ITS

100/99

4195 otadosporium herbarum CBS 121621
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Chaetocapnodium thailandense CBS 139619
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Sphaeropsis eucalypticola MFLUCC 11-0654
———— Lophium mytilinum CBS 269.34
L

98/97
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1 Venturia inaequalis CBS 594.70

99/95
98/86

100/98

Venturia saliciperda CBS 480.61
—— Trichodelitschia bisporula CBS 262.69

99/99

—— Phaeotrichum benjaminii CBS 541.72

T

Jahnula bipileata F49-1

99/95
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Didymella exigua CBS 183.55

94176
99697 Leptosphaerulina australis CBS 317.83
Boeremia exigua CBS 431.74

96/- ﬂ:Pyrenophora phaeocomes DAOM 222769

Stemphylium vesicarium CBS 191.86
— Amniculicola parva CBS 123092

L Amniculicola lignicola CBS 123094
[~ Bimuria novae-zelandiae CBS 107.79

100/98

]
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L———————— Montagnula thailandica MFLUCC 17-1508

Xylaria hypoxylon AFTOL-ID 51
Sordaria clematidis MFLU 16-2138

Mytilinidion mytilinellum CBS 303.34
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Fig.S1.Maximum Likelihood (ML) phylogenetictree ofthe ITS sequence alignmentofthe new genus Endophytiumandrelated meristematic and meristematic-like fungiin Dothideomycetes. Newtaxaareinboldface. Thickened branchesindicate full

statisticalsupportinallanalyses. ConfidencevaluesforML-BS270% (UFboot2/RAXML) areincludednearthenodesandthe“-"indicates statistical supportbelowthethresholdvalues. The scalebarrepresentstheexpectednumberofchangespersite.

ThetreewasrootedtoXylaria(Xylariales, Sordariomycetes)and Sordaria(Sordariales, Sordariomycetes). Familiesandordersareshownincolouredblocksandindicatedtotherightofthetree.
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