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[bookmark: _GoBack]Supplementary Figure 1. Genome comparison between Coleofasciculus caryii H7-2 (inner ring, contigs indicated as grey bars) and the closest available reference strain Coleofasciculus sp. FACHB-T130 (outer ring, sequence similarities are indicated by red colours).
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Supplementary Figure 2. Dot plot showing a genome-wide comparison between Coleofasciculus caryii H7-2 and the closest available reference strain Coleofasciculus sp. FACHB-T130. The alignments are coloured according to their sequence similarity.
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Supplementary Figure 3. Supplementary Figure 1. Genome comparison between Aliterella bergstromii E5.1 (inner ring, contigs indicated as grey bars) and the closest available reference strain Aliterella sp. RAGGC 92 (outer ring, sequence similarities are indicated by red colours). 
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Supplementary Figure 4. Dot plot showing a genome-wide comparison between Aliterella bergstromii E5.1 and the closest available reference strain Aliterella sp. RAGGC 92. The alignments are coloured according to their sequence similarity.
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