[bookmark: _GoBack]Supplementary file S4. Amino acid identity and similarity in subgroup III-3 NAC proteins. Percent amino acid identity (above the diagonal) and similarity (below the diagonal) in the complete protein sequences (A) or the C-terminal part of the proteins (B). 
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Ident and Sim results

Complete protein sequence

MA_75192p0010 

MA_5115p0010

MA_64687p0010

MA_8980p0010

MA_264971p0010 MA_103386p0010

MA_86256p0010

MA_75192p0010  * 39.3 38.6 38 36.8 38.3 37.4

MA_5115p0010 51.8 * 43.2 40.8 42.3 42 43.4

MA_64687p0010 48.2 52.7 * 50.5 70.8 73.5 68.9

MA_8980p0010 36.7 51 58.5 * 50 56 55.4

MA_264971p0010 48.3 54 76.2 58.8 * 76.2 79

MA_103386p0010 49.9 52.6 77.6 62.7 83 * 78.8

MA_86256p0010 48.1 53.2 73.6 64.5 83.2 85.1 *

C-terminal region

MA_75192p0010 

MA_5115p0010

MA_64687p0010

MA_8980p0010

MA_264971p0010 MA_103386p0010

MA_86256p0010

MA_75192p0010 

*

10.4 8.8 7.8 10.3 10.1 10.3

MA_5115p0010 22 * 13.6 13.8 15.8 13.4 14.6

MA_64687p0010 15.2 23.1 * 24.1 59.8 60 53.2

MA_8980p0010 16 23.6 33 * 27.4 31.5 33.3

MA_264971p0010 19.6 27.3 63.2 36.1 * 68.7 70.7

MA_103386p0010 18.9 24.3 63.6 40.1 74.8 * 69.2

MA_86256p0010 18.3 24.4 57 43.3 74.8 76.9 *


