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APPENDIX 1

Melting curve analysis for each individual primer pair. Data was obtained following the last
amplification cycle by continuous measurement of fluorescence between 65°C and 95°C with
a temperature transition rate of 0.1°C/s.
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File: wnd a3 op inale rastt me werkiexp data\16A en 16B.ABT  Program: Meiting Curve  Run By: maree
Run Date: Ape 04, 2006 11:27  Prirt Date
1 16A biofilm ove-
2 Repli. of 16A biofilm i
3 Repli, of 16A biofilm 0.70-
4 Repli. of 16A biofilm oes-
5 16A planc 080~
& Repll. of 16A plant e
7 Repli. of 16A planc = izl
B Repli. of 164 planc [ 050~
— 045 -
T om-
(] 035~
Q o
c 030
@ 0:25-
g
@ 0.18-]
o 0.10-
E 005~ P et
- 000~ — — — b e
005+
.10 ] 1 1 ] 1 ] 1 1 " 1 1 1
870820 700 720 740 T80 780 800 ez0 840 a0 es0 200 820030
Temperature (*C)
Cigital Filtar: Enabled Caleulation Method: Pelynomial
Degrees to Average: 40 Red cusar Tm = 66,0000 “Fallow cursor Tm = B8 0000 Grean cussor Tm = 68 0000
Coler Companrsation: ON Blue cursor Tm = 747852
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Fila: C and op i resltime wp defa’'317-24.Q.ABT  Program: Malting Curve  Run By mares
Run Date: Mar 29, 2008 15.40 Prird Date:
1 @ biofilm
. 080-=
2 Repii. of 9 blofilm
3 Repli. of 9 biofilm 055~
4 Repli. of 9 biofilm
59 planc — .
6 Repli, of @ planc =] 045~
7 Repli. of 9 planc =
g Repli. of 8 plant - oAas
- |18
S 035~
T e
@
7] 025-
E 0.20-
== 3 0.15-
17 21 piofilm 8 0.10-
18 Repli. of 21 biofilm o SR
18 Repll of 21 biofim 3 el W SR
20 Repli. of 21 biofilm o 0.00- —~—— R——
21 21 planc ..,/
22 Repli. of 21 planc g
23 Repli. of 21 plant 040 - - - > -
0 T T T T 7 T T
24 Repll of 21 planc 87.0 88.0 70 720 740 780 780 80.0 820 840 80 880 000 920030
25 Q biofilm
26 Repli. of @ biofim
27 Repli. of @ biofilm rﬁmperﬂtum (.c)
28 Repli. of @ biofilm
23 G planc )
30 Repli of @ planc Digital Fitter: Enablad Caleulation Mathad: Polynomial
31 Repll. of @ planc
32 Repli. of @ planc
Degiees to Average: 4.3 Red cursar Tm = 80,0000 Yallow camor Tm = 500000 Grawn suter Tm = 88,0000
Calor Compansation: Off Blus cursor Tm = 79.2427
Fla: and g ® ealtime werk'axp data'8-13-18.ABT  Program- Malting Curve  Run By: maree

Fun Date: Mar 28, 2006 16:21  Prirk Oate:

1 5 biofiim
2 Repli. of 5 biofilm o.m
3 Repli. of 5 biofilm 0.05=
4 Repli. of 5 biofilm 080- |
5 S planc = P
& Repli. of 5 planc =
7 Repli. of § planc = 0.50-
2 Repll. of 5 planc E D.a5-
913 plofilm —
10 Repli. of 13 biofilm ° 0805
11 Repll. of 13 biofiim 0.35-
12 Repli. of 13 biofilm 2 o
1313 planc c
14 Repll. of 13 planc @ 028
15 Repll. of 13 planc s 0.20-
16 Repll. of 13 plant 0484
17 18 biofilm 2 i
Ii. of 18 biofilm o 0.40~
pli of 18 biofilm - 0.05=
spli of 18 biofilm ey s
005~
010 1 1 O 1 1} 1 1 i 1 1} 1 1 1 1
870880 700 720 740 780 780 800 820 B840 880 €80 000 620630
Temperature {°C)
Bigital Fitter: Enablad Caloulation Method: Potynomial
Degrees lo Average: 4.0 Red cumor Tm = 86,0000 Yalloww cumsor Tm = 86,0000 Giaan cumor Tm = 68 0000
Color Compansation: Off Blue oursor Tm = 77 3385
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File: CAD and g o realtime wp data'3-17.21.G.ABT  Program: Melting Curve  Run By maree
Run Date: Mar 28, 2008 15:40  Print Dste:

1 9 biofilm i
2 Repli. of 9 biofilm

3 Repli. of @ bigfilm LE
4 Repli. of @ biofilm s
58planc

6 Repli, of @ planc pas-
7 Repli. of @ planc

B Repli. of @ planc

917 biofilm

10 Rapli. of 17 biofilm
11 Repli. of 17 biofilm
12 Repii. of 17 biofilm
1217 planc

040~
035~
0.30-

Fluorescence -d(F1)/dT

14 Repli. of 17 planc Lo
15 Repll. of 17 planc 0.15-
16 Repll of 17 planc
0.40-
0.05-
000 S
005~
a.10 i I 0 ] i | 0 " | ' i T i |
4 Repli of 2 87.0 880 70.0 720 740 78.0 78.0 80.0 820 84.0 850 8.0 200 920830
25 @ biofilm
26 Repll. of Q biofim Tﬂmlﬂﬂm’!!m 9(:)
27 Repli_ of @ biofim " “ L4
28 Repli. of Q biofilm
29 Q plane » ) ) i
30 Repll, of G planc Digital Fitter: Enabled Caledlation Method: Polynemial
31 Repli. of Q plant
32 Repli. of Q plant
Degreesto Average 43 Fed cusor Tm = 88.0000 Yellows cursor Tm = 88 0000 Green curear Tm = 88 0000
Color Compansation: O Blue cumer Tm = 70,2427
Fle: C and \Finals raaltime werkaxp data\165 en B.ABT  Program: Melting Curve  Run By: maces
Run Date: Mar 28, 2006 1281 Prirt Date:
0,50~
045
4 f —
5 168 planc 2 - D.40-
6 Repll. of 168 planc 2 o
7 Repli. of 165 planc 2 —_ 035~
B16S planc 3 E .
a9 Repll. of 168 planc 3 . 00
10 Repli. of 168 planc 3 7 s
i @
o 0.20-
; =
4 0 @ 0.15-
168 planc 1 3
16 Repll. of 8 planc 1 o.10-
17 Repli, of & planc 1 2
18 Repli. of 8 planc 1 (=] 0.03=
188 planc 2 = . .
20 Rapli. of & planc 2 (TH
21 Fiepli, of 8 planc 2 008~
22 Eiplanc 3
23 Fiepli. of 8 planc 3 010 -j— - - - - : . - - - - - —
24 Feapll, of 8 planc 3 870880 700 720 740 80 780 800 820 840 B0 820 90.0 §20030
25 Etalofilm 1
26 Repll. of 8 biofilm 1 Temperature (°C
27 Repli. of 8 biofilm 1 p ( )
28 Repli. of @ biofilm 1
Digital Filter: Enabled Caleulation Mathod: Pelynomisl
Dagrees to Average: 4.2 Red oumor T = 88,0000 Yallow curor Tm = 88,0000 Grean cumar Tm = 88,0000
Calor Compensation: O Blus cusor Tm = B2.1855
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