Supplementary Table S3. List of Pcb1692 mutant strains and complements generated in this study: Kanr = kanamycin resistance, Tetr = tetracycline resistance, Cmr = chloramphenicol resistance.
	Bacterial strains
	Description
	Sources

	Pectobacterium carotovorum subsp. brasiliense 1692 (Pcb1692)
	Isolated from potato in Brazil, sequenced strain

	
 ADDIN EN.CITE 
(Duarte et al., 2004; Glasner et al., 2008)


	
	
	

	Pcb1692ΔT6SS
	Pcb1692 double mutant with a deletion of both the tssA and tssB genes located within the major Pcb1692 T6SS gene cluster, Kanr
	This study

	Pcb1692Δlyt
	Pcb1692 with a deletion in the gene encoding the lytic transglycosylase gene located within the carotovorin gene cluster, Cmr
	This study

	Pcb1692Δfer
	Pcb1692 with a deletion in the gene encoding ferredoxin located within the carotovorin gene cluster, Kanr
	This study

	Pcb1692Δcar
	Pcb1692 with a deletion in the gene encoding ferredoxin located within the carbapenem gene cluster, Kanr
	This study

	Pcb1692Δpyo
	Pcb1692 with a deletion in the gene encoding a putative S-type pyocin, Kanr
	This study

	Pcb1692ΔpyoI
	Pcb1692 double mutant with a deletion in genes encoding pyocin and the downstream immunity gene, Kanr
	This study

	Pcb1692Δfur
	Pcb1692 with a deletion in the gene encoding the transcriptional regulator Fur
	
 ADDIN EN.CITE 
(Tanui et al., 2017)


	Pcb1692ΔexpI
	Pcb1692 with a deletion in the gene encoding the AHL synthase protein, ExpI
	
 ADDIN EN.CITE 
(Moleleki et al., 2017)


	Pcb1692ΔslyA
	Pcb1692 with a deletion in the gene encoding the stress response regulator SlyA
	(Bellieny-Rabelo et al., 2019)

	Pcb1692ΔslyApslyA
	Pcb1692ΔslyA expressing the slyA gene from pJET3plasmid;Kanr, Tetr
	This study

	Pcb1692ΔT6pT6
	Pcb1692Δ(tssB::tssC) expressing tssB::C genes from  pJET3 plasmid;Kanr, Tetr
	This study

	Pcb1692Δpyoppyo
	Pcb1692Δpyocin expressing thepyocin gene from  pJET3 plasmid;Kanr, Tetr
	This study

	Pcb1692ΔpyoIppyoI
	Pcb1692ΔpyoI expressing pyocin and immunity genes from  pJET3 plasmid;Kanr, Tetr
	This study

	Pcb1692Δfurpfur
	Pcb1692Δfur expressing the fur gene from  pJET3 plasmid;Kanr, Tetr
	This study

	Pcb1692ΔexpIpexpI
	Pcb1692ΔexpIexpressing the expI gene from  pJET3 plasmid;Kanr, Tetr
	This study

	Pcb1692ΔcarCpcarC
	Pcb1692ΔcarCexpressing the carC gene from  pJET4 plasmid;Kanr, Tetr
	This study

	Plasmids

	pKD4
	Plasmid containing a Kanr cassette
	(Datsenko and Wanner, 2000)

	pKD20
	Plasmid expressing the lambda red genes
	(Datsenko and Wanner, 2000)

	pREDTER
	Plasmid the lambda red genes, Cmr
	(Katashkina et al., 2009)

	pMP7605
	pBRR replicon, broad host range vector, Gmr
	(Lagendijk et al., 2010)

	pME6031
	Broad host range vector, Tetr
	(Heeb et al., 2000)

	pJET1.2/blunt 
	Bacterial cloning vector containing
	ThermoFisher Scientific

	pJET3
	Modified pJET1.2/blunt  in which the entire ampr sequence was deleted and replaced with Tetr, Tetr
	This study

	pJET4
	Modified pJET3 expressing the Pcb1692 Fur promoter sequence, Tetr
	This study

	pJET4-carC
	Bacterial expression vector expressing the carC gene from the Fur promoter, Tetr
	

	pJET4-carFG
	Bacterial expression vector expressing the carC and carF genes from the Fur promoter, Tetr
	This study 
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