 0.044
Age (months, centred) -0.011 -0.016 -0.007 0.000
Status (Dominant) -0.244 -0.376 -0.104 0.000
Sex (Male) -0.352 -0.463 -0.243 0.000
Current litter size (centred) 0.065 0.028 0.103 0.000
Current group size (centred) -0.063 -0.073 -0.052 0.000
Litter type (mixed) 0.083 -0.063 0.239 0.285
Inbreeding coefficient (centred) -0.004 -0.047 0.039 0.856
Season (Dry) -0.035 -0.143 0.073 0.520
Relatedness to current litter (centred) 0.488 0.316 0.669 0.000
Within-season litter sequence -0.061 -0.120 0.000 0.047
Weight of focal’s mother (scaled) -0.011 -0.046 0.026 0.567
Age category (SubAdult): Age (months, centred) 0.075 0.061 0.088 0.000
Age category (Yearling): Age (months, centred) -0.006 -0.013 0.000 0.054
Age category (SubAdult): Status (Dominant) -0.911 -1.799 -0.041 0.037
Age category (Yearling): Status (Dominant) -0.280 -0.454 -0.118 0.002
Age category (SubAdult): Sex (Male) 0.120 0.008 0.236 0.044
Age category (Yearling): Sex (Male) 0.169 0.059 0.279 0.003
Status (Dominant): Sex (Male) 0.018 -0.135 0.172 0.830
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Current litter size (centred): Current group size (centred) ‘ -0.005 -0.011 0.001 0.078
Random effects

Additive genetic 0.079 0.043 0.115 NA
COV (Additive genetic, Additive genetic x Age (months, 0.000 0.000 0.001 NA
centred))

Additive genetic x Age (months, centred) 0.000 0.000 0.000 NA
Focal litter 0.019 0.007 0.031 NA
Individual identity within season 0.021 0.008 0.034 NA
Individual identity 0.014 0.000 0.032 NA
COV (Individual identity, Individual identity x Age (months, 0.000 0.000 0.001 NA
centred))

Individual identity x Age (months, centred) 0.000 0.000 0.000 NA
Maternal genetic 0.019 0.000 0.046 NA
Maternal environment 0.005 0.000 0.017 NA
Group identity at observation 0.191 0.155 0.225 NA
Group identity within season 0.014 0.000 0.037 NA
Group identity 0.018 0.000 0.046 NA
Breeding season 0.114 0.042 0.215 NA
Residual: Adult 0.436 0.392 0.482 NA
Residual: SubAdult 0.089 0.073 0.105 NA
Residual: Yearling 0.135 0.119 0.152 NA
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Table S6: Pup feeding age categories

Parameter Posterior mean | 95% Cl 95% CI pMCMC
(lower) (upper)

Fixed effects

(Intercept) 3.050 2.804 3.284 0.000
Observed duration (log-transformed minutes, scaled) 0.888 0.847 0.936 0.000
Age category (SubAdult) 1.077 0.815 1.314 0.000
Age category (Yearling) 0.087 -0.025 0.204 0.134
Age (months, centred) -0.009 -0.012 -0.006 0.000
Status (Dominant) -0.250 -0.392 -0.121 0.001
Sex (Male) -0.350 -0.463 -0.237 0.000
Current litter size (centred) 0.068 0.031 0.106 0.001
Current group size (centred) -0.063 -0.074 -0.053 0.000
Litter type (mixed) 0.095 -0.061 0.244 0.219
Inbreeding coefficient (centred) -0.005 -0.046 0.036 0.816
Season (Dry) -0.045 -0.153 0.065 0.416
Relatedness to current litter (centred) 0.490 0.308 0.671 0.000
Within-season litter sequence -0.055 -0.118 0.002 0.065
Weight of focal’s mother (scaled) -0.010 -0.045 0.025 0.582
Age category (SubAdult): Age (months, centred) 0.064 0.050 0.078 0.000
Age category (Yearling): Age (months, centred) -0.007 -0.014 -0.001 0.016
Age category (SubAdult): Status (Dominant) -0.853 -1.716 0.028 0.046
Age category (Yearling): Status (Dominant) -0.268 -0.434 -0.093 0.002
Age category (SubAdult): Sex (Male) 0.114 -0.002 0.229 0.057
Age category (Yearling): Sex (Male) 0.163 0.052 0.277 0.004

13




Status (Dominant): Sex (Male) 0.020 -0.130 0.166 0.803
Current litter size (centred): Current group size (centred) -0.005 -0.011 0.001 0.082
Random effects

Additive genetic (Adult) 0.124 0.055 0.188 NA
COV/(Additive genetic (Adult), Additive genetic (SubAdult)) 0.110 0.061 0.151 NA
COV(Additive genetic (Adult), Additive genetic (Yearling)) 0.097 0.051 0.138 NA
Additive genetic (SubAdult) 0.110 0.067 0.150 NA
COV(Additive genetic (Yearling), Additive genetic (SubAdult)) 0.091 0.053 0.120 NA
Additive genetic (Yearling) 0.083 0.045 0.116 NA
Focal litter (Adult) 0.009 0.000 0.028 NA
COV(Focal litter (Adult), Focal litter (SubAdult)) 0.002 -0.014 0.019 NA
COV(Focal litter (Adult), Focal litter (Yearling)) 0.002 -0.006 0.014 NA
Focal litter (SubAdult) 0.058 0.033 0.083 NA
COV(Focal litter (Yearling), Focal litter (SubAdult)) 0.005 -0.008 0.018 NA
Focal litter (Yearling) 0.018 0.000 0.032 NA
Individual identity within season 0.011 0.000 0.022 NA
Individual identity (Adult) 0.016 0.000 0.050 NA
COV(Individual identity (Adult), Individual identity (SubAdult)) 0.006 -0.004 0.029 NA
CoV(Individual identity (Adult), Individual identity (Yearling)) 0.008 -0.003 0.034 NA
Individual identity (SubAdult) 0.007 0.000 0.027 NA
COV(Individual identity (Yearling), Individual identity (SubAdult)) 0.006 -0.002 0.025 NA
Individual identity (Yearling) 0.009 0.000 0.032 NA
Maternal genetic 0.018 0.000 0.043 NA
Maternal environment (Adult) 0.005 0.000 0.019 NA
COV(Maternal environment (Adult), Maternal environment (SubAdult)) | 0.000 -0.004 0.005 NA
COV(Maternal environment (Adult), Maternal environment (Yearling)) | 0.001 -0.005 0.009 NA
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Maternal environment (SubAdult) 0.004 0.000 0.013 NA
COV(Maternal environment (Yearling), Maternal environment 0.001 -0.004 0.007 NA
(SubAdult))

Maternal environment (Yearling) 0.007 0.000 0.021 NA
Group identity at observation 0.189 0.157 0.225 NA
Group identity within season 0.014 0.000 0.037 NA
Group identity 0.022 0.000 0.053 NA
Breeding season 0.114 0.043 0.215 NA
Residual: Adult 0.435 0.391 0.482 NA
Residual: SubAdult 0.071 0.057 0.086 NA
Residual: Yearling 0.134 0.118 0.151 NA
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Sentinel behaviour

Table S7: Sentinel behaviour main model

Parameter Posterior mean \ 95% Cl (lower) \ 95% Cl (upper) \ pMCMC
Fixed effects

(Intercept) 3.601 3.132 4.097 0.000
Observed duration (log-transformed minutes, scaled) | 0.963 0.927 1.004 0.000
Age category (SubAdult) 4.684 3.923 5.483 0.000
Age category (Yearling) 0.077 -0.080 0.226 0.326
Age (months, centred) -0.015 -0.020 -0.009 0.000
Sex (Male) 0.694 0.513 0.880 0.000
Status (Dominant) -0.315 -0.525 -0.111 0.004
Current group size (centred) -0.054 -0.062 -0.045 0.000
Weight of focal’s mother (scaled) 0.109 0.005 0.205 0.032
Inbreeding coefficient (centred) -0.054 -0.164 0.065 0.368
Age category (SubAdult): Age (months, centred) 0.386 0.339 0.433 0.000
Age category (Yearling): Age (months, centred) 0.045 0.031 0.060 0.000
Age category (SubAdult): Sex (Male) 0.833 -0.229 1.890 0.122
Age category (Yearling): Sex (Male) 0.083 -0.116 0.293 0.431
Age (months, centred): Sex (Male) -0.007 -0.015 0.000 0.063
Age category (Yearling): Status (Dominant) -0.681 -1.084 -0.280 0.001
Sex (Male): Status (Dominant) 0.851 0.571 1.128 0.000
Age category (SubAdult): Age (months, centred): Sex | 0.080 0.017 0.144 0.013
(Male)

Age category (Yearling): Age (months, centred): Sex 0.023 0.003 0.043 0.029
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(Male)

Random effects

Additive genetic 0.695 0.502 0.862 NA
Focal litter 0.404 0.301 0.512 NA
Individual identity within season 0.299 0.241 0.357 NA
Individual identity (permanent environment) 0.037 0.000 0.120 NA
Maternal genetic 0.090 0.000 0.259 NA
Maternal environment 0.072 0.000 0.181 NA
Group identity at observation 0.252 0.171 0.335 NA
Group identity 0.296 0.024 0.638 NA
Starting month 0.127 0.039 0.262 NA
Breeding season 0.293 0.116 0.538 NA
Residual 1.374 1.320 1.431 NA
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Table S8: Sentinel behaviour age trajectories

Parameter Posterior mean ‘ 95% Cl (lower) ‘ 95% Cl (upper) | pMCMC
Fixed effects

(Intercept) 3.459 3.007 3.936 0.000
Observed duration (log-transformed minutes, scaled) | 0.967 0.928 1.003 0.000
Age category (SubAdult) 4.866 4.038 5.753 0.000
Age category (Yearling) 0.107 -0.048 0.260 0.184
Age (months, centred) -0.038 -0.055 -0.021 0.000
Sex (Male) 0.776 0.570 0.967 0.000
Status (Dominant) -0.234 -0.455 -0.009 0.040
Current group size (centred) -0.052 -0.060 -0.044 0.000
Weight of focal’s mother (scaled) 0.123 0.023 0.217 0.013
Inbreeding coefficient (centred) -0.062 -0.168 0.056 0.273
Age category (SubAdult): Age (months, centred) 0.410 0.359 0.465 0.000
Age category (Yearling): Age (months, centred) 0.053 0.038 0.069 0.000
Age category (SubAdult): Sex (Male) 0.761 -0.346 1.924 0.195
Age category (Yearling): Sex (Male) 0.005 -0.199 0.218 0.968
Age (months, centred): Sex (Male) -0.011 -0.025 0.004 0.155
Age category (Yearling): Status (Dominant) -0.682 -1.069 -0.317 0.001
Sex (Male): Status (Dominant) 0.706 0.419 1.019 0.000
Age category (SubAdult): Age (months, centred): Sex 0.085 0.014 0.153 0.017
(Male)

Age category (Yearling): Age (months, centred): Sex 0.029 0.007 0.050 0.011
(Male)
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Random effects

Additive genetic 0.696 0.441 0.933 NA
COV (Additive genetic, Additive genetic x Age (months, | 0.002 -0.007 0.011 NA
centred))

Additive genetic x Age (months, centred) 0.002 -0.007 0.011 NA
Focal litter 0.380 0.277 0.487 NA
Individual identity within season 0.164 0.112 0.218 NA
Individual identity 0.090 0.000 0.219 NA
COV (Individual identity, Individual identity x Age 0.004 -0.001 0.010 NA
(months, centred))

Individual identity x Age (months, centred) 0.001 0.000 0.001 NA
Maternal genetic 0.040 0.000 0.137 NA
Maternal environment 0.033 0.000 0.107 NA
Group identity within season 0.245 0.167 0.331 NA
Group identity 0.236 0.000 0.527 NA
Starting month 0.129 0.038 0.267 NA
Breeding season 0.241 0.094 0.444 NA
Residual: Adult 1.436 1.336 1.541 NA
Residual: SubAdult 1.742 1.581 1.898 NA
Residual: Yearling 1.112 1.044 1.179 NA
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Table S9: Sentinel behaviour age categories

Parameter Posterior mean ‘ 95% ClI (lower) ‘ 95% ClI (upper) ‘ pMCMC
Fixed effects

(Intercept) 3.501 3.014 3.973 0.000
Observed duration (log-transformed minutes, scaled) 0.983 0.946 1.023 0.000
Age category (SubAdult) 4.805 4.002 5.591 0.000
Age category (Yearling) 0.048 -0.194 0.279 0.667
Age (months, centred) -0.015 -0.020 -0.010 0.000
Sex (Male) 0.745 0.553 0.943 0.000
Status (Dominant) -0.313 -0.518 -0.083 0.003
Current group size (centred) -0.054 -0.062 -0.045 0.000
Weight of focal’s mother (scaled) 0.126 0.033 0.219 0.008
Inbreeding coefficient (centred) -0.065 -0.173 0.044 0.253
Age category (SubAdult): Age (months, centred) 0.392 0.345 0.436 0.000
Age category (Yearling): Age (months, centred) 0.039 0.026 0.052 0.000
Age category (SubAdult): Sex (Male) 0.765 -0.258 1.779 0.146
Age category (Yearling): Sex (Male) 0.025 -0.188 0.227 0.815
Age (months, centred): Sex (Male) -0.008 -0.016 -0.001 0.028
Age category (Yearling): Status (Dominant) -0.619 -1.010 -0.232 0.001
Sex (Male): Status (Dominant) 0.820 0.552 1.108 0.000
Age category (SubAdult): Age (months, centred): Sex (Male) 0.077 0.013 0.135 0.015
Age category (Yearling): Age (months, centred): Sex (Male) 0.026 0.008 0.045 0.005
Random effects

Additive genetic (Adult) 0.785 0.531 1.046 NA




COV(Additive genetic (Adult), Additive genetic (SubAdult)) 0.746 0.577 0.913 NA
COV(Additive genetic (Adult), Additive genetic (Yearling)) 0.784 0.609 0.960 NA
Additive genetic (SubAdult) 0.872 0.666 1.095 NA
COV(Additive genetic (Yearling), Additive genetic (SubAdult)) 0.829 0.684 0.986 NA
Additive genetic (Yearling) 0.877 0.710 1.049 NA
Focal litter (Adult) 0.325 0.174 0.484 NA
COV(Focal litter (Adult), Focal litter (SubAdult)) 0.100 -0.053 0.256 NA
COV(Focal litter (Adult), Focal litter (Yearling)) 0.241 0.126 0.359 NA
Focal litter (SubAdult) 1.223 0.964 1.496 NA
COV(Focal litter (Yearling), Focal litter (SubAdult)) 0.258 0.128 0.389 NA
Focal litter (Yearling) 0.401 0.290 0.523 NA
Individual identity within season 0.173 0.121 0.222 NA
Individual identity (Adult) 0.069 0.000 0.192 NA
COV(Individual identity (Adult), Individual identity (SubAdult)) 0.002 -0.033 0.040 NA
CoV(Individual identity (Adult), Individual identity (Yearling)) 0.012 -0.019 0.070 NA
Individual identity (SubAdult) 0.013 0.000 0.052 NA
COV(Individual identity (Yearling), Individual identity (SubAdult)) 0.005 -0.010 0.033 NA
Individual identity (Yearling) 0.016 0.000 0.061 NA
Maternal genetic 0.053 0.000 0.168 NA
Maternal environment (Adult) 0.028 0.000 0.095 NA
COV(Maternal environment (Adult), Maternal environment (SubAdult)) -0.010 -0.068 0.047 NA
COV(Maternal environment (Adult), Maternal environment (Yearling)) 0.003 -0.022 0.034 NA
Maternal environment (SubAdult) 0.136 0.000 0.323 NA
COV(Maternal environment (Yearling), Maternal environment (SubAdult)) | 0.020 -0.026 0.103 NA
Maternal environment (Yearling) 0.026 0.000 0.085 NA
Group identity within season 0.219 0.146 0.297 NA
Group identity 0.334 0.046 0.698 NA
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Starting month

0.137 0.037 0.282 NA
Breeding season 0.242 0.086 0.437 NA
Residual: Adult 1.447 1.349 1.558 NA
Residual: SubAdult 1.283 1.168 1.400 NA
Residual: Yearling 1.065 1.005 1.131 NA
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Remove direct maternal effect

Remove the fixed effect of maternal weight (i.e., a direct maternal effect) to see whether this affects genetic or environmental maternal
variance components. Showing only random effects as fixed effects broadly unchanged.

Table S10: Babysitting without direct maternal effect

Parameter \ Posterior mean \ 95% Cl (lower) \ 95% CI (upper)
Random effects

Additive genetic 0.123 0.061 0.180
Focal litter 0.040 0.013 0.067
Individual identity within season 0.129 0.093 0.165
Individual identity (permanent 0.030 0.000 0.065
environment)

Maternal genetic 0.009 0.000 0.032
Maternal environment 0.013 0.000 0.036
Group identity at observation 0.036 0.022 0.051
Group identity within season 0.006 0.000 0.018
Group identity 0.006 0.000 0.022
Breeding season 0.010 0.000 0.025
Residual 0.316 0.284 0.348
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Table S11: Pup feeding without direct maternal effect

Parameter

Posterior mean

95% Cl (lower)

95% Cl (upper)

Random effects

Additive genetic 0.059 0.029 0.088
Focal litter 0.017 0.006 0.029
Individual identity within season 0.026 0.013 0.040
Individual identity (permanent 0.014 0.000 0.029
environment)

Maternal genetic 0.019 0.000 0.045
Maternal environment 0.004 0.000 0.015
Group identity at observation 0.185 0.151 0.221
Group identity within season 0.019 0.000 0.044
Group identity 0.017 0.000 0.044
Breeding season 0.113 0.041 0.208
Residual 0.193 0.179 0.208
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Table S12: Sentinel behaviour without direct maternal effect

Parameter

Posterior mean

| 95% Cl (lower)

| 95% CI (upper)

Random effects

Additive genetic 0.700 0.513 0.870
Focal litter 0.410 0.306 0.525
Individual identity within season 0.299 0.241 0.358
Individual identity (permanent 0.037 0.000 0.118
environment)

Maternal genetic 0.089 0.000 0.255
Maternal environment 0.069 0.000 0.177
Group identity within season 0.250 0.173 0.337
Group identity 0.301 0.021 0.645
Starting month 0.129 0.034 0.266
Breeding season 0.294 0.116 0.535
Residuals 1.373 1.317 1.428

25




Meta-analysis model output
See File S3 for further information on the meta-analysis, and S5 for analysis code.

Table S13: Meta-analysis with observation variance due to sampling error estimated (Model 3 in File S5). Reference level is ‘Behavioural (non-
social)’.

Parameter Posterior mean | 95% Cl (lower) ‘ 95% Cl (upper) ‘ pMCMC
Fixed effects

(Intercept) 0.172 0.082 0.263 0.000
Trait type (Behavioural (social)) -0.051 -0.143 0.032 0.260
Trait type (Life history) -0.028 -0.118 0.054 0.496
Trait type (Morphological) 0.124 0.040 0.207 0.004

Random effects

Study identity 0.014 0.004 0.027 NA
Species_Population 0.012 0.000 0.029 NA
Standard error variance 1.490 0.860 2.161 NA
Residual 0.004 0.002 0.007 NA
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Table S14: As the model in Table S13 but social and non-social behaviour collapsed into a single category (‘Behaviour’), which is used as the
reference level (Model 5 in S5).

Parameter ‘ Posterior mean ‘ 95% Cl (lower) ‘ 95% Cl (upper) ‘ pMCMC
Fixed effects

(Intercept) 0.155 0.065 0.244 0.000
Trait type (Life history) -0.014 -0.097 0.069 0.739
Trait type (Morphological) 0.138 0.056 0.222 0.002

Random effects

Study identity 0.016 0.006 0.029 NA
Species_Population 0.013 0.000 0.031 NA
Standard error variance 1.451 0.875 2.161 NA
Residual 0.004 0.001 0.007 NA

27




