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[bookmark: _GoBack]Additional file 12: Figure S4. Phylogenetic tree showing the relationships among concatenated Tp1 and Tp2 nucleotide sequences of 93 T. parva samples from cattle in DRC and Burundi. The evolutionary history was constructed using the Neighbor-Joining method with 1000 bootstrap replicates. Bootstrap values (>50%) are shown above branches and indicate the degree of support of each node. The concatenated homologous Theileria annulata sequence (GenBank accession no. TA17450 and TA19865 for Tp1 and Tp2, respectively) was used as the outgroup. The codes in brackets behind sample names correspond to their respective concatenated Tp1 (A) and Tp2 (a) alleles (Aa). Allele A01a01 corresponds to Muguga and Serengeti-transformed vaccine strains, while allele A02a02 is carried by Kiambu-5 strain. Samples are colour-coded based on their agro-ecological origin (U and Red=DRC AEZ1; W and Green = DRC AEZ2; K and Blue=DRC AEZ3; B and Purple =Burundi AEZ1). Detailed sample characteristics and corresponding gene alleles and protein variants are shown in Additional file 3: Table S3.


image1.emf
 U21 (A01a01)

 W01 (A01a01)

 U17 (A01a01)

 U16 (A01a01)

 U15 (A01a01)

 U11 (A01a01)

 U10 (A01a01)

 U09 (A01a01)

 U06 (A01a01)

 U05 (A01a01)

 U04 (A01a01)

 U02 (A01a01)

 U01 (A01a01)

 K23 (A01a01)

 K22 (A01a01)

 K21 (A01a01)

 K20 (A01a01)

 K18 (A01a01)

 K17 (A01a01)

 K16 (A01a01)

 K15 (A01a01)

 K14 (A01a01)

 K10 (A01a01)

 K08 (A01a01)

 K07 (A01a01)

 K06 (A01a01)

 K05 (A01a01)

 K04 (A01a01)

 K01 (A01a01)

 B28 (A01a01)

 B21 (A01a01)

 B10 (A01a01)

 W03 (A39a01)

 U07 (A37a01)

 U08 (A37a01)

 B11 (A37a01)

 B01 (A04a01)

 B06 (A37a02)

 B05 (A04a02)

 B18 (A04a02)

 U14 (A04a02)

 U20 (A04a62)

 B08 (A01a02)

 B09 (A01a02)

 B13 (A01a02)

 B14 (A01a02)

 B15 (A01a02)

 B19 (A01a02)

 B22 (A01a02)

 B23 (A01a02)

 K02 (A01a02)

 K03 (A01a02)

 K09 (A01a02)

 K11 (A01a02)

 K12 (A01a02)

 K19 (A01a02)

 U19 (A01a02)

 W04 (A01a02)

 W12 (A01a02)

 W19 (A01a02)

A1

 B02 (A01a58)

 W14 (A45a63)

 W15 (A45a63)

 U24 (A45a60)

 U25 (A45a61)

A2

Clade A

 B07 (A37a59)

 U18 (A37a57)

 B27 (A37a57)

 B26 (A37a57)

 B25 (A37a57)

 B24 (A37a57)

 B17 (A37a57)

 B12 (A37a57)

 W20 (A39a57)

 B03 (A01a57)

 W16 (A01a57)

 W17 (A01a57)

 W18 (A01a57)

B1

 W02 (A01a56)

 W08 (A01a56)

 W09 (A01a56)

 W10 (A01a56)

 B20 (A01a56)

 U03 (A01a56)

 U23 (A37a56)

 W06 (A37a56)

 W07 (A37a56)

 W11 (A37a56)

 B16 (A04a56)

 U12 (A04a56)

 U13 (A04a56)

 U22 (A04a56)

 W05 (A04a56)

B2

Clade B

 TA

87

64

67

100

65

95

95

100

100

70

100

98

100

65

54

75

50

53

100

69

56

0.05


