Supplementary data

S1: BLAST analysis of primers and probes showing % identity, % coverage, and E-value with sequences from Genbank.
	Primer/Probe
	Target Species
	Accession No.
	% Identity
	% Coverage 
	E-value

	TbicqFwd653
	T. bicornis
	MT9032904.1
	100 %
	100 %
	0.023

	TbicqRev739 
	T. bicornis
T. equi
	MT9032904.1
OR544385
	100 %
100 %
	100 %
100 %
	3e-0.9
0.009

	TbicqPr677
	T. bicornis
	MT9032904.1
	100 %
	100 %
	0.23

	BbicqFwd572
	B. bicornis
	AF419313.1
	100 %
	100 %
	0.003

	BbicqRev622
	B. bicornis
	AF419313.1
	100 %
	100 %
	0.001

	BbicqPr602
	B. bicornis
	AF419313.1
	100 %
	100 %
	0.001
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