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A protein passed the structural similarity analysis when it met at least one of these conditions:
· The first DALI match had a Z-Score ≥ 20
· If its DALI top hit was also a keyword match, regardless of Z-Score (but still ≥ 8).
· If the FoldSeek top hit was a match and had a probability = 1
A protein was also considered a pass (borderline) if it met all of the following conditions:
· Had a DALI match in the top 10 % of hits
· Had a match against FoldSeek with probability ≥ 0.5
· Had a DALI Enrichment Score > 1
· These criteria were applied to find proteins which may have been missed if the topmost chunk of hits had annotations which did not contain the keywords, but in general the upper section of hits was dominated by transport-related annotations.
The DALI enrichment score is calculated as shown below and represents the relative density of matches. A high score indicates that matches are clustered more densely in the top 20% of the hit list than on average.


