Supplementary Material
Table A1. A table showing the animals sampled over the course of the sampling periods. All rows highlighted red are samples that were removed due to poor sequencing quality and read depth.
	Sample #
	Date
	Animal ID
	Weight
	Season
	Sex

	1
	30-May-17
	21A9
	1055
	Dry
	Female

	9
	01-Jun-17
	3339
	984
	Dry
	Female

	6
	02-Jun-17
	3138
	743
	Dry
	Male

	13
	02-Jun-17
	3433
	780
	Dry
	Male

	17
	02-Jun-17
	3605
	1405
	Dry
	Male

	2
	02-Jun-17
	O957
	624
	Dry
	Male

	19
	06-Jun-17
	3673
	1272
	Dry
	Male

	20
	06-Jun-17
	3773
	1115
	Dry
	Female

	21
	06-Jun-17
	3779
	672
	Dry
	Female

	5
	07-Jun-17
	3130
	1257
	Dry
	Male

	8
	07-Jun-17
	3234
	625
	Dry
	Female

	18
	07-Jun-17
	3609
	1267
	Dry
	Male

	25
	07-Jun-17
	4595
	1305
	Dry
	Male

	7
	08-Jun-17
	3230
	1349
	Dry
	Male

	15
	09-Jun-17
	3486
	1443
	Dry
	Male

	16
	09-Jun-17
	3497
	682
	Dry
	Male

	22
	09-Jun-17
	3805
	1111
	Dry
	Female

	23
	09-Jun-17
	3837
	941
	Dry
	Female

	26
	09-Jun-17
	6268
	1551
	Dry
	Male

	3
	09-Jun-17
	964A
	1104
	Dry
	Female

	11
	13-Jun-17
	3366
	769
	Dry
	Male

	14
	13-Jun-17
	3482
	1273
	Dry
	Male

	4
	14-Jun-17
	2156
	956
	Dry
	Female

	10
	15-Jun-17
	3380
	705
	Dry
	Male

	24
	15-Jun-17
	3843
	667
	Dry
	Female

	12
	02-Jul-17
	3323
	 981
	Dry
	Male

	51
	13-Sep-17
	3138
	628
	Dry
	Male

	42
	13-Sep-17
	21A9
	957
	Dry
	Female

	49
	14-Sep-17
	2156
	887
	Dry
	Female

	53
	14-Sep-17
	3482
	1040
	Dry
	Male

	55
	14-Sep-17
	3497
	716
	Dry
	Male

	111
	05-Jan-18
	3351
	1195
	Wet
	Male

	110
	05-Jan-18
	3380
	947
	Wet
	Male

	112
	05-Jan-18
	21A9
	991
	Wet
	Female

	113
	06-Jan-18
	2156
	904
	Wet
	Female

	114
	06-Jan-18
	3579
	882
	Wet
	Male

	115
	06-Jan-18
	6268
	1164
	Wet
	Male

	116
	07-Jan-18
	2263
	981
	Wet
	Female

	117
	07-Jan-18
	3843
	809
	Wet
	Female

	118
	07-Jan-18
	4873
	1218
	Wet
	Male

	119
	08-Jan-18
	3527
	1137
	Wet
	Male

	120
	08-Jan-18
	3569
	1272
	Wet
	Male

	122
	10-Jan-18
	3138
	917
	Wet
	Male

	123
	10-Jan-18
	3573
	946
	Wet
	Male

	124
	11-Jan-18
	3805
	1132
	Wet
	Female

	125
	12-Jan-18
	8499
	1091
	Wet
	Female

	129
	13-Mar-18
	3377
	995
	Wet
	Female

	131
	13-Mar-18
	3551
	1289
	Wet
	Male

	136
	13-Mar-18
	21A9
	1004
	Wet
	Female

	127
	14-Mar-18
	2263
	1079
	Wet
	Female

	128
	14-Mar-18
	3231
	1114
	Wet
	Male

	133
	14-Mar-18
	3605
	1351
	Wet
	Male

	135
	14-Mar-18
	3843
	937
	Wet
	Female

	139
	14-Mar-18
	8454
	1063
	Wet
	Male

	126
	15-Mar-18
	2156
	956
	Wet
	Female

	130
	15-Mar-18
	3380
	1040
	Wet
	Male

	132
	15-Mar-18
	3569
	1431
	Wet
	Male

	134
	15-Mar-18
	3805
	1127
	Wet
	Female

	140
	15-Mar-18
	8455
	456
	Wet
	Female

	137
	16-Mar-18
	8452
	547
	Wet
	Female

	138
	16-Mar-18
	8453
	609
	Wet
	Female

	173
	25-May-18
	3380
	1191
	Dry2
	Male

	156
	25-May-18
	8451
	850
	Dry2
	Female

	157
	25-May-18
	8453
	659
	Dry2
	Female

	155
	25-May-18
	21A9
	1089
	Dry2
	Female

	158
	26-May-18
	8499
	1152
	Dry2
	Female

	159
	27-May-18
	2156
	1021
	Dry2
	Female

	160
	27-May-18
	8455
	531
	Dry2
	Female

	161
	28-May-18
	3230
	1362
	Dry2
	Male

	162
	28-May-18
	3843
	1054
	Dry2
	Female

	163
	28-May-18
	8457
	1146
	Dry2
	Male

	164
	28-May-18
	8458
	632
	Dry2
	Female

	165
	28-May-18
	8459
	1391
	Dry2
	Male

	166
	28-May-18
	8460
	1017
	Dry2
	Female

	167
	29-May-18
	1055
	1089
	Dry2
	Female

	168
	29-May-18
	3805
	1137
	Dry2
	Female

	169
	29-May-18
	8456
	1290
	Dry2
	Male

	170
	30-May-18
	3551
	1411
	Dry2
	Male

	171
	01-Jun-18
	2263
	1043
	Dry2
	Female

	172
	01-Jun-18
	8452
	677
	Dry2
	Female



Table A12. A table depicting the shared and unique taxa at family level found in the gut of O. crassicaudatus during the summer and winter sampling periods.
	
Summer
	Winter
	Shared

	mitochondria
Neisseriaceae
Oxalobacteraceae
Paenibacillaceae
Pasteurellaceae
Polyangiaceae
Pseudomonadaceae
Rhodospirillaceae
Solirubrobacterales unclassified
Alphaproteobacteria unclassified
Nocardiaceae
Methylophilaceae
[Paraprevotellaceae]
Caulobacteraceae
Deinococcaceae
Dietziaceae
Flavobacteriaceae
Gemellaceae
Hyphomicrobiaceae
Leptotrichiaceae
Leuconostocaceae
YS2 unclassified
Gemellales unclassified
	Microthrixaceae
Peptostreptococcaceae
Pirellulaceae
Promicromonosporaceae
Pseudanabaenaceae
Rikenellaceae
Turicibacteraceae
Solirubrobacteraceae
Ruminococcaceae
Nocardioidaceae
Cyanobacteria unclassified
Marinilabiaceae
[Barnesiellaceae]
Carnobacteriaceae
Clostridiaceae
Corynebacteriaceae
Desulfovibrionaceae
Erythrobacteraceae
Halanaerobiaceae
Lactobacillaceae
LD19
	[Tissierellaceae]
[Weeksellaceae]
Acetobacteraceae
Aerococcaceae
Bacillaceae
Bacteroidaceae
Beijerinckiaceae
Bifidobacteriaceae
Bradyrhizobiaceae
Campylobacteraceae
Comamonadaceae
Coriobacteriaceae
Enterobacteriaceae
Enterococcaceae
Erysipelotrichaceae
Fusobacteriaceae
Helicobacteraceae
Intrasporangiaceae
Lachnospiraceae
Listeriaceae
Methylobacteriaceae
Microbacteriaceae
Micrococcaceae
Bacilliunclassified
Moraxellaceae
Actinomycetales unclassified
o\\Bacillales unclassified
Planococcaceae
Porphyromonadaceae
Prevotellaceae
Propionibacteriaceae
Actinobacteria unclassified
Rhizobiaceae
Rhodobacteraceae
Bacteriaunclassified
Rs-045
S24-7
Gammaproteobacteria unclassified
Staphylococcaceae
Streptococcaceae
Streptomycetaceae
Veillonellaceae
Xanthomonadaceae
Bacteroidales unclassified
Bacteroidetes unclassified
Burkholderiales unclassified
Clostridiales unclassified
Firmicutes unclassified
Proteobacteria unclassified
Rhizobiales unclassified
Lactobacillales unclassified



