Additional file: Table S3: Quality appraisal result of included studies; Using Joanna Briggs Institute (JBI) quality appraisal checklist for cross-sectional studies [1].

	Author/s and year
	1) Were Inclusion Criteria Clearly Defined?
	2)  Details of study subjects and the setting/s?
	3) Reliable/valid measurement for exposure
	 4) The standard measurement for the condition
	5)  Were confounding factors identified?
	6)  Were strategies to deal with cofounding factors stated? 
	 7) Reliable/valid measurement for outcome
	 8) Appropriate Statistical analysis
	Quality items met  (n/8)

	Abate et al., 2014 [2]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Amir Alelign et al.,2019 [3]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Bedewi et al., 2016 [4]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Bekele et al., 2018 l [5]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Beyene et al., 2009   [6]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Biadglegne et al., 2014 [7]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Biadglegne et al., 2013 [8]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	[bookmark: _GoBack]Brhane et al., 2017 l [9]
	YES
	YES
	YES
	YES
	UN
	YES
	YES
	YES
	7/8

	Damena et al., 2019  [10]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Haile et al., 2020 [11]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Kebede et al,.2017 [12]
	YES
	YES
	YES
	YES
	YES
	NA
	YES
	YES
	7/8

	Meaza et al,.2017  [13]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Mekonnen et al., 2015 [14]
	YES
	YES
	YES
	YES
	YES
	NA
	YES
	YES
	7/8

	Tadesse et al., 2017 [15]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Tadesse et al., 2016 [16]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Tessema et al., 2012 [17]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Wondale et al., 2018 [18]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8

	Workalemahu et al., 2013[19]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	NO
	5/8

	Zewdie et al., 2018 l [20]
	YES
	YES
	YES
	YES
	UN
	NA
	YES
	YES
	6/8


NA = not applicable, UN=Unclear. 
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