
Table S1 Average nucleotide identity (ANI) between the genome of bacterial strain 

20WA0182T isolated from a symptomatic onion plant in Washington State, USA and the 

genomes of 14 Ewingella strains available in GenBank. The numbers presented above the 

diagonal represents  ANI values in (%). The numbers below the diagonal depict the alignment 

coverage between strains in (%). 

a Bacterial strains: 1. Ewingella americana ATCC 33852T. 2. E. americana NCTC 3000. 3. E. americana B6-1 

4. E. americana CCUG14506T. 5. E. americana BRK18a. 6. E. americana UW MP ENTER1_1. 7. E. 

americana UW MP ENTER1_2. 8. E. americana UW MP ENTER1_3. 9. E. americana UW MP ENTER1_4. 

10. E. americana UW MP ENTER1_5. 11. E. americana UW MP ENTER1_6. 12. E. americana RIT713. 13. 

Ewingella sp. 33_S47 14. Strain 20WA0182   15. Ewingella sp. CoE-038-23. Strain E4 from the NCBI 

database was not used as this strain was misidentified at the genus level [9]. 

 

 


