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Table S1. Primers used for mPCR speciation of Listeria (Ryu et al., 2013)

	Species
	Gene
	Primer
	Sequences (5i-3i)
	PCR Product Size (bp)
	Primer concentration (mM)

	Listeria genus
	Prs
	prs-F
	GCTGAAGAGATTGCGAAAGAAG
	370
	0.2

	
	
	prs-R
	CAAAGAAACCTTGGATTTGCGG
	
	

	L. grayi
	Oxidoreductase
	JOgrayi-F
	GCGGATAAAGGTGTTCGGGTCAA
	201
	0.24

	
	
	JOgrayi-R
	ATTTGCTATCGTCCGAGGCTAGG
	
	

	L. innocua
	lin0464
	lin0464-F
	CGCATTTATCGCCAAAACTC
	749
	1.2

	
	
	lin0464-R
	TCGTGACATAGACGCGATTG
	
	

	L. ivanovii
	NamA
	liv22-228-F
	CGAATTCCTTATTCACTTGAGC
	463
	0.52

	
	
	liv22-228-R
	GGTGCTGCGAACTTAACTCA
	
	

	L. monocytogenes
	lmo1030
	lmo1030-F
	GCTTGTATTCACTTGGATTTGTCTGG
	509
	0.56

	
	
	lmo1030-R
	ACCATCCGCATATCTCAGCCAACT
	
	

	L. seeligeri
	lmo033
	lseelin-F
	GTACCTGCTGGGAGTACATA
	673
	0.96

	
	
	lseelin-R
	CTGTCTCCATATCCGTACAG
	
	

	L. welshimeri
	ScrA
	lwe1801-F
	CGTGGCACAATAGCAATCTG
	
	

	 
	
	lwe1801-R
	GACATGCCTGCTGAACTAGA
	281
	0.96






















Table S2. Primers used for mPCR to serogroup L. monocytogenes in the study (Doumith et al., 2004)

	PCR assay
	Target gene
	Product size (bp)
	Primer sequences (5′‐3’)

	mPCR
	ORF2110
	597
	ORF2110‐F:  AGTGGACAATTGATTGGTGAA

	
	
	
	ORF2110‐R: CATCCATCCCTTACTTTGGAC


	
	ORF2819
	471
	ORF2819‐F: AGCAAAATGCCAAAACTCGT

	
	
	
	ORF2819‐R: CATCACTAAAGCCTCCCATTG


	
	Imo1118
	691
	lmo1118‐F: AGGGGTCTTAAATCCTGGAA

	
	
	
	Imo1118‐R: CGGCTTGTTCGGCATACTTA


	
	Imo0737
	906
	lmo0737‐F: AGGGCTTCAAGGACTTACCC

	
	
	
	lmo0737‐R: ACGATTTCTGCTTGCCATTC


	
	Prs
	370
	prs‐ F: GCTGAAGAGATTGCGAAAGAAG

	
	
	
	prs‐R: CAAAGAAACCTTGGATTTGCGG
















Table S3. Resistance patterns exhibited by Listeria monocytogenes, Listeria innocua, and Listeria welshimeri isolates from retail outlets

	Resistance patterna
	No. (%)a of isolates exhibiting resistance patterns. 
L. monocytogenes (n=37)
	No. (%)a of isolates exhibiting resistance patterns. L. innocua (n=65)
	No. (%)a of isolates exhibiting resistance   patterns. L. welshimeri (n=10)
	No. of agents involved in the pattern

	P-CEF-NA
	3 (8.1)
	3 (4.6)
	0 (0.0)
	3

	CEF-CLIN-NA
	2 (5.4)
	0 (0.0)
	2 (20.0)
	3

	CEF-CLIN-NA-TE
	2 (5.4)
	0 (0.0)
	0 (0.0)
	4

	CEF-NA
	2 (5.4)
	0 (0.0)
	0 (0.0)
	2

	P-CEF-NA
	2 (5.4)
	0 (0.0)
	0 (0.0)
	3

	P-CEF-S-CLIN-NA-AZI
	1 (2.7)
	0 (0.0)
	0 (0.0)
	6

	P-CEF-S-CLIN-NA-AZI-TE
	1 (2.7)
	2 (3.1)
	0 (0.0)
	7

	P-CEP-CEF-S-ENR-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	7

	P-CEP-CEF-SXT-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	6

	P-AMP-CEP-CEF-S-CIP-ENR-CLIN-NA-TE
	1 (2.7)
	0 (0.0)
	0 (0.0)
	10

	P-CEP-CEF-ENR-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	5

	P-S-K-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	5

	P-AMC-AMP-CEP-CEF-GEN-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	8

	P-AMC-AMP-CEP-ENR-SXT-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	8

	P-AMC-CEF-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	5

	P-CIP-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	4

	P-CEF-S-CLIN-NA
	1 (2.7)
	6 (9.2)
	2 (20.0)
	5

	P-CEF-CLIN-NA-TE
	1 (2.7)
	4 (6.2)
	0 (0.0)
	5

	P-CEF-DOXY-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	5

	P-CEF-S-CIP-ENR-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	6

	P-CEP-CEF-S-K-CLIN-NA
	1 (2.7)
	1 (1.5)
	0 (0.0)
	7

	P-AMC-AMP-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	4

	P-CEF-CLIN-NA
	1 (2.7)
	4 (6.2)
	0 (0.0)
	4

	CEF-SXT-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	3

	CEF-S-CLIN-NA
	1 (2.7)
	1 (1.5)
	1 (10.0)
	4

	CEF-NA-TE
	1 (2.7)
	0 (0.0)
	0 (0.0)
	3

	S-CLIN-NA-TE
	1 (2.7)
	0 (0.0)
	0 (0.0)
	4

	S-CLIN-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	3

	CLIN-NA-TE
	1 (2.7)
	0 (0.0)
	0 (0.0)
	3

	ENR-NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	2

	NA
	1 (2.7)
	0 (0.0)
	0 (0.0)
	1

	P-CEF-S-CLIN-NA-TE
	0 (0.0)
	4 (6.2)
	0 (0.0)
	6

	P-CEF-NA-TE
	0 (0.0)
	3 (4.6)
	0 (0.0)
	4

	P-NA
	0 (0.0)
	2 (3.1)
	0 (0.0)
	2

	CEF-CLIN-NA
	0 (0.0)
	2 (3.1)
	0 (0.0)
	3

	S-CLIN-NA-TE
	0 (0.0)
	2 (3.1)
	0 (0.0)
	4

	P-AMP-CEF-S-CIP-ENR-NA-AZI
	0 (0.0)
	1 (1.5)
	0 (0.0)
	8

	P-CEF-S-K-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	6

	P-CEF-S-K-ENR-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	7

	P-AMC-CEF-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	5

	P-AMC-AMP-CEP-CEF-ENR-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	7

	P-CEP-CEF-S-K-CIP-ENR-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	9

	P-CEF-GEN-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	5

	P-CEP-CEF-S-DOX-CLIN-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	8

	P-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	3

	P-CEF-CIP-CLIN-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	5

	P-CEF-S-CIP-CLIN-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	7

	P-S-CLIN-NA
	0 (0.0)
	1 (1.5)
	1 (10.0)
	4

	P-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	3

	P-S-K-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	4

	P-CEP-CEF-S-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	6

	P-AMC-AMP-CEP-CEF-S-K-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	9

	P-CEF-S-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	5

	P-CLIN-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	4

	P-CEF-S-K-CIP-CLIN-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	8

	P-CEF-CIP-ENR-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	6

	P-CEF-S-K-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	6

	CEF-K-CLIN-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	5

	CEF-DOX-CLIN-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	4

	CEF-S-NA
	0 (0.0)
	1 (1.5)
	1 (10)
	3

	CEF-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	3

	CEF-S-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	4

	S-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	3

	CEP-CEF-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	3

	DOX-CLIN-NA-TE
	0 (0.0)
	1 (1.5)
	0 (0.0)
	4

	SXT-NA
	0 (0.0)
	1 (1.5)
	0 (0.0)
	2

	CEF
	0 (0.0)
	1 (1.5)
	0 (0.0)
	1

	P-CEP-CEF-S-GEN-K-ENR-CLIN-NA-AZI
	0 (0.0)
	0 (0.0)
	1 (10.0)
	10

	P-CEP-CEF-S-CLIN-NA-TE
	0 (0.0)
	0 (0.0)
	1 (10.0)
	7

	P-AMC-AMP-CEP-K-CLIN-NA
	0 (0.0)
	0 (0.0)
	1 (10.0)
	7



aCEP: Cephalothin, CEF: Cefotaxime, K: Kanamycin. GEN: Gentamicin, S: Streptomycin, TE: Tetracycline, DOX: Doxycycline. NA: Nalidixic acid, CIP: Ciprofloxacin, ENR: Enrofloxacin, AZI: Azithromycin, CLIN: Clindamycin, P: Penicillin, AMC: Amoxicillin-clavulanic acid, AMP: Ampicillin, SXT: Sulfamethoxazole-Trimethoprim
