Table S2. Nucleotide sequence based BLASTn analysis of the bcs genes of Komagataeibacter oboediens/iKMC against the complete genome of K. oboediens BPZTR01 (the GenBank accession number CP043481)

	Sequences, Komagataeibacter oboediens/iKMC
	Identity

	OPERON I

	cmcAX
	99.26%

	ccpAx
	95.06%

	bcsA
	99.30%

	bcsB
	98.77%

	bcsD
	99.15%

	bglAx
	98.86%

	OPERON II

	bcsAB-II
	99.33%

	bcsX
	99.39%

	bcsY
	99.14%

	bcsC-II
	98.83%

	OPERON III

	bcsC-II
	69.09%

	bcsAB-II
	73.89%

	OPERON IV

	bcsAB-II
	97.08%


