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The “Gene” database on NCBI was searched for all T. parva protein coding genes ((“Theileria parva”[Organism] OR Theileria parva[All Fields]) AND “Theileria parva”[porgn] AND (“genetype protein coding”[Properties])), and the aliases for each Gene ID were collected. The aliases contained both the old (TP00_0000) and new (TpMuguga_00g00000) locus tags. Then, each GeneID was queried against the NCBI database using the NCBI API to obtain RefSeq, GenBank and UniProt IDs for the associated proteins. As most Gene IDs were not associated with UniProt IDs through this method, API (Application Programming Interface) requests to the UniParc database were made using the GenBank IDs and Aliases to retrieve the associated UniProt IDs. The NCBI search and API requests were made on 10 January 2024, and the UniParc API requests were made between 12 and 16 January 2024.

