Additional file 1
In silico secretome analyses of the polyphagous root-knot nematode Meloidogyne javanica: A resource for studying M. javanica secreted proteins.
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Figure S1. Proteins size distribution analysis in the predicted secretome of M. javanica. 
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Figure S2. Distribution of Molecular function sub-categories of the predicted M. javanica secreted proteins.
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Figure S3. Gene ontology enrichment analysis of the predicted M. javanica secretome.

Figure S4. The distribution of cell-wall degrading enzymes functional classes in the predicted secretome of M. javanica.
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Figure S5. Orthovenn analysis illustrating the distribution of orthologous protein clusters of the predicted secretomes of four closely related Meloidogyne species. The unique and shared protein counts and clusters are shown. 
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Figure S6. Cluster analysis depicting protein and cluster counts shared between M. javanica and host plant species.
Glycosyl hydrolases	Glycosyl transferases	Polysaccharide lyases 	CBM	90	19	36	1	Cazyme functional classes


Number of proteins



image1.png
50.1%

Il < 100
[ 101-300
[ 301-500
[ 501-1000
> 1000




image2.png
0.8

1.6 1.6

catalytic activity
= hydrolase activity
oxidoreductase activity
= transferase activity
catalytic activity, acting on a protein
= lyase activity
= binding
= heterocyclic compound binding
® organic cyclic compound binding
= protein binding
= small molecule binding
= carbohydrate derivative binding
carbohydrate binding
= drug binding
antioxidant activity
= transporter activity
molecular function regulator
= receptor regulator activity
enzyme regulator activity
= transcription regulator activity

= DNA-binding transcription factor activity




image3.png
pigment metabolic process GO:0042440
secondary metabolic process GO:0019748
negative regulation of metabolic process GO:0009892
regulation of molecular function GO:0065009
negative regulation of cellular process GO:0048523
anatomical structure development GO:0048856
developmental process GO:0032502

enzyme regulator activity GO:0030234

molecular function regulator GO:0098772
carbohydrate binding GO:0030246

hydrolase activity GO:0016787

extracellular region GO:0005576

extracellular space GO:0005615

extracellular region part GO:0044421

cell surface GO:0009986

receptor complex GO:0043235

regulation of cellular process GO:0050794
negative regulation of biological process GO:0048519
regulation of biological process GO:0050789
catalytic activity, acting on a protein GO:0140096
biological regulation GO:0065007

metabolic process GO:0008152

organic substance metabolic process GO:0071704
transporter complex GO:1990351

lyase activity GO:0016829

catabolic process GO:0009056

cell adhesion GO:0007155

biological adhesion GO:0022610

extracellular matrix GO:0031012

response to other organism GO:0051707

positive regulation of growth GO:0045927
response to biotic stimulus GO:0009607

primary metabolic process GO:0044238

o -1g(P-value)

12




image4.png
Cluster count

323 —
188

321 —
93

57
72

736 —
87

161
56

160
34

599 —

275 —

@ M_enterolobii M _javanica
@ M. floridensis @ M_incognita
Protein count




image5.png
o>

&

&
&

Cluster count

123
21
2

5

1

8224 m—
1474

1997
1622
1407
1229
1197

@ Arabidopsis_thaliana
~ Oryza_sativa
Solanum_tuberosum
@ Zea_mays
@ Meloidogyne_javanica_
Protein count

1080 | E—
29— —
27
PR —
10— —

46192 p— | —

5575 I E——
I EE—
3 | —
15—

1380 |
26 —
9 I— —
1373 —

36
510 —
us4  S——
22
442 I
16
505 pEmEE————
4087 I
4 ——
34
48
378 —
6302
11575
492
5289
]





Additional file 1


 


In silico


 


secretome analyses of the polyphagous root


-


knot nematode 


Meloidogyne javanica


: A resource for studying 


M. javanica 


secreted proteins


.


 


 


Figure 


S1.


 


Proteins size distribution analysis in the predicted secretome of 


M. javanica


.


 


 


 


Figure 


S


2


. 


Distribution of Molecular function sub


-


categories 


of the predicted 


M. javanica


 


secreted proteins


.


 


 


 


 




Additional file 1   In silico   secretome analyses of the polyphagous root - knot nematode  Meloidogyne javanica : A resource for studying  M. javanica  secreted proteins .     Figure  S1.   Proteins size distribution analysis in the predicted secretome of  M. javanica .       Figure  S 2 .  Distribution of Molecular function sub - categories  of the predicted  M. javanica   secreted proteins .        

