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Appendix 2: Isolated Ngari virus L, M, and S segment distance matrix

L segm

ent

Distance matrix of the RdRp protein showing representative viruses and samples sequenced in

this study. Light grey to dark shades indicates nucleotide distances.

NRIVA.. KE-093.. KE-C16.. KE-BOZ. KE-B35.. NRIV_. NRIVM.. NRIV K. NRVK. NRIVK. NRIVJX. NRNVJK.. NRIVJX. NRIVJX. NRVJK. BUNV. BUNV_.. Bozovir.. BTV.M.. BTVN.. BTVJKS.. BIV_X. BTVKT.. BIV KC
NRIV Adrar_K[716850.1 98.5% | 98.1% | 981% | 976% | 977% | 9814 152% | 740% | T39% | T37% | 738% | 736w | 73.9%
KE-093_NRIV L T51% | 737% | T40% | T36% | 739% | 737% | 40%
KE-C166_NRIV L 151% | 737% | 740% | T36% | 738% | 137% | 740%
KE-BO2NRIV L 100.0% 1526 | 37% | TA0% | 736% | 738% | 736% | 740%
KE-B35NRIV _L 2% | 737% | 740% | T36% | 738% | 736% | 74.0%
NRIV_MT747972.0(Ma... T52% | 741% | T40% | T30% | TA0% | 736% | 739%
NRIV_MT747975.1{Mau 152% | 740% | T39% | T30% | 739% | 735% | 738%
NRIV _KMS07335.1 (Ken. T51% | 739% | T38% | T36% | 737% | 736% | 139%
NRIV_KM507334.1(Ken... 151% | 740% | 739% | T36% | 739% | 736% | 139%
NRIV KCE08152.1 Sene 100.0% 98.5% 1526 | 742% | TAO% | T37% | 738% | 736% | 739%
NRIV J¥857318.1(Sene 100.0% 2% | 7A2% | T30% | T30% | T37% | 735% | 738%
NRIV JK857324.1 (Suda 98.74 153% | 742% | 740% | 730% | 738% | 735% | 738%
NRIV JK857321.1 (Suda 153% | 742% | T42% | T39% | T39% | 135% | 139%
NRIV JK857330.1 (Kenya. 150% | 741% | T38% | 735% | 736% | 134% | 137%
NRIV JK857327.1 Soma. 150% | 741% | T38% | 735% | 737% | 135% | 137%
BUNV X14383.1 2% | 7A2% | T37% | T30% | 735% | 736% | 740%
BUNV MI314030.1 Ke.. B2k | 7A0% | T38% | T36% | 738% | 137% | 740%
BUNV_MH84288.1(Ke. 153% | 740% | 740% | 738% | A% | 738% | 7d1%
BUNV KM507338.1(Ke g 153% | 741% | T39% | T36% | T37% | 739% | 740%
BUNV KM507337.1(Ke 94.6% 153% | 741% | T39% | 736% | 737% | 738% | 740%
BUNVJF961340.1 Keny. 94,3 FIEI 745% | 3% | T34% | T33% | 737% | 735w | T40%
BUNV MT731755.1 (Ma. 95.0% 94.5% 153% | 741% | 735% | T32% | 733% | 735w | 736%
Bozovirus strain DakAr... | 75.2% T0A% | T28% | T27% | 130% | T30%
BTV MSSONCO43580... | 740% | 737% | 737% | 737% | 737% | 7410% | 740% | 739% | TA0% | 742% | 742% | 742% | T42% | A% | TA0% | 242% | 740w | 740% | 741% | T41% | 132% | TA1% 0% | 72.9%
BTVNMAZKIB7038... | 739% | 740% | 740% | 740% | 740% | 740% | 739% | 738% | T30% | 740% | 739% | T40% | TA2% | T38% | 138% | T37% | T38% | T4d% | T39% | T30% | 34w | MS% | 124%
BTV JXB46600.1(Indial.. | 73.7% | 73.6% | 736% | T36% | T36% | 737% | 737% | 736% | T36% | 737% | T37% | 737% | T39% | 735% | 735% | 737% | 736% | 738% | 736% | 136% | 733% | 2% | 128% 95.3%
BTV_JXB466031(Ugan.. | 738% | 73.9% | 738% | 738 | T38% | Te0w | 739% | T37% | T30w | 738w | T3Tw | T38% | T30% | T36% | 730w | 735% | 38w | T4l | 737w | 137w | 37w | 733w | 07w 91.0% | 90.5%
BTVAT313704 (Russi.. | 736% | 737% | 737% | 736% | 736% | 736% | 735% | 736% | 736w | 736% | 735% | 735% | T3S% | 3dw | 735w | T36% | T3 | 738% | 73%% | 138w | 735w | 73S% | 730%
BTV KCI68048.1(Htalyl.. | 739% | 74.0% | 740% | 740% | 740% | 739% | 738% | T30% | T30% | 730% | 738N | 738% | T30% | T3M% | 130w | T40% | TAO% | TAd% | 740% | 7404 | 740% | 736% | 730%
M segment

Distance matrix of the glycoprotein showing representative viruses and samples sequenced in
this study.

Light grey to dark shades indicates nucleotide distances.

BUNV... BUNV... BUNV... BUNVJ.. BUNY... Bozouir., NRIVA.. KEO%3.. KEI6.. KE-B02. KEB3S.. NRVM..NIRVM.. NRV.K. NRNK. NAVK.. NRI). NRMA. NRV_L. NRVJX. NRIVD.. BTVXS.. BTV.D.. BTV.KU..BTV.KII..BTVJ¥B. BTVAY.. BIV.D.. BIVJXS.. BTV.D.. BIVFK.. BIVM.. BIVAT
745% | 640% | 641% | 641% | 640% | 641% | 640%  640% | 645% | 645% | 645%  64dw | 643% | 643% | 643% | 645w 64w | 645w | 642% | 6arw  647% | 647w | 649w | 645%  64dw | 6edw | 647w | 646w
To2% | 642%  642%  642% | 641% | 642% | 641%  641% | 645% | 645% | 645%  645% | 644w | 644w | 644w | 646% 645w | 645w | 644w | 643%  640% | 649% | 651% | 648%  651%  647% | 649% | 648%
T52% | 642%  642%  B42% | 642% ‘ 643% | 642%  B4.1% | 645% | 646% | 646%  645% | 645% | 644% | 644%  B46%  645% | 645% | 644% | 644%  650% | 650% | 652% | 649%  652% 647% ‘ 649% | 648%
BUNV JF961341.1(Ken, 2% | 642% | 642% | 642w | 641 | 643% | 642%  6AT% | 6A6% | 646% | 647%  64S% 6443 | 644% | 64S% 644w | 64A% | 643% | 642% | 647 | 648w 648w | 646 | 648w | 647%
BUNY_MZ773506.1 (Ug G 633w 635%  639% LB | 63N | 6K G428 | GLI% | BN | 628 | 62K | 619% | 635% | 646% GASK | BASK | 648K | 646K
Bozo virus DakArB_VH. [ 745% | 752% | 7508  752% | 74S% o5 728 | T65% | T65% | T65%  TIan | TIas | 156 | 765 7526 7s2% | 7sew | 711 | sk
NRIVAdrar KI7T16849.1..| 640% | 642% | 642%  642% | 638% 6% | 883% 2
KE-093 NRIV.M 641% | 642 | 642%  642% | 639w
KE-C166_NRIV_M 641% | 642% | 642%  642% | 639% .
KES02_NRN.M G40% | 641% | 642%  6A1% | 630% 8 L $
641 | 642% | 643% 643w | 630w |8 8
| 6A0% | 641% | 642%  642% | 637% §
| 6A0% | 641% | 641%  B4I% | 637
NRIV KMS14670.1(Ken.. | 645% | 645% | 645%  646% | 643% 8 J
NRIKMSSTBI(Ken.. | 645% | 645% | 646%  646% | 644%
IV Kis14677.1(Ticks) | 64.5% 645% | 646%  b4T% | 644% 3 .
i 261(Som... | 644% | 645% | GASH  64S% | 642% -
NRIV AYSO3725.(Keny..| 643% | 644% | 645%  64S% | 642%
N_PBST301(Suda.. | 643% | 644% | 644%  64d% | 642% s
NRIV JX85732 643% | 644% | 64d% 44w | 641N 2
NRIV Dak - 645% | 646% | 646N  BASH | b4A% : -
BTV, 6A4% | 645% | 645%  64d% | 642% s
BTV DQé: WUga..| 645% | 645% | 645%  64d% | 642%
BIVKUME870.1(China...| 642% | 64d% | 64d%  643% | 639% g g
BIV.K167039.1(Chinaf..| 641 | 643% | 64d%  642% | 638% g
BTV Y. | 64T | 649% | 650%  647% | 64d% b 9 9
(Malay...| 647% | 649% | 6508 647% | 644% 9 3
3753941 (Mala... | 64.9% | 65.1% | 652%  647% | 646% g B9
645% | 648% | 649%  648% | 646% s
I 64B% | 651% | 652%  64B% | 649% 6
BIV.FU36799.1(IndiafP... 644% | 647% | 647%  646% | 645% |ISE% Y 9
BIVMH299973.1 (Ger.. | 647w | 649% | 649%  648% | 648% | 710%
A% | 648% | 648%  647% | 646w | 705%
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S segment

Distance matrix of the nucleoprotein showing representative viruses and samples sequenced in

this study. Light grey to dark shades indicates nucleotide distances.

NRIVJX.. NRVA.. NRVJX.. NRIVA.. NRVJX.. NRIVA.. NRIVJK.. NRVJX.. NRIVK.. BUNV_.. BUNV... NRIVM.. NRVM.. KE-093.. KE-C16.. KE-B35.. KE-B02.. NRIVK).. BUNV.. BUNV.. BUNV.. BUNV.. BATVK.. BATV). BATV_F.. BATVA.. BATVN.. Bozovir.
NRIVX857325.1(Soma 0 3 ] ] B goew | 56w | 856 | 849w | 853% | 853% | 870% | 860%
NRIV_AF398346.1(Som... 6 6 8 o | 978 6 6 ] TR ©30% | 816% | 816% | 814% | 816% | 816% | 816% | 823%
NRIV X857328.1(Kenya.. o | 98 B go5w | s | 8Saw | 850w | 855w | 855% | B6.O% | 85.0%
NRIV_AF398345.1 Keny... 0 ) o | 98 6 6 B 527 | 819% | 819% | 816% | 81.9% | 819% | 814% | 821%
NRIVX857316.1(Sene 0 0 6 ) B B 6% | 860% | 860% | 850% | 855% | 855% | 866% | 859%
NRIV_AYS93729.1(Sene.. 6 3 ) 8.2% 8 O B48% | 839% | 839w | 832% | 836% | 836% | 843% | 841%
NRIVX857322.1(Suda... A 6 6 | 98 8.0% T 869% | 862% | B62% | 853% | 858% | 855% | 865% | 853%
NRIVX857319.1(Suda. 0 6 8% | 98 0 B B60% | 858% | B58% | 853% | 858% | 85.2% | 865% | 856%
NRIV_KMS07341.1(Ken. 8 0 6 ) 6 ] ) B 873% | 865% | B65% | 853% | 855% | 85.2% | 868% | 859%
BUNV_ MW314032.1 (K. 0 6 ; 4 O B65% | 856% | B56% | 843w | 848% | 848% | 863% | 855%
BUNV_MW314023.1(Ke. 0 8.6% 0 6 6 6 B 865% | B56% | 856% | 843% | 848% | 848% | B63% | 855%
NRIV_MT747977.1 (Ma... 0 8 8 8 6 B 866% | B56% | 856% | 849% | 85.9% | 853% | 863% | 856%
NRIV_MT747974.1 (Ma.. B G66% | 858% | 858% | 85.0% | 858% | 855% | 863% | 858%
KE-093 NRIV.S 0 ) 0 ‘ 6 B 863% | 858% | 858% | 85.0% | 858% | 855% | B6.0% | 858%
KE-C166_NRIV_S 6 A 6 0 | 980 A 0 6 B 663% | 858% | 858% | 85.0% | 858% | 855% | 860% | 858%
KE-B35_NRIV.S 8 0 6 | 980 80 6 B 863% | B58% | 858% | 85.0% | 858% | 855% | B6.0% | 858%
KE-B02NRIV S 6 6 0 A 8 ) ] : B 6% | 858% | 858% | 850% | 858% | 855% | 860% | 858%
NRIV_K|716848.1(Mauri. 6 8 0 ‘ 6 B 668% | 855% | 855% | 85.0% | 858% | 852% | 860% | 853%
BUNV_MH484290.1(e... 6 6 0% 6 0 ) 0 0 ] 865% | 862% | 862% | 840% | 852% | 849% | 869% | 858%
BUNV_KM507345.1(Ke. 6 0 4 3 6 6 ) g 6.9% 869% | 860% | 860% | 843% | 848% | 845w | 87.0% | 86.0%
BUNVKPOS3900.1(Arg.. | 866% | 830% | 865% | 827% | 868% | 848% | 869% | 869% | 87.3% | 865% | 865% | B66% | 866% | 863% | 863% | 863% | 863% | 868% | 865% | 86.9% 800% | 890%  8B5% | B82% | B76% | 850% | 855%
BUNVLAF325122.1(Aus... | 856% | 816% | 858% | 819% | 860% | 839% | 862% | 858% | 865% | 85.6% | B5.6% | 856% | B58% | 858% | 858% | 858% | 858% | 855% | 862% | 86.0% 840% | B49%
BATV KU661980.1(Aus.. | 856% | 816% | 858% | 819% | 860% | 839% | 862% | 858% | 865% | 85.6% | 856% | 856% | 858% | 858% | 858% | 858% | 858% | 855% | 862% | 86.0% 840% | 849%
BATV JX846595.1(Mala.. | 849% | 814% | 850% | 81.6% | 850% | 8320 | B53% | 853% | 853% | 843% | 843% | B49% | 850% | 85.0% | 850% | 850% | B5.0% | 850% | B40% | 843% 835% | 833%
BATV_F436806.1(india.. | 853% | 816% | 855% | 81.9% | 855% | 836% | B5A% | 858% | 855% | 848% | 848% | 850% | B58% | 858% | 8S8% | 858% | 858w | G58% | 852% | 848% | 882% T 839% | 833%
BATVAB2S77621(apa.. | B53% | 816% | 855% | 81.9% | 855% | 836% | B55% | 852% | 852% | 848% | B48% | 853% | B55% | 855% | 855% | 855% | 855% | 852% | 849% | 845% | 876% 836% | 835%
BATVNC_043581.1(Va.. | 87.0% | 816% | 860% | 814% | B66% | 843% | 865% | B65% | 868% | 863% | 863% | 863% | 863% | 860% | 86.0% | B60% | 860% | 860% | B69% | 870% | 850% | 840% | 840% | B35% | 830% | 836% 84.2%
Bozovirus DakAB734.. | 860% | 823% | 859% | 821% | 850% | 841% | B53% | 856% | 85.9% | 855% | 855% | 856% | B58% | 858% | 858% | 858% | 858% | 853% | B58% | 86.0% | 855% | 840% | 840 | 833% | 833w | 835% | 842%
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