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Figure S1: A sample spectrogram of a representative playback track with the Control, Stimulus and
Recovery phases marked. The spectrogram was generated in Avisoft-SASLab Pro (Avisoft Bioacoustics
e.K, Germany)

Figure S2: Diagnostic plots assessing the fit of the final model using simulated DHARMa residuals. (a)
Residuals plotted against the rank-transformed response variable (w_true). (b) Boxplots of simulated
scaled residuals across levels of the dominance_dyad predictor. (c) Boxplots of simulated scaled
residuals across levels of the sex predictor. (d) Quantile-quantile plot of residuals. (e) Residuals plotted
against model predictions.



Year Group # Total individuals  Non-Juv Juveniles Group Code

2019 1 13 11 2 w
2019 2 19 13 6 IX
2019 3 15 10 5 HM
2019 4 18 13 5

2021 5 15 10 5

2021 6 22 16 6 MP
2021 7 13 13 0 ZU

Table S1: Composition of of the study groups. Juveniles are group members that were
younger than 6 month. Non-Juvenile individuals are all group members that were older than 6
months at the time of the study



(a) Fixed effects (GLMM coefficients) Estimate SE 95% CI p-value

(Intercept) 0.13 0.02 [0.11,0.17] <0.001
Phase: Stimulus 1.60 0.14 [1.36, 1.89] <0.001
Phase: Recovery 1.27 0.11 [1.07, 1.50] 0.007
(b) Pairwise contrasts Ratio SE 95% CI

Control / Stimulus 0.62 0.05 [0.51, 0.76] <0.001
Control / Recovery 0.78 0.07 [0.64, 0.97] 0.01
Stimulus / Recovery 1.26 0.10 [1.05, 1.52] 0.009

Tweedie dispersion ¢ = 0.108, 6 = 0.50, N Group =8, N Focal_code = 63, Observations = 510,
Marginal R>=0.033

Table S2: Output of a Tweedie GLMM (log link) testing playback phase effects on meerkat
sunning call rate. (a) GLMM model output (b) Tukey-adjusted pairwise contrasts. The model
included random intercepts for individuals nested within a group.
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