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APPENDIX 1 

Melting curve analysis for each individual primer pair. Data was obtained following the last 
amplification cycle by continuous measurement of fluorescence between 65°C and 95°C with 
a temperature transition rate of 0.1 °C/s. 
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16 Repli. of 168 plane 

1-
:g_ 
"'"" LL v 
CD 
0 
r: 
CD 
u 
~ 

! 
0 
::J 

Li: 

0.75-

0.70-

0.65-

0.60-

0.55-

0.50-

O.<le-

0 .«1-

0 .~-

0.30-

0.25-

0.20-

0.15-

0.10-
0.05- -;;;;;- _ __ .... ____ __ ;;;,;:.~ 

0.00-

-0.05-

-0.10-:;---;~--~~:------:-1 ---;-1 ---:-1-_J_-:---"-:------:-1 ---;-1 ---:-~---=~--~~:------;-1 ---:1 
e7 _o ee.o 7o.o 72.0 74.0 7e.o e2 .o 84.0 ee.o ee.o go_o Q2.o 93.0 

Temperature (OC) 

Digit•! Filter: En1bltd Cilcul•tion Method: Polynomi.•l 

Degrees to Aver~ge : 4 .0 Red cursor Tm • 00.0000 Y•llow cursor Tm • 00.0000 Green cursor Tm • M.OOOO 

Color Compenntlon: Off Blue oursor Tm z 77 .1221 

File: C:\Ooeuments and Settings~ser\Oesktop\Maree\Finale reattil'l"'e werk\exp data\16Aen 1SB.ABT Program: M~ting Curve Run By: Fna~ree 

Run Ollie : Ap< 04, 2006 11 :27 Print Ollie · 

116Abiofilm 0.75-
2 Repli. of 16A biofilm 
3 Repli. of16A biofilm 0.70-

4 Rep II. of 1 6A blomm 0.65-
5 16A plane 1- 0.50 -
6 Repll. or 16A plane :g_ 0.55-7 Repli. of 16A plane 

"'"" 0.50-
LL 0.45-v 0.40-

CD 0.35-
0 0.30-r: 
CD 0.25 -
u 0.20-~ 

f 0.15-

0 0.10-
::J 0.05-

Li: 0.00-

-0 .05-

-0.10-; 
I I I 

e7 .o ee.o 70.0 72.0 

Temperature (OC) 

Digibl Filter: En•bltd C.llcul•tion Method: PolynomL•I 

Degrees to Average : 4.0 Red cursor Tm = 00.0000 Yellow cursor Tm :z 00.0000 Green cursor Tm • 60.0000 

Color Compenntion: Off Blue cursor Tm = 74.7802 
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File: C:\Oocuments and Settings\user\Oesldop\Maree\Finale realii me ......-erk\exp daia\9-17-21-Q.ABT Program: Meliing Curve Run By: maree 

Run Date: Mar 29, 2006 1e:40 Print Date: 

1 9 biofilm 
2 Repli. of 9 biofilm 
3 Repli. of 9 biofilm 
4 Repli. of 9 blofllm 
59 plane 
6 Repll. of 9 plane 
7 Repli. of 9 plane 

i. of9 ane 

17 21 biofilm 
18 Repli. of21 biofilm 
19 Repll. of21 blofilm 
20 Repli. of 21 biofllm 
21 21 plane 
22 Repli. of 21 plane 
23 Repli. of 21 plane 
24 Repli. of 21 plane 
25 Q biofilm 
26 Repli. ofQ biotllm 
27 Repli. ofQ biofilm 
28 Repli. ofQ biofilm 
29 Q plane 
30 Repli. of Q plane 
31 Repli. of Q plane 
32 Repli. of Q plane 

0.60-

o.e~-

0.~-

0.46-

0.40-

o.3e-

0.30-

0.25-

0.20-

0.15-

0.10-

0.0~-

0.00-

·0.0~-

·0.10-; 
I 

o7.o ee.o 

Digibl Filter: Enabled 

Degrees 'to Aver .age: 4.3 

Color ComptnsJtion: Off 

I 
70.0 

I 
72.0 

I 
74.0 

C~loul•tion Mtihod: Polynomi•l 

Red OUISOI Tm = 00.0000 

91ut OUISOI Tm = 7G.2427 

Ytllow curs:or Tm = 06.0000 

File: C:\Doeuments and Settings'luser\Oesldop\Maree\Finale realii me W'e:rk\e:xp daia\5-13-1S.ABT Program: Melting Curve Run By: maree 

Run Date: M,.. 29, 2006 18:21 Print Date: 

1 5 biofilm 
2 Repli. of 5 biofilm 
3 Repli. of 5 biofilm 
4 Repli. of 5 biofilm 
55 plane 
6 Repli. of 5 plane 
7 Repli. of 5 plane 
8 Repli. of 5 plane 
913 biofilm 
10 Repli. of13 biofilm 
11 Repli. of 13 biofilm 
12 Repli. of 1 3 biofilm 
1313 plane 
14 Repll. of 13 plane 
15 Repli. of 13 plane 
16 I. of13 ane 

t-
~ ,... 
lL. v 
Cl) 
() 
t:: 
Cl) 
() 
~ 

! 
0 
:::J 

LA: 

0.70-

o .oe-

0.60-

o.ee-

0.~-

0.46-

0.40-

0.35-

0.30-

0.25-

0.20-

0.15-

0.10-

0.06-

0.00-

·0.06-

·0.10-; 
I 

o7.o ee.o 

Digital Filtor: Enabled 

Degrees to A•er.age: 4.0 

Color Comptns.ation: Off 

I I I 
70.0 72.0 74.0 

Co~loulaiion Method: Polynomi1l 

Red cursor Tm = flfi.OOOO 

Blullil: ours:or Tm = 77.3380 

I 
82.0 

Temperature ("C) 

Yellow cursor Tm .::~: 66.0000 

I 
84.0 

I 
88.0 

Green cursor Tm = 06.0000 

I 
80.0 

I 
88.0 

Grttn cursor Tm • 66.0000 

I 
80.0 

I 
80.0 

I I 
82.0 93.0 

I I 
82.0 83.0 
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File:: C:\Cocuments and Se:ttings'tuser\Oesktop\Mare:e\Fina:le: realtime: y.,oerk\e:xp dcrlli\9-17-21-Q .ABT Program : Melting Curve: Run By: m<!llree: 

Run O..te : Mar 29, 2000 1~ :40 Print Oate· 

1 9 biofilm 
2 Repli. of 9 biofilm 
3 Repli. of 9 biofilm 
4 Rep II. of 9 blofilm 
59 plane 
6 Repli. of 9 plane 
7 Repli. of 9 plane 
B Repli. of 9 plane 
917 biofilm 
1 o Repli of 17 blofilm 
11 Repli of 17 bloftlm 
12 Repli. of 1 7 bioftlm 
1317 plane 
14 Repli. of 1 7 plane 
15 Repli. of 1 7 plane 
16 of17 

250 biofilm 
26 Repli. ofQ biofilm 
27 Repli. ofQ bioftlm 
28 Repli. ofQ biofilm 
29 Q plane 
30 Repli. of Q plane 
31 Repli. of Q plane 
32 Repli. of Q plane 

~ 

:[ -LL. 

~ 
G) 
0 
r:: 
G) 
u 
(I) 

e 
0 
:::J 

Li: 

0.60-

0.55-

0.50 -

0.46 -

OAO-

0.35 -

0.30-

0.25-

0.20 -

0.15-

0.10-

0.05 -

0.00-

·0.05-

·0 .10-j 

67 .0 68.0 

Digihll Filter: Enabled 

DegJees to Average : 4.3 

Color Comptnution: Off 

70.0 72.0 74.0 

Co~lculation Method: Polynomial 

Red cursor Tm = f\6.0000 Yellow cursor Tm = 60.0000 

Blue ciJrsor Tm = 7Q.2427 

I 
86.0 88.0 

Green cursor Tm • 00.0000 

I I 
90.0 92.0 93.0 

File: C:\Oocumerrts and 5@ttings'luser\Oesktop\Maree:\Finale: re:alti me w-erk\e:xp data\1SS en 8 .ABT Program: Melting D.rve Run By: maree: 

Run O..te : Mar 28, 2000 12:51 Print Oate: 

1 168 plane 1 
2 Rep It of 168 plane 1 
3 Replt of 168 plane 1 
4 Replt of 168 plane 1 
5168 plane 2 
6 Repli. of 168 plane 2 
7 Repli. of 168 plane 2 
8 168 plane 3 
9 Rep II of 1 68 plane 3 
1 0 Repli. of 168 plane 3 
11168 btofilm 1 
1 2 Repl; of 168 b;ofilm 1 
13 Repl; of 1 68 b;ofilm 1 
1 4 Rerl; of 168 b;ofilm 1 
15 8 plane 1 
16 Repl i. of 8 plane 1 
17 Repli. or 8 plane 1 
18 Repli. of 8 plane 1 
19 8 plane 2 
20 R8pli. of 8 plane 2 
21 FEe pi I. of 8 plane 2 
22 Elplane 3 
23 FEepli. of 8 plane 3 
24 FB!pll. of 8 plane 3 
25 E lbiofllm 1 
26 Repll. of 8 bionlm 1 
27 Repli. of8 biofilm 1 
28 Repli. of 8 biofilm 1 

0.50-

0.46-

0.40-

0.35 -

0.30-

0.25-

0.20-

0.15-

0.10 -

0.00-

·0.05 -

·0 .10 - '; - ----,l----,-----..,,-----,---,------,----,------.,.1----.,.l----,-----..,,-----,-l --.,-I ---:1 
67.0 68.0 70.0 72 .0 74.0 76.0 78.0 80.0 82.0 84.0 86.0 88.0 90.0 92.0 93.0 

Temperature (°C) 

Digital Filter: Enabled Calculation Method: Polynomial 

Degrees to Average : 4.2 Red ouiSor Tm = 00.0000 Yellow cursor Tm • eo.oooo Green cursor Tm • 66.0000 

Color Compenution: Off BluQ cursor Tm = 82 .18:50 
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