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Supplementary Figure 2. Epistatic interaction identified by QTLNetwork [74] in the F1 hybrid map
(E. urophylla BC family). The upper panel shows the epistatic interaction detected among three
wood basic density QTLs on linkage groups 2, 8 and 10. The red circles represent the positions of
QTLs identified by QTLNetwork and the red line connects interacting loci. Only linkage groups with
main effects detected are shown. The interaction effects are shown in the lower panel.

QTL Position (cM) QTL Position (cM) AA SE P value

LG2 100.3 LG8 88.5 0.0501 0.02 0.0000

LG8 88.5 LG10 71.5 -0.0458 0.0021 0.0000

AA, Additive by additive effect: SE, Standard error


