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Figure S4. Maximum-likelihood IQTree tree of C. sphaerospermum SC based on an individual dataset
of ACT sequences. The species obtained in this study are highlighted in bold. Ex-type strains = T.
IQ-TREE-BS values > 70% and RAXML-BS > 70% are included next to the nodes. The tree was rooted
with Cladosporium herbarum (CBS 121621 and CBS 300.49).



