
Appendix A. Translated DNA sequences of a-class and α-class
precursor genes included in this study

1. a-class precursor genes

Ashbya_gossyppii (Identified in this study, accession - NC_005783)
        1 atgcaactaacgaataataccaacaaggacgaatcaacagagaataaggataactggatcgccaagggctacatgtggac 80
        1 M  Q  L  T  N  N  T  N  K  D  E  S  T  E  N  K  D  N  W  I  A  K  G  Y  M  W  T  27
       81 gccccagtgtgtgatcgtt 99
       28  P  Q  C  V  I  V                                                                33

Candida_glabrata (Identified in this study, accession - CR380949)
        1 atgcaaccaactattgaagccactcaaaaggataacactcaagaaaagagggacaattatattgtcaaagggtttttctg 80
        1 M  Q  P  T  I  E  A  T  Q  K  D  N  T  Q  E  K  R  D  N  Y  I  V  K  G  F  F  W  27
       81 gagtccagattgtgtaatcgct 102
       28  S  P  D  C  V  I  A                                                             34

Chaetomium_globosum (Identified in this study, accession - NT_165976)
        1 atgccttccaccaccacccagaccaaggtcccccagacctccacaaacttcaacggctactgcgttgtcatg 72
        1 M  P  S  T  T  T  Q  T  K  V  P  Q  T  S  T  N  F  N  G  Y  C  V  V  M           24

Chryphonectria_parasitica_1  (Zhang, Baasiri, and Van Alfen 1998); accession - U92042)
        1 atgccttccaacacccagacctccaactcctccatgggagtcaacggctactcctactgcgttgtcatg 69
        1 M  P  S  N  T  Q  T  S  N  S  S  M  G  V  N  G  Y  S  Y  C  V  V  M              23

Chryphonectria_parasitica_2 (Zhang, Baasiri, and Van Alfen 1998); accession - U92042)
        1 atgccttccaacacccagacctccaactcctccatgggagtcaacggctactcctactgcgttgtcatg 69
        1 M  P  S  N  T  Q  T  S  N  S  S  M  G  V  N  G  Y  S  Y  C  V  V  M              23

Fusarium_circinatum_MRC6213 (Sequenced for the first time in this study)
        1 atgccttccaccaaaaacaccaccgcccagacccccggctaccctctcacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcagcgtcatgaagaagccagttgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  V  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgttatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_circinatum_MRC7488 (Sequenced for the first time in this study)
        1 atgccttccaccaaaaacaccaccgcccagacccccggctaccctctcacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcagcgtcatgaagaagccagttgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  V  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgttatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_fujikuroi_MRC8532 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccctggctaccctctcacctgcaccgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcctttgacctgcagcgtcatgaagaagccagctgccaacggtcaaactcccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_fujikuroi_MRC8534 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccctggctaccctctcacctgcaccgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcctttgacctgcagcgtcatgaagaagccagctgccaacggtcaaactcccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_konzum_MRC8544 (Sequenced for the first time in this study)
        1 atgccttctaccaagaacaccaccgcccagacccccggctaccctctcacctgcaccatcatggccaagcccacccagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  I  M  A  K  P  T  Q  D  27
       81 caaccagactccaggctatcccctgacctgcagcgtcatgaagaagccagttgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  V  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_konzum_MRC8545 (Sequenced for the first time in this study)
        1 atgccttctaccaagaacaccaccgcccagacccccggctaccctctcacctgcaccatcatggccaagcccacccagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  I  M  A  K  P  T  Q  D  27
       81 caaccagactccaggctatcccctgacctgcagcgtcatgaagaagccagttgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  V  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59



Fusarium_mangiferae_MRC7559 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccttgacctgcagcgtcatgaagaagccagctgccaacggtcaaactcccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_mangiferae_MRC8092 (Sequenced for the first time in this study)
        1 ATGCCTTCCACCAAGAACACCACCGCCCAGACCCCCGGCTACCCTCTCACCTGCACCGTCATGGCCAAGCCCATCAAGGA 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  I  K  D  27
       81 CAACCAGACTCCCGGCTATCCCTTGACTTGCAGCGTCATGAAGAAGCCAGCTGCCAACGGTCAAACCCCCGGCTACCCCC 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 TGACCTGCACTGTCATG 177
       55   T  C  T  V  M                                                                  59

Fusarium_nygamai_MRC8546 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcactgtcatg 120
       28  N  Q  T  P  G  Y  P  L  T  C  T  V  M                                           40

Fusarium_nygamai_MRC8547 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcactgtcatg 120
       28  N  Q  T  P  G  Y  P  L  T  C  T  V  M                                           40

Fusarium_oxysporum (Identified in this study, accession - AAXH01000548)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcagctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  S  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgagctgcagcgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  S  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tcagctgcactgtcatg 177
       55   S  C  T  V  M                                                                  59

Fusarium_proliferatum_MRC8549 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagaccccaggctaccctctcacctgcaccgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcctttgacctgcagcgtcatgaagaagccagctgccaacggtcaaactcccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_proliferatum_MRC8550 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagaccccaggctaccctctcacctgcaccgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcctttgacctgcagcgtcatgaagaagccagctgccaacggtcaaactcccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_sacchari_MRC8551 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcaccgtcatggccaagcccatcaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  I  K  D  27
       81 caaccagactcccggctatcccttgacttgcagcgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_sacchari_MRC8552 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcaccgtcatggccaagcccatcaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  I  K  D  27
       81 caaccagactcccggctatcccttgacttgcagcgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_sterilihyphosum_MRC2802 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcactgtcatggccaagcctaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caatcagactcccggctatcccctgacctgcagcgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_sterilihyphosum_MRC8105 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcactgtcatggccaagcctaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caatcagactcccggctatcccctgacctgcagcgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54



      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_subglutinans_(grp1)_MRC1084 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctcttacctgcactgtcatggccaagcctaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcagcgtcatgaagaagccagttgccaacggtcaaacccctggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  V  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_subglutinans_(grp1)_MRC7828 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctcttacctgcactgtcatggccaagcctaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcagcgtcatgaagaagccagttgccaacggtcaaacccctggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  V  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_subglutinans_(grp2)_MRC8553 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcagcgttatgaagaagccagctgccaacggtcaaacccccggataccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_subglutinans_(grp2)_MRC8554 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctcttacctgcactgtcatggccaagcctaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caaccagactcctggctatcccctgacctgcagcgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_thapsinum_MRC8557 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctcttacctgcactgtcatggccaagcctaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  T  V  M  A  K  P  T  K  D  27
       81 caaccagactcctggctatcccctgacctgcagcgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_thapsinum_MRC8558 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctctcacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcagcgttatgaagaagccagctgccaacggtcaaacccccggataccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_verticillioides (Identified in this study, accession - AAIM02000073)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctcttacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcaacgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  N  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_verticillioides_MRC8559 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctcttacctgcagcggcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  G  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcaacgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  N  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Fusarium_verticillioides_MRC8560 (Sequenced for the first time in this study)
        1 atgccttccaccaagaacaccaccgcccagacccccggctaccctcttacctgcagcgtcatggccaagcccaccaagga 80
        1 M  P  S  T  K  N  T  T  A  Q  T  P  G  Y  P  L  T  C  S  V  M  A  K  P  T  K  D  27
       81 caaccagactcccggctatcccctgacctgcagcgtcatgaagaagccagctgccaacggtcaaacccccggctaccccc 160
       28  N  Q  T  P  G  Y  P  L  T  C  S  V  M  K  K  P  A  A  N  G  Q  T  P  G  Y  P  L 54
      161 tgacctgcactgtcatg 177
       55   T  C  T  V  M                                                                  59

Gibberella_zeae (Kim, Lee, and Yun 2008; Lee, Leslie, and Bowden 2008); accession - AACM02000166)
        1 atgccttccaccaagcccacctcttcccagaagcccggctaccccctcagctgcactgtcatg 63
        1 M  P  S  T  K  P  T  S  S  Q  K  P  G  Y  P  L  S  C  T  V  M                    21

Kluyveromyces_delphensis (Identified in this study, accession - AY181250)
        1 atggaacccgctcaagctactcaaaaggataactctcaagacaagaaggacaactacgtctggagaggtagattctggta 80



        1 M  E  P  A  Q  A  T  Q  K  D  N  S  Q  D  K  K  D  N  Y  V  W  R  G  R  F  W  Y  27
       81 cccagaatgcgttgttgtt 99
       28  P  E  C  V  V  V                                                                33

Kluyveromyces_lactis (Identified in this study, accession - NC_006041)
        1 atgcaaccaactcaacaagcttcccaaaatgaatccgctgaaaacaaggaaaactggattatcccaggttttgtctgggt 80
        1 M  Q  P  T  Q  Q  A  S  Q  N  E  S  A  E  N  K  E  N  W  I  I  P  G  F  V  W  V  27
       81 cccacaatgtgtcgttgct 99
       28  P  Q  C  V  V  A                                                                33

Kluyveromyces_waltii (Identified in this study, accession - AADM01000052)
        1 atgcaaccaatcgctcaagccactcaaaatgactcctccgacaacaaagacaactggattcacaagggtctcgcctggga 80
        1 M  Q  P  I  A  Q  A  T  Q  N  D  S  S  D  N  K  D  N  W  I  H  K  G  L  A  W  D  27
       81 tcctcagtgtgtcattgcc 99
       28  P  Q  C  V  I  A                                                                33

Magnaporthe_grisea (Shen, Bobrowicz, and Ebbole 1999); accession - AACU02000373)
        1 atgtctccctccaccaagaacattcccgctcccgttgctggcgccagggccggccccatccactactgcgtcatcatg 78
        1 M  S  P  S  T  K  N  I  P  A  P  V  A  G  A  R  A  G  P  I  H  Y  C  V  I  M     26

Neurospora_crassa (Bobrowicz et al. 2002); accession - NW_001849822
        1 atgccttccaccgctgcttccaccaaggtcccccagaccaccatgaacttcaacggctactgcgttgttatg 72
        1 M  P  S  T  A  A  S  T  K  V  P  Q  T  T  M  N  F  N  G  Y  C  V  V  M           24

Podospora_anserina (Coppin, de Renty, and Debuchy 2005); accession - NW_001914859)
        1 atgccttccaccaccgctcagaccaaggttccccagacctccaccaacttcaacagctactgcgttgtcatg 72
        1 M  P  S  T  T  A  Q  T  K  V  P  Q  T  S  T  N  F  N  S  Y  C  V  V  M           24

Saccharomyces_bayanus_1 (Identified in this study, accession - AACG02000017)
        1 atgcaaccaatcaccaccgtctccgccgctccaaaggacaagaccagcaccgaaaagaaggacaactacatcatcaaggg 80
        1 M  Q  P  I  T  T  V  S  A  A  P  K  D  K  T  S  T  E  K  K  D  N  Y  I  I  K  G  27
       81 cgtgttctgggacccggcctgtatcatcgtc 111
       28  V  F  W  D  P  A  C  I  I  V                                                    37

Saccharomyces_bayanus_2 (Identified in this study, accession - AACG02000017)
        1 atgcaaccagtcgccaccgtctctgcccaagcttcccaaaaggacaagtcttctgaaaagaaagacaactatatcatcaa 80
        1 M  Q  P  V  A  T  V  S  A  Q  A  S  Q  K  D  K  S  S  E  K  K  D  N  Y  I  I  K  27
       81 gggcctattctgggaccctgcctgtgttatcgct 114
       28  G  L  F  W  D  P  A  C  V  I  A                                                 38

Saccharomyces_castellii_1 (Identified in this study, accession - AACF01000002)
        1 atgcaaccaactactcaagctactcacaaggacaattctgctgaaaagcaagataactacattgttaagggtttattctg 80
        1 M  Q  P  T  T  Q  A  T  H  K  D  N  S  A  E  K  Q  D  N  Y  I  V  K  G  L  F  W  27
       81 ggatccagcctgtgttattgct 102
       28  D  P  A  C  V  I  A                                                             34

Saccharomyces_castelii_2 (Identified in this study, accession - AACF01000002)
        1 atgcaaccatccgctcaagcttctcaaaaagacaacactgctgaaaacaaggacaattatattgttaagggtctattttg 80
        1 M  Q  P  S  A  Q  A  S  Q  K  D  N  T  A  E  N  K  D  N  Y  I  V  K  G  L  F  W  27
       81 ggatccagcctgtgttattgct 102
       28  D  P  A  C  V  I  A                                                             34

Saccharomyces_cerevisiae_1 (Brake et al. 1985); accession - NC_001148)
        1 atgcaaccatctaccgctaccgccgctccaaaagaaaagaccagcagtgaaaagaaggacaactatattatcaaaggtgt 80
        1 M  Q  P  S  T  A  T  A  A  P  K  E  K  T  S  S  E  K  K  D  N  Y  I  I  K  G  V  27
       81 cttctgggacccagcatgtgttattgct 108
       28  F  W  D  P  A  C  V  I  A                                                       36

Saccharomyces_cerevisiae_2 (Brake et al. 1985); accession - NC_001148)
        1 atgcaaccgatcaccactgcttccacacaagccactcagaaggataaatcctctgaaaagaaagacaactatataatcaa 80
        1 M  Q  P  I  T  T  A  S  T  Q  A  T  Q  K  D  K  S  S  E  K  K  D  N  Y  I  I  K  27
       81 gggcctcttctgggatcccgcctgtgttatcgct 114
       28  G  L  F  W  D  P  A  C  V  I  A                                                 38

Saccharomyces_kluyveri_1 (Identified in this study, accession - AACE03000009)
        1 atgcagccaaaatcaaatgctacccaaaaggactcagccgaaaacaaggacaactggattattgaaggtctggcctggaa 80
        1 M  Q  P  K  S  N  A  T  Q  K  D  S  A  E  N  K  D  N  W  I  I  E  G  L  A  W  N  27
       81 tcctcaatgcgtaattatt 99
       28  P  Q  C  V  I  I                                                                33

Saccharomyces_Kluyveri_2 (Identified in this study, accession - AACE03000009)
        1 atgaaagcagctactcacgctacacagaaaggttctactgaagacaaagagaattggattattaaaggttttgcttggga 80
        1 M  K  A  A  T  H  A  T  Q  K  G  S  T  E  D  K  E  N  W  I  I  K  G  F  A  W  D  27
       81 tccacagtgcattatcgcc 99
       28  P  Q  C  I  I  A                                                                33

Saccharomyces_kudriavzevii_1 (Identified in this study, accession - ABPO01001303)
        1 atgcaaccttccaccattaccgccgctcctaaggataagaccagctccgaaaagaaggacaactacatcatcaaaggcgt 80
        1 M  Q  P  S  T  I  T  A  A  P  K  D  K  T  S  S  E  K  K  D  N  Y  I  I  K  G  V  27
       81 gttttgggacccagcctgtgttattgcc 108
       28  F  W  D  P  A  C  V  I  A                                                       36



Saccharomyces_kudriavzevii_2 (Identified in this study, accession - ABPO01001303)
        1 atgcaaccaactgctaccgtttccgctcaagcttctcaaaaggacagatcttctgaaaagaaagacaacttcataattaa 80
        1 M  Q  P  T  A  T  V  S  A  Q  A  S  Q  K  D  R  S  S  E  K  K  D  N  F  I  I  K  27
       81 aggtctattctgggatcctgcctgcgttatcgct 114
       28  G  L  F  W  D  P  A  C  V  I  A                                                 38

Saccharomyces_mikatae_1 (Identified in this study, accession - AACH01001097)
        1 atgcaaccatctaccattactgccgctccaaaagataagaccaacacagaaaataaggacaactacattatcaagggtgt 80
        1 M  Q  P  S  T  I  T  A  A  P  K  D  K  T  N  T  E  N  K  D  N  Y  I  I  K  G  V  27
       81 tttttgggacccggcctgtgtcattgcc 108
       28  F  W  D  P  A  C  V  I  A                                                       36

Saccharomyces_mikatae_2 (Identified in this study, accession - AACH01001097)
        1 atgcaacctattactaccacctctgcccaagcggctcaaaagaataaatcctctgaaaagaaagacaattatataattaa 80
        1 M  Q  P  I  T  T  T  S  A  Q  A  A  Q  K  N  K  S  S  E  K  K  D  N  Y  I  I  K  27
       81 gggtcttttctgggaccctgcctgtgttattgct 114
       28  G  L  F  W  D  P  A  C  V  I  A                                                 38

Saccharomyces_paradoxis (Johnson et al. 2004); accesion - AJ515205)
        1 atgcaaccatctaccgtcaccgccgctccaaaagataagaccagcgctgaaaagaaggacaactacattatcaaaggtgt 80
        1 M  Q  P  S  T  V  T  A  A  P  K  D  K  T  S  A  E  K  K  D  N  Y  I  I  K  G  V  27
       81 gttctgggacccagcatgtgtcattgctt 109
       28  F  W  D  P  A  C  V  I  A  X                                                    37

Saccharomyces_pastorianus_1 (Identified in this study, accession - ABPO01001569)
        1 atgcaaccatctaccgctaccgccgctccaaaagaaaagaccagcagtgaaaagaaggacaactatattatcaaaggtgt 80
        1 M  Q  P  S  T  A  T  A  A  P  K  E  K  T  S  S  E  K  K  D  N  Y  I  I  K  G  V  27
       81 cttctgggacccagcatgtgttattgct 108
       28  F  W  D  P  A  C  V  I  A                                                       36

Saccharomyces_pastorianus_2 (Identified in this study, accession - ABPO01001569)
        1 atgcaaccgatcaccactgcttctacacaagccactcagaaggataaatcctctgaaaagaaagacaactatataatcaa 80
        1 M  Q  P  I  T  T  A  S  T  Q  A  T  Q  K  D  K  S  S  E  K  K  D  N  Y  I  I  K  27
       81 gggcctcttctgggatcccgcctgtgttatcgct 114
       28  G  L  F  W  D  P  A  C  V  I  A                                                 38

Saccharomyces_pastorianus_3 (Identified in this study, accession - ABPO01001569)
        1 atgcaaccagtcaccaccatctctgcccaagcttctcaaaaggacaagtcttccgagaagaaagacaactatatcatcaa 80
        1 M  Q  P  V  T  T  I  S  A  Q  A  S  Q  K  D  K  S  S  E  K  K  D  N  Y  I  I  K  27
       81 gggtctgttctgggatcctgcctgtgttatcgct 114
       28  G  L  F  W  D  P  A  C  V  I  A                                                 38

Schizosaccharomyces_pombe_1 (Davey 1992); accession - NC_003421)
        1 atggactcaatggctaactccgtttcttcctcctctgtcgtcaacgctggcaacaagcctgctgaaactcttaacaagac 80
        1 M  D  S  M  A  N  S  V  S  S  S  S  V  V  N  A  G  N  K  P  A  E  T  L  N  K  T  27
       81 cgttaagaattatacccccaaggttccttacatgtgtgtcattgcataa 129
       28  V  K  N  Y  T  P  K  V  P  Y  M  C  V  I  A  *                                  42

Schizosaccharomyces_pombe_2 (Davey 1992); accession - NC_003421)
        1 atggactccattgcaactaacactcattcttcatccattgtcaatgcctacaacaacaatcctaccgatgttgtaaaaac 80
        1 M  D  S  I  A  T  N  T  H  S  S  S  I  V  N  A  Y  N  N  N  P  T  D  V  V  K  T  27
       81 tcaaaacattaaaaattatactccaaaggttccttatatgtgtgtaattgcttaa 135
       28  Q  N  I  K  N  Y  T  P  K  V  P  Y  M  C  V  I  A  *                            44

Schizosaccharomyces_pombe_3 (Davey 1992); accession - NC_003421)
        1 atggactcaatggctaacactgtttcttcctccgtcgttaacactggcaacaagccttctgaaactcttaacaagactgt 80
        1 M  D  S  M  A  N  T  V  S  S  S  V  V  N  T  G  N  K  P  S  E  T  L  N  K  T  V  27
       81 taagaattatacccccaaggttccttacatgtgtgtcattgcataa 126
       28  K  N  Y  T  P  K  V  P  Y  M  C  V  I  A  *                                     41

Sordaria_macrospora (Pöggeler 2000); accession - AJ249863)
        1 atgccttccaccgctgcttccaccaaggtcccccagaccaccatgaacttcaacggctactgcgttgttatg 72
        1 M  P  S  T  A  A  S  T  K  V  P  Q  T  T  M  N  F  N  G  Y  C  V  V  M           24

Trichoderma_atroviridae (Identified in this study, accession - ABDG01000148)
        1 atggcttccgagggcgttcaatccttttccgccgtccaggctaagaagggccagtctccgcagaactctcccgccacgtc 80
        1 M  A  S  E  G  V  Q  S  F  S  A  V  Q  A  K  K  G  Q  S  P  Q  N  S  P  A  T  S  27
       81 tcagtttatcggctaccttggctgcaccatcatg 114
       28  Q  F  I  G  Y  L  G  C  T  I  M                                                 38

Trichoderma_reesii (Identified in this study, accession - AAIL01000483)
        1 atggctcaaaccggaaacctcggctgcaccgtcatggctaagcctcagagcgtcgagaggaagaggctcattggctgcag 80
        1 M  A  Q  T  G  N  L  G  C  T  V  M  A  K  P  Q  S  V  E  R  K  R  L  I  G  C  S  27
       81 cgtcatgaccaagcctgccgccaacgacaagaagttcaccggcctcctgggctgcaccgtcatg 144
       28  V  M  T  K  P  A  A  N  D  K  K  F  T  G  L  L  G  C  T  V  M                   48

Trichoderma_virens (Identified in this study, accession - ABDF01000230)
        1 atggccgccatcaggaccaccaccactatcggctgcaccgtcatggccaagcccaagcccaccaccaccgttggctgcaa 80
        1 M  A  A  I  R  T  T  T  T  I  G  C  T  V  M  A  K  P  K  P  T  T  T  V  G  C  N  27
       81 tgtcatggccaagccccacggcaacaacaagtccatcttcgacaagtaccacaccaccatcggctgcaccatcatg 156



       28  V  M  A  K  P  H  G  N  N  K  S  I  F  D  K  Y  H  T  T  I  G  C  T  I  M       52

Vanderwaltozyma_polyspora_1 (Identified in this study, accession -  NW_001834693)
        1 atgcaatcaactacttacgccgctcaaaagaactcttctgaaaagaaagataactacattgttaagggctggttctggga 80
        1 M  Q  S  T  T  Y  A  A  Q  K  N  S  S  E  K  K  D  N  Y  I  V  K  G  W  F  W  D  27
       81 tccagaatgtgttattgct 99
       28  P  E  C  V  I  A                                                                33

Vanderwaltozyma_polyspora_2 (Identified in this study, accession -  NW_001834693)
        1 atgcaatcaactacttacgccgctcaaaagaactcttctgaaaagaaagataactatattgttaagggctggttctggga 80
        1 M  Q  S  T  T  Y  A  A  Q  K  N  S  S  E  K  K  D  N  Y  I  V  K  G  W  F  W  D  27
       81 tccagaatgtgttattgtc 99
       28  P  E  C  V  I  V                                                                33

Vanderwaltozyma_polyspora_3 (Identified in this study, accession -  NW_001834693)
        1 atgcaatcaactacttacgccgctcaaaagaactcctctgaaaagaaagataactacattgttaagggctggttctggga 80
        1 M  Q  S  T  T  Y  A  A  Q  K  N  S  S  E  K  K  D  N  Y  I  V  K  G  W  F  W  D  27
       81 tccagaatgtgttattgtt 99
       28  P  E  C  V  I  V                                                                33

Verticillium_albo-atrum (Identified in this study, accession -  ABPE01002130)
        1 atgccttcctacacccagaagaacggcggcggacactccggctgcagcatcatgaagaatggtggcggacactccggctg 80
        1 M  P  S  Y  T  Q  K  N  G  G  G  H  S  G  C  S  I  M  K  N  G  G  G  H  S  G  C  27
       81 cagcatcatgaagaatggtggcggacactccggctgcagcatcatgaagaatggtggaggtcactccggctgcagtgtca 160
       28  S  I  M  K  N  G  G  G  H  S  G  C  S  I  M  K  N  G  G  G  H  S  G  C  S  V  M 54
      161 tgaagaacggcggtggccactccggctgcgccatcatg 198
       55   K  N  G  G  G  H  S  G  C  A  I  M                                             66

Verticillium_dahliae (Identified in this study, accession -  ABJE01001512)
        1 atgccttcctacacccagaagaacggcggcggacactccggctgcagcatcatgaagaacggtggcggacactccggttg 80
        1 M  P  S  Y  T  Q  K  N  G  G  G  H  S  G  C  S  I  M  K  N  G  G  G  H  S  G  C  27
       81 cagcatcatgaagaacggcggcggacactccggctgcagcatcatgaagaacggcggaggtcactccggctgcagtgtca 160
       28  S  I  M  K  N  G  G  G  H  S  G  C  S  I  M  K  N  G  G  G  H  S  G  C  S  V  M 54
      161 tgaagaacggcggtggccactccggctgcgctatcatg 198
       55   K  N  G  G  G  H  S  G  C  A  I  M                                             66



2. α-class precursor genes

Alternaria_brasicicola (Identified in this study, accession - ACIW01002317)
        1 atgaggatcaacgctatcatcgcctccgccatcttggctgccaccgtctccggtgccgccctgccagtacctgctaccgc 80
        1 M  R  I  N  A  I  I  A  S  A  I  L  A  A  T  V  S  G  A  A  L  P  V  P  A  T  A  27
       81 cgctccttctgccactatcgacaatcacgaggctgacgctgaggctggcgctgaagttagttcgaacctcccgggaggtc 160
       28  A  P  S  A  T  I  D  N  H  E  A  D  A  E  A  G  A  E  V  S  S  N  L  P  G  G  P 54
      161 cttacgatctgcctattaacaagcgtgagcctgactggtcattcacacagaagcgtccgtacggtctgcctattggcaag 240
       55   Y  D  L  P  I  N  K  R  E  P  D  W  S  F  T  Q  K  R  P  Y  G  L  P  I  G  K   80
      241 cgcgaggccgaggccgaggccgaagctgaggctggatggtctttcacgcagaagcatccgtacggtctacccattggcaa 320
       81 R  E  A  E  A  E  A  E  A  E  A  G  W  S  F  T  Q  K  H  P  Y  G  L  P  I  G  K  107
      321 gcgcgaggccgaggccgaagctgaagccagatggtctttcacgcagaagcgtccgtacggtctacccattggcaagcgcg 400
      108  R  E  A  E  A  E  A  E  A  R  W  S  F  T  Q  K  R  P  Y  G  L  P  I  G  K  R  E 134
      401 aggccgaggccgaagctgaagccggatggtctttcacgcagaagcgtccgtacggtctacctattggcaagcgtgaggcc 480
      135   A  E  A  E  A  E  A  G  W  S  F  T  Q  K  R  P  Y  G  L  P  I  G  K  R  E  A   160
      481 gaagctgaggctggatggtctttcacccaaaagcgcccatatggattgcccattggcaagcgtgaggccgatgcggccga 560
      161 E  A  E  A  G  W  S  F  T  Q  K  R  P  Y  G  L  P  I  G  K  R  E  A  D  A  A  E  187
      561 gactgaggaggacgaggag 579
      188  T  E  E  D  E  E                                                                193

Aspergillus_clavatus (Identified in this study, accession - XM_001272550)
        1 atgaagctcctctccgtcgtcctcgctactctcgccgccaccactgtccaggcaggtgctatggcccagtggtgtgaact 80
        1 M  K  L  L  S  V  V  L  A  T  L  A  A  T  T  V  Q  A  G  A  M  A  Q  W  C  E  L  27
       81 ccctggccagggctgctacatgatcaagcgcgctgccgaagcctcgggtgaagtcaagcgttcggccagtgctgtggctg 160
       28  P  G  Q  G  C  Y  M  I  K  R  A  A  E  A  S  G  E  V  K  R  S  A  S  A  V  A  D 54
      161 atgccgttgcggaagccttcccggatgccgccctgtggtgcgaattgcccggccagggttgccacaaggtcaagcgtgct 240
       55   A  V  A  E  A  F  P  D  A  A  L  W  C  E  L  P  G  Q  G  C  H  K  V  K  R  A   80
      241 gctgaagccgctgaggaagtgaagcgctctgccgatgcctttgcggaggctatggctgctcttgagcatctggag 315
       81 A  E  A  A  E  E  V  K  R  S  A  D  A  F  A  E  A  M  A  A  L  E  H  L  E        105

Aspergillus_flavus (Identified in this study, accession - AAIH02000096)
        1 atgaagctcatttctgtcgtcgttgccgctcttgcagccaccagtgtacaggccggtgttttacagaaatggtgctccct 80
        1 M  K  L  I  S  V  V  V  A  A  L  A  A  T  S  V  Q  A  G  V  L  Q  K  W  C  S  L  27
       81 gcctgctcagggctgctacatgctgaaacgtgccgccgatgccagtggagacgttcgacgttctgccgaggcccttgctg 160
       28  P  A  Q  G  C  Y  M  L  K  R  A  A  D  A  S  G  D  V  R  R  S  A  E  A  L  A  E 54
      161 aggccatgcctgatgcagaagccttggccaagtggtgtgccttgcctggtcagggatgcctcaaagctaagcgggctgct 240
       55   A  M  P  D  A  E  A  L  A  K  W  C  A  L  P  G  Q  G  C  L  K  A  K  R  A  A   80
      241 gaggctgttgaagaagccagacgttccgccgatgcccttgcggatgctatggcagatcttggagagtac 309
       81 E  A  V  E  E  A  R  R  S  A  D  A  L  A  D  A  M  A  D  L  G  E  Y              103

Aspergillus_fumigatus (Pöggeler 2002); accession - NC_007199)
        1 atgaaactcctctcacttgttcttgcttccttcgctgccgctgctgtccaggcacacattacgccgtggtgccatcttcc 80
        1 M  K  L  L  S  L  V  L  A  S  F  A  A  A  A  V  Q  A  H  I  T  P  W  C  H  L  P  27
       81 tggtcagggttgctacatgcttaagcgcgctgctgacgcctcggatgaagttagacgttcagccagtgccgtcgctgagg 160
       28  G  Q  G  C  Y  M  L  K  R  A  A  D  A  S  D  E  V  R  R  S  A  S  A  V  A  E  A 54
      161 ccgttgcggaagccttcccgcagagtccgtggtgccatcttcccggtcagggttgcgccaaggcgaagagagccgccgag 240
       55   V  A  E  A  F  P  Q  S  P  W  C  H  L  P  G  Q  G  C  A  K  A  K  R  A  A  E   80
      241 gccgctgaagaggtgaagcgctctgccgatgcctttgctgaagccatggctgcttttgagaaggaatag 309
       81 A  A  E  E  V  K  R  S  A  D  A  F  A  E  A  M  A  A  F  E  K  E  *              102

Aspergillus_nidulans (Dyer, Paoletti, and Archer 2003); accession - NT_107010)
        1 atgaagcttttcttcgtctcgattcttcttgccgcgttgctggcaaccgctgttaaggctgcacctgccgctgaattaca 80
        1 M  K  L  F  F  V  S  I  L  L  A  A  L  L  A  T  A  V  K  A  A  P  A  A  E  L  Q  27
       81 acatcgatggtgcagattcgccggtagaatctgccccccgaccaagcgtactgccgacgccctcaactttgtcaagcgtg 160
       28  H  R  W  C  R  F  A  G  R  I  C  P  P  T  K  R  T  A  D  A  L  N  F  V  K  R  E 54
      161 aggccgaagcggtggccgagcccttcaaaatcaatagatggtgcaggttccgtggccaggtttgtggcaaggccaaacgt 240
       55   A  E  A  V  A  E  P  F  K  I  N  R  W  C  R  F  R  G  Q  V  C  G  K  A  K  R   80
      241 gccgcggaagccattggaaatgtcaagctctctgctgaggccgttgcagacgctatggcttttttggatgagcttacccg 320
       81 A  A  E  A  I  G  N  V  K  L  S  A  E  A  V  A  D  A  M  A  F  L  D  E  L  T  R  107
      321 ggaagagtacgcccagctcgcgaaagatttcggccatctcaaggagtctgacaattccgacgggtaa 387
      108  E  E  Y  A  Q  L  A  K  D  F  G  H  L  K  E  S  D  N  S  D  G  *                128

Aspergillus_niger (Identified in this study, accession - NT_166533)
        1 atgaagctcgtctctcttgtcctcgctgctcttgctgccactactgtgcaggctgctgccctgcagagatggtgtgtcct 80
        1 M  K  L  V  S  L  V  L  A  A  L  A  A  T  T  V  Q  A  A  A  L  Q  R  W  C  V  L  27
       81 ccctggccagccatgcaacatgatcaagcgtgcggctgatgctagcggagaagtcaagcggtctgccgatgctctggctg 160
       28  P  G  Q  P  C  N  M  I  K  R  A  A  D  A  S  G  E  V  K  R  S  A  D  A  L  A  E 54
      161 aagccattgcagatgccacccccgagacccttcagagatggtgtgtcctgcctggccagccttgcaacaagatcaagcgg 240
       55   A  I  A  D  A  T  P  E  T  L  Q  R  W  C  V  L  P  G  Q  P  C  N  K  I  K  R   80
      241 gctgtcgaagccggcagtgaagtcaagcgctctgccgatgcctttgcggaggctatggcagatatcgacgagtccgactt 320
       81 A  V  E  A  G  S  E  V  K  R  S  A  D  A  F  A  E  A  M  A  D  I  D  E  S  D  F  107
      321 ccagtag 327
      108  Q  *                                                                            108

Aspergillus_oryzae (Identified in this study, accession - AP007155)
        1 atgaagctcatttctgtcgtcgttgccgctcttgcagccaccagtgtacaggccggtgttttacagaaatggtgctccct 80



        1 M  K  L  I  S  V  V  V  A  A  L  A  A  T  S  V  Q  A  G  V  L  Q  K  W  C  S  L  27
       81 gcctgctcagggctgctacatgctgaaacgtgccgccgatgccagtggagacgttcgacgttctgccgaggccctttctg 160
       28  P  A  Q  G  C  Y  M  L  K  R  A  A  D  A  S  G  D  V  R  R  S  A  E  A  L  S  E 54
      161 aggccatgcctgatgcagaagccttggccaagtggtgtgccttgcctggtcagggatgcctcaaagctaagcgggctgct 240
       55   A  M  P  D  A  E  A  L  A  K  W  C  A  L  P  G  Q  G  C  L  K  A  K  R  A  A   80
      241 gaggctgttgaagaagccagacgttccgccgatgcccttgcggatgctatggcagatcttggagagtac 309
       81 E  A  V  E  E  A  R  R  S  A  D  A  L  A  D  A  M  A  D  L  G  E  Y              103

Aspergillus_tereus (Identified in this study, accession - AAJN01000183)
        1 atgaagctcattaccctggttcttgccaccctggcggccaccagctccgtgcaggccgccaagatgcacaagtggtgctg 80
        1 M  K  L  I  T  L  V  L  A  T  L  A  A  T  S  S  V  Q  A  A  K  M  H  K  W  C  W  27
       81 gctccccggccagggctgctacatgctcaagcgggccgccgatgtcaccggcgaggtcaagcgccatgctgaggcgctgg 160
       28  L  P  G  Q  G  C  Y  M  L  K  R  A  A  D  V  T  G  E  V  K  R  H  A  E  A  L  A 54
      161 ccgaggccatgcccgacacctcgcccgacggcatccacaagtggtgctggctgccgggccagggctgtctcaaggtcaag 240
       55   E  A  M  P  D  T  S  P  D  G  I  H  K  W  C  W  L  P  G  Q  G  C  L  K  V  K   80
      241 cgtgcggccgatgccgtcgacgaggtcaagcgttccgccgatgctcttgccgaggccatggcggccattgaggagctcca 320
       81 R  A  A  D  A  V  D  E  V  K  R  S  A  D  A  L  A  E  A  M  A  A  I  E  E  L  H  107
      321 cgccgaggacctggtcgagattgcaatcggggacaaagaagatgctgctatgtgcgattccgattatgtcttgtcttttg 400
      108  A  E  D  L  V  E  I  A  I  G  D  K  E  D  A  A  M  C  D  S  D  Y  V  L  S  F  D 134
      401 atattcgttga 411
      135   I  R  *                                                                        136

Botryatinea_fuckeliana (Identified in this study, accession - NW_001814571)
        1 atgaagttcacaaacgcaattgctctcgccatcttggctgctactgccaccgctgttgcggtcccagagccatggtgcgg 80
        1 M  K  F  T  N  A  I  A  L  A  I  L  A  A  T  A  T  A  V  A  V  P  E  P  W  C  G  27
       81 aagacccggtcaaccatgcaaacgtgaggccgtcgccgtcgctgcccctgtcgctgagccatggtgcggacgcccaggac 160
       28  R  P  G  Q  P  C  K  R  E  A  V  A  V  A  A  P  V  A  E  P  W  C  G  R  P  G  Q 54
      161 aaccatgcaagcgtaccccagaagccgaagcttggtgtggacgtcccggacagccatgcaagcgtgatgctgagccatgg 240
       55   P  C  K  R  T  P  E  A  E  A  W  C  G  R  P  G  Q  P  C  K  R  D  A  E  P  W   80
      241 tgcggacgcccaggacagccatgtaagcgcgaggctctcccagaagcctggtgtggacgccccggacaaccatgtaaacg 320
       81 C  G  R  P  G  Q  P  C  K  R  E  A  L  P  E  A  W  C  G  R  P  G  Q  P  C  K  R  107
      321 tactcctctcgcagaggccgaggccgaagcttggtgcggacgtccaggacaaccttgccgcaagaacaagcgcgcagctg 400
      108  T  P  L  A  E  A  E  A  E  A  W  C  G  R  P  G  Q  P  C  R  K  N  K  R  A  A  E 134
      401 aggccgtcgctgaggctttcgccgagccatggtgtggacgcccaggacaaccctgcaaacgtgatgccgaagccgatgtt 480
      135   A  V  A  E  A  F  A  E  P  W  C  G  R  P  G  Q  P  C  K  R  D  A  E  A  D  V   160
      481 tccgaggctgccatcaagagatgcaacatggttggaggagcttgcttcgaggccaagagactcgctagagatcttgccga 560
      161 S  E  A  A  I  K  R  C  N  M  V  G  G  A  C  F  E  A  K  R  L  A  R  D  L  A  E  187
      561 ggctactgccgagaccgttgaggattctgatctgttcctcagatccctcaacatcgagacccgtgaggtttccgaagtcg 640
      188  A  T  A  E  T  V  E  D  S  D  L  F  L  R  S  L  N  I  E  T  R  E  V  S  E  V  V 214
      641 ttgcccgcgaggctgaggcctggtgtggacgtcccggacaaccatgcaagcgcgatgctgaggcctggtgcggacgccca 720
      215   A  R  E  A  E  A  W  C  G  R  P  G  Q  P  C  K  R  D  A  E  A  W  C  G  R  P   240
      721 ggacaaccatgcaagagagaagctcttgccgaggccgaagcttggtgcggacgccccgggcaaccatgtaaacgcgaggc 800
      241 G  Q  P  C  K  R  E  A  L  A  E  A  E  A  W  C  G  R  P  G  Q  P  C  K  R  E  A  267
      801 tctcgccgaagctgaggcttggtgtggacgtcccggtcaaccatgtaagcgtactgctgagccatggtgcggacgccccg 880
      268  L  A  E  A  E  A  W  C  G  R  P  G  Q  P  C  K  R  T  A  E  P  W  C  G  R  P  G 294
      881 gacagccatgcaaggagaagcgtgaggcggatcccgaagccgaggcctggtgcggacgccccggacaaccttgccgtgcc 960
      295   Q  P  C  K  E  K  R  E  A  D  P  E  A  E  A  W  C  G  R  P  G  Q  P  C  R  A   320
      961 gtcaagcgtgctgctgaagctattgccgaggcgcttgccgagcccactgcggaggcctggtgcggacgccccggtcaacc 1040
      321 V  K  R  A  A  E  A  I  A  E  A  L  A  E  P  T  A  E  A  W  C  G  R  P  G  Q  P  347
     1041 atgcaagcgcgaagctcttgctgaggcggaggccaatgctgaggcttggtgcggacgtcccggacaaccttgccgcaagg 1120
      348  C  K  R  E  A  L  A  E  A  E  A  N  A  E  A  W  C  G  R  P  G  Q  P  C  R  K  A 374
     1121 ccaagagagatgcgtttgctttggcttatgctgccgatgttgcgcttgcgcaattgtaa 1179
      375   K  R  D  A  F  A  L  A  Y  A  A  D  V  A  L  A  Q  L  *                        392

Candida_albicans (Bennett and Johnson 2005); accession - NW_139595)
        1 atgaaattttccttaactttattgactgctactattgccactattgttgctgctgctcctgctcaatacactggtcaagc 80
        1 M  K  F  S  L  T  L  L  T  A  T  I  A  T  I  V  A  A  A  P  A  Q  Y  T  G  Q  A  27
       81 cattgacagtaaccaagttgttgaaatcccagaatctgccgttgaagcctacttcccaatagatgatgaattaactcctg 160
       28  I  D  S  N  Q  V  V  E  I  P  E  S  A  V  E  A  Y  F  P  I  D  D  E  L  T  P  V 54
      161 tctttggagaaattgataacaaaccagttattttaattgttaatggtactactcttacctctggtgctaacaatgaaaaa 240
       55   F  G  E  I  D  N  K  P  V  I  L  I  V  N  G  T  T  L  T  S  G  A  N  N  E  K   80
      241 agagaagctaagtctaaaggtggtttcagactcaccaatttcggatactttgaacctggtaaaagagatgctaacgccga 320
       81 R  E  A  K  S  K  G  G  F  R  L  T  N  F  G  Y  F  E  P  G  K  R  D  A  N  A  D  107
      321 tgctggatttagacttactaactttggttattttgaaccaggtaaaagagatgccaatgctgaagccggttttagactta 400
      108  A  G  F  R  L  T  N  F  G  Y  F  E  P  G  K  R  D  A  N  A  E  A  G  F  R  L  T 134
      401 ccaattttggttattttgaacctggtaaataa 432
      135   N  F  G  Y  F  E  P  G  K  *                                                   143

Candida_dubliniensis (Identified in this study, accession - FM992688)
        1 atgaaattttctttagctttattaactgctactattgctactattgttgcttctgctcctactcaatattctggtcaaac 80
        1 M  K  F  S  L  A  L  L  T  A  T  I  A  T  I  V  A  S  A  P  T  Q  Y  S  G  Q  T  27
       81 tattgatggtgatcaagttgttgaaatcccagactcagctgttgaagcctatttcccaattgatgatgaattaactccag 160
       28  I  D  G  D  Q  V  V  E  I  P  D  S  A  V  E  A  Y  F  P  I  D  D  E  L  T  P  V 54
      161 tttttggagaaattgataataaaccagttattttaattgttaatggtactactcttacttctggtgcttacaatgaaaaa 240
       55   F  G  E  I  D  N  K  P  V  I  L  I  V  N  G  T  T  L  T  S  G  A  Y  N  E  K   80
      241 agagatgctaacgctgatgccagatttagacttactaactttggatactttgaaccaggtaaaagagatgccaacgctga 320
       81 R  D  A  N  A  D  A  R  F  R  L  T  N  F  G  Y  F  E  P  G  K  R  D  A  N  A  D  107
      321 tgccaaatttaaacttactaactttggatactttgaaccaggtaaaagagatgccaacgctgatgccaaatttaaactta 400
      108  A  K  F  K  L  T  N  F  G  Y  F  E  P  G  K  R  D  A  N  A  D  A  K  F  K  L  T 134
      401 ctaactttggatactttgaaccaggtaaaagagatgctaatgctgaagcaggtttcagacttactaattttggttatttt 480
      135   N  F  G  Y  F  E  P  G  K  R  D  A  N  A  E  A  G  F  R  L  T  N  F  G  Y  F   160



      481 gaacccggaaaataa 495
      161 E  P  G  K  *                                                                    164

Candida_glabrata (Wong et al. 2003); accession - AY181249)
        1 atgagattcttaagatttatttctacggttgcattattgattactggattggcaaccgcacagccagttggagaagaatt 80
        1 M  R  F  L  R  F  I  S  T  V  A  L  L  I  T  G  L  A  T  A  Q  P  V  G  E  E  L  27
       81 aggcgaaacagtcgaagttccctccgaagcatttataggctacttggatttcggtgcaaccaatgacgtcgctattcttc 160
       28  G  E  T  V  E  V  P  S  E  A  F  I  G  Y  L  D  F  G  A  T  N  D  V  A  I  L  P 54
      161 caatttccaataaaacaaacaatggtttgcttttcgttaatactaccctgtataatcaagccactaaaggagagaaatta 240
       55   I  S  N  K  T  N  N  G  L  L  F  V  N  T  T  L  Y  N  Q  A  T  K  G  E  K  L   80
      241 tcggatttcaccaagagggatgccaatcctgatgctgaagctgaagcatggcattgggtcaaaataagaaaaggtcaagg 320
       81 S  D  F  T  K  R  D  A  N  P  D  A  E  A  E  A  W  H  W  V  K  I  R  K  G  Q  G  107
      321 tctattcagaagaagtgccgatgctagtccagaggctgaagcatggcattgggtcaggttgagaaaaggccaaggtctat 400
      108  L  F  R  R  S  A  D  A  S  P  E  A  E  A  W  H  W  V  R  L  R  K  G  Q  G  L  F 134
      401 tcagaagaagtgccgatgctagtccagaagctgaagcatggcattgggtcaggttgagaaaaggccaaggtttattttaa 480
      135   R  R  S  A  D  A  S  P  E  A  E  A  W  H  W  V  R  L  R  K  G  Q  G  L  F  *   159

Candida_parapsilosis (Identified in this study, accession - CABE01000015)
        1 atgaaattttcaattgctgttcttactgctattgctgctgctttagttgcttctgctccagtcgcttcaaaagaggctga 80
        1 M  K  F  S  I  A  V  L  T  A  I  A  A  A  L  V  A  S  A  P  V  A  S  K  E  A  E  27
       81 agttcctgctcttccagttgataacgtccttgaacgtgtcgttgaagctttctttaatggtccttcaattgatgctgaga 160
       28  V  P  A  L  P  V  D  N  V  L  E  R  V  V  E  A  F  F  N  G  P  S  I  D  A  E  I 54
      161 ttaaagataagacagctgctgatgtcaagggtgttgttggctctcaaaagagagaagccgaagccaaaccacactggact 240
       55   K  D  K  T  A  A  D  V  K  G  V  V  G  S  Q  K  R  E  A  E  A  K  P  H  W  T   80
      241 acttacggttactatgagcctcaaaagagagatgccaatgctgaagccgaagccaaaccacactggaccacttacggtta 320
       81 T  Y  G  Y  Y  E  P  Q  K  R  D  A  N  A  E  A  E  A  K  P  H  W  T  T  Y  G  Y  107
      321 ctatgagcctcaaaagagagatgccaatgctgaagccgaagccaaaccacactggaccacttacggttactatgagcctc 400
      108  Y  E  P  Q  K  R  D  A  N  A  E  A  E  A  K  P  H  W  T  T  Y  G  Y  Y  E  P  Q 134
      401 aaaag 405
      135   K                                                                              135

Candida_tropicalis (Identified in this study, accession - AAFN01000109)
        1 atgaaattctccttagctttattaactaccgttgctgctgctttagttgttgctgcaccaactcaagctcctgttgaaga 80
        1 M  K  F  S  L  A  L  L  T  T  V  A  A  A  L  V  V  A  A  P  T  Q  A  P  V  E  E  27
       81 agctgaagttccaactaatgaaactggtcttgctattccagattctgctgttctggccattgttccattagacggtgaat 160
       28  A  E  V  P  T  N  E  T  G  L  A  I  P  D  S  A  V  C  A  I  V  P  L  D  G  E  L 54
      161 tggctccagtttttgttgaacttgacgatattccagtcttgatgattgttaacactactgctgttgaagaagcctaccaa 240
       55   A  P  V  F  V  E  L  D  D  I  P  V  L  M  I  V  N  T  T  A  V  E  E  A  Y  Q   80
      241 gctgaagaagaagcttacgaagccgaagaaggttcttcagatgttgaaaaaagagatgccgctaaatttaaatttagatt 320
       81 A  E  E  E  A  Y  E  A  E  E  G  S  S  D  V  E  K  R  D  A  A  K  F  K  F  R  L  107
      321 aaccagatatggttggttctctccaaacaagagagaagagattgacgccgaagacattattgatgccgaaaagagagatg 400
      108  T  R  Y  G  W  F  S  P  N  K  R  E  E  I  D  A  E  D  I  I  D  A  E  K  R  D  A 134
      401 ctgctaagttcaaattcagattaaccagatacggttggttctctccaaacaaaagagacatcggcgatgaagaagatatc 480
      135   A  K  F  K  F  R  L  T  R  Y  G  W  F  S  P  N  K  R  D  I  G  D  E  E  D  I   160
      481 gttgatgctgaaaagagagatgctgctaaattcaagtttagattaaccagatatggatggttttctccaaacaaaagaga 560
      161 V  D  A  E  K  R  D  A  A  K  F  K  F  R  L  T  R  Y  G  W  F  S  P  N  K  R  E  187
      561 acttgctgaagaagaagaaactgttgatgctgaaaagagagatgctgctaagtttaaattcagattaaccagatatggtt 640
      188  L  A  E  E  E  E  T  V  D  A  E  K  R  D  A  A  K  F  K  F  R  L  T  R  Y  G  W 214
      641 ggttctccccaaacaaaagagaagttgctgaagaaaatgacattgttgagaaaagagatgccgctaaattcaagtttaga 720
      215   F  S  P  N  K  R  E  V  A  E  E  N  D  I  V  E  K  R  D  A  A  K  F  K  F  R   240
      721 ttgaccagatacggttggttttctccaaac 750
      241 L  T  R  Y  G  W  F  S  P  N                                                     250

Chaetomium_globosum (Identified in this study, accession - NT_165976)
        1 atggctagttgtgatagttggagagttttctcgacaatgagaacggccgagtcctggtgcaagcagttcctcggcatgcc 80
        1 M  A  S  C  D  S  W  R  V  F  S  T  M  R  T  A  E  S  W  C  K  Q  F  L  G  M  P  27
       81 gtgctggaagagagacgacaccaccgccgtcgccctcagcgtcgacaagcgcgcggccgagccctggtgcacccagttcc 160
       28  C  W  K  R  D  D  T  T  A  V  A  L  S  V  D  K  R  A  A  E  P  W  C  T  Q  F  L 54
      161 tgggccagccgtgctggaagcgcaacggcgacgacaccagcgccgtggagaagcgcgaagccgaggcagcagccgagccc 240
       55   G  Q  P  C  W  K  R  N  G  D  D  T  S  A  V  E  K  R  E  A  E  A  A  A  E  P   80
      241 gaccggttctgcacgcggttcacaggctcctcatgctggaagcgtgacggcggcgccgtggcggccgaggaggtcaagcg 320
       81 D  R  F  C  T  R  F  T  G  S  S  C  W  K  R  D  G  G  A  V  A  A  E  E  V  K  R  107
      321 ctgctcaagcgaaggccaggcgtgctggaaggccaagcgcgccgcggcggccgtcaccaatgccatcgacgagggcaacg 400
      108  C  S  S  E  G  Q  A  C  W  K  A  K  R  A  A  A  A  V  T  N  A  I  D  E  G  N  A 134
      401 cccagaagatggcccgcgacgccgacccgggttggtgcaggcagttcctcggcatgccgtgctag 465
      135   Q  K  M  A  R  D  A  D  P  G  W  C  R  Q  F  L  G  M  P  C  *                  154

Chryphonectria_parasitica (Zhang, Baasiri, and Van Alfen 1998); accession - U92043)
        1 atgagatttaccgcaatcattgttgcggccgtgtccgtggccgccgcccacgcggctgtcgtgtccgagctggcggacaa 80
        1 M  R  F  T  A  I  I  V  A  A  V  S  V  A  A  A  H  A  A  V  V  S  E  L  A  D  K  27
       81 gcgtgaggccgacccatggtgcctcttccacggcgagggctgttggaagcgtgacgttgccgccgcccctgcccccatcg 160
       28  R  E  A  D  P  W  C  L  F  H  G  E  G  C  W  K  R  D  V  A  A  A  P  A  P  I  V 54
      161 tcgccaagcgcgaggccgcccctgtggctgaggccgatccctggtgcctcttccacggagaaggctgctggaagcgcgag 240
       55   A  K  R  E  A  A  P  V  A  E  A  D  P  W  C  L  F  H  G  E  G  C  W  K  R  E   80
      241 gccgagcctgaagccgtcgccgaccccgaagcctggtgtctcttccacggcgagggctgctggaaggagaagcgcgaggc 320
       81 A  E  P  E  A  V  A  D  P  E  A  W  C  L  F  H  G  E  G  C  W  K  E  K  R  E  A  107
      321 tgcccctgtccccgcccccgccgctgatcctgaggccgacccttggtgcctcttccacggcgaaggttgctggaaggaga 400
      108  A  P  V  P  A  P  A  A  D  P  E  A  D  P  W  C  L  F  H  G  E  G  C  W  K  E  K 134
      401 agcgtgaggctgcccccgcccccgaggccgaccctgaggcttggtgtctcttccacggtgagggctgctggaaggtcaag 480
      135   R  E  A  A  P  A  P  E  A  D  P  E  A  W  C  L  F  H  G  E  G  C  W  K  V  K   160
      481 cgcgccgtctacgcctttgccaacgctatccgtggcgccgctggtatccccgagtcccgctccgctgagatctccaacat 560



      161 R  A  V  Y  A  F  A  N  A  I  R  G  A  A  G  I  P  E  S  R  S  A  E  I  S  N  M  187
      561 gcgcggtggggcggcctacaatgccaagcgcgccgtgcaggacatcgccaccatgatggctggccgcacctcggagcctc 640
      188  R  G  G  A  A  Y  N  A  K  R  A  V  Q  D  I  A  T  M  M  A  G  R  T  S  E  P  P 214
      641 ctgagttcctgaagcagctcttcatcctggaacacttcggccccgacgccaacatcaccgcctttggccctcctcccacc 720
      215   E  F  L  K  Q  L  F  I  L  E  H  F  G  P  D  A  N  I  T  A  F  G  P  P  P  T   240
      721 gacgccgacgctgccccaatctccacggacgatgactcaaccaccaccaagcgcgatgccgacgccgagccctggtgcct 800
      241 D  A  D  A  A  P  I  S  T  D  D  D  S  T  T  T  K  R  D  A  D  A  E  P  W  C  L  267
      801 gttccacggcgaagggtgctggaagcggtccgaggaggcgggcagcagcgccgccaccagcctggccacccgcgacgcca 880
      268  F  H  G  E  G  C  W  K  R  S  E  E  A  G  S  S  A  A  T  S  L  A  T  R  D  A  S 294
      881 gccccgccgccgccgccttctgccccttcgagggctccagcacctgctacgcctccaagcgcgacttcgccgccgccgac 960
      295   P  A  A  A  A  F  C  P  F  E  G  S  S  T  C  Y  A  S  K  R  D  F  A  A  A  D   320
      961 aagcgcgcgtgcaaccagcccggcgaggcctgttacgtcgcccgctgcgccgccgaggccatcgtcaccgagatcgcgag 1040
      321 K  R  A  C  N  Q  P  G  E  A  C  Y  V  A  R  C  A  A  E  A  I  V  T  E  I  A  S  347
     1041 ctgggcgcctgccaagcgctccgccgaggccgtcgcggcgcgctggtgcctcttccacggcgagggctgctggaagcgcg 1120
      348  W  A  P  A  K  R  S  A  E  A  V  A  A  R  W  C  L  F  H  G  E  G  C  W  K  R  D 374
     1121 acgccatggacgatgtggtcgcccgctgcaatgccgacgacggtgcctgctcccaggcccgccgcgacctggggctatgc 1200
      375   A  M  D  D  V  V  A  R  C  N  A  D  D  G  A  C  S  Q  A  R  R  D  L  G  L  C   400
     1201 acaccgccgctcgcaacctgcttgactacctcaacgaggagtaggttgcgatccgtcatcagccactcttatcctcggcc 1280
      401 T  P  P  L  A  T  C  L  T  T  S  T  R  S  R  L  R  S  V  I  S  H  S  Y  P  R  P  427
     1281 tcgtgtgtatggggactttgagagagagaacccatggcaacatggagcggaacccgacaagataagtcttctgttctttt 1360
      428  R  V  Y  G  D  F  E  R  E  N  P  W  Q  H  G  A  E  P  D  K  I  S  L  L  F  F  S 454
     1361 cacttcttcgacaacatgctcattacgacgccatcgcctcgtcccatccgcatgcatacatacaaattttttctcttctt 1440
      455   L  L  R  Q  H  A  H  Y  D  A  I  A  S  S  H  P  H  A  Y  I  Q  I  F  S  L  L   480
     1441 ccttttctctcatcgagcacacgcgcaataccatcacgcagcttggcgttattcggtagggcggacaacaaaggacgact 1520
      481 P  F  L  S  S  S  T  R  A  I  P  S  R  S  L  A  L  F  G  R  A  D  N  K  G  R  L  507
     1521 gtctggtgaatatatcattacctgcagcaaggcgactcgtgagaaaactcgttttgaaatcaacatcagttaa 1593
      508  S  G  E  Y  I  I  T  C  S  K  A  T  R  E  K  T  R  F  E  I  N  I  S  *          530

Clavispora_lusitaniae (Identified in this study, accession - AAFT01000038)
        1 atgaaattttctttggctattatcttttccttggctgctgccgttgtttctgctgcaccagtggcacccgaatcctcttc 80
        1 M  K  F  S  L  A  I  I  F  S  L  A  A  A  V  V  S  A  A  P  V  A  P  E  S  S  S  27
       81 agacttccagatccctgaggaagccatcatctcttctcaagctcttggagacgaccaacttcctttgttattgggtgaag 160
       28  D  F  Q  I  P  E  E  A  I  I  S  S  Q  A  L  G  D  D  Q  L  P  L  L  L  G  E  G 54
      161 gaaatgccacctactttgtactcgtcaatggtactactttggccgaagcttacggaattaccaaaagagatgccgaagcc 240
       55   N  A  T  Y  F  V  L  V  N  G  T  T  L  A  E  A  Y  G  I  T  K  R  D  A  E  A   80
      241 tttgatgctacctacttgggaagctctgtggccaaaagagaggccaacgctgatgcatggggctggatccactttctcaa 320
       81 F  D  A  T  Y  L  G  S  S  V  A  K  R  E  A  N  A  D  A  W  G  W  I  H  F  L  N  107
      321 cactgacgtaattggaaagagagatgctgaacctaaatggaaatggatccatttccgtaacaccgacgtcattggtaaaa 400
      108  T  D  V  I  G  K  R  D  A  E  P  K  W  K  W  I  H  F  R  N  T  D  V  I  G  K  R 134
      401 gagacgccagtcccaagtggaaatggatcaagtttagaaatacagatgtcattggcaaaagagatgcagaggccgatgcc 480
      135   D  A  S  P  K  W  K  W  I  K  F  R  N  T  D  V  I  G  K  R  D  A  E  A  D  A   160
      481 tctcctaaatggaaatggatcaagttcagaaataccgacgtcattggcaagagagatgccgaagccgatgctgcgcccaa 560
      161 S  P  K  W  K  W  I  K  F  R  N  T  D  V  I  G  K  R  D  A  E  A  D  A  A  P  K  187
      561 gtggaaatggatcaaatttagaaacaccgatgtcattggaaagagagatgcaaacgctgctcctaaatggagatggatca 640
      188  W  K  W  I  K  F  R  N  T  D  V  I  G  K  R  D  A  N  A  A  P  K  W  R  W  I  N 214
      641 acttccgcaacaccgatgttatcggaaagagagaagcccaagag 684
      215   F  R  N  T  D  V  I  G  K  R  E  A  Q  E                                       228

Debaromyces_hansenii (Identified in this study, accession - ?)
        1 atgaagttttcaatatttgccttaactacgcttgttagtacaatatcattagctgctgctgcacccactcctgatagcac 80
        1 M  K  F  S  I  F  A  L  T  T  L  V  S  T  I  S  L  A  A  A  A  P  T  P  D  S  T  27
       81 agagacaggaaaatacgttgtcctggattaccttgttccagatgaagctattaataacaaggttgagataaccgatgacc 160
       28  E  T  G  K  Y  V  V  C  D  Y  L  V  P  D  E  A  I  N  N  K  V  E  I  T  D  D  Q 54
      161 aacaaccacttgtggtagaagaaagtggaaagaaatatgtcctcattgtgaatgctactttggccgaatcagtcatttcc 240
       55   Q  P  L  V  V  E  E  S  G  K  K  Y  V  L  I  V  N  A  T  L  A  E  S  V  I  S   80
      241 aaagcaggcattgacatcgagggattagaggctgcatttgctaagtcagacgatactgcatctgtctccaagagggacgc 320
       81 K  A  G  I  D  I  E  G  L  E  A  A  F  A  K  S  D  D  T  A  S  V  S  K  R  D  A  107
      321 caacgccgatgccgaggcaaagttccattggatgacatataggttcttccagcctaacttgaggaaaagagaagcgaatg 400
      108  N  A  D  A  E  A  K  F  H  W  M  T  Y  R  F  F  Q  P  N  L  R  K  R  E  A  N  A 134
      401 ctgatgctaagttccattggatgacataccgtttcttccagccaaacttgaaaaaaagagaagccaacgcagatgcagaa 480
      135   D  A  K  F  H  W  M  T  Y  R  F  F  Q  P  N  L  K  K  R  E  A  N  A  D  A  E   160
      481 gctaaatttcactggatgacatataggttcttccaacctaatttaaagaagagagaagccaatgctgaagccaatgcaga 560
      161 A  K  F  H  W  M  T  Y  R  F  F  Q  P  N  L  K  K  R  E  A  N  A  E  A  N  A  D  187
      561 tgcaaaatttcattggatgacatataggttcttccaacctaatttaaagaagagagaagccaacgcagatgcggaagcta 640
      188  A  K  F  H  W  M  T  Y  R  F  F  Q  P  N  L  K  K  R  E  A  N  A  D  A  E  A  K 214
      641 aatttcactggatgacttacagattcttccagccaaattta 681
      215   F  H  W  M  T  Y  R  F  F  Q  P  N  L                                          227

Fusarium_circinatum_MRC6213 (Sequenced for the first time in this study)
        1 nnctgcaacctcgactacaagggcaagccatgcgaggagatcgttgggcagggcgacaagaatgctgatgccatctgcaa 80
        1 X  C  N  L  D  Y  K  G  K  P  C  E  E  I  V  G  Q  G  D  K  N  A  D  A  I  C  K  27
       81 ggctggttgtgagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctcagcccgaccctgtcgctgatccca 160
       28  A  G  C  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  P  D  P  V  A  D  P  M 54
      161 tgccttggtgtactaggcgtggacagccctgctggaaggagaaggtgaaggctaagcgtgaagctattcccgagcctgtt 240
       55   P  W  C  T  R  R  G  Q  P  C  W  K  E  K  V  K  A  K  R  E  A  I  P  E  P  V   80
      241 gcagctcctcaacctgatcccgtcgctgatcccatgccatggtgtacctggcgcggacagccctgctggaaggagaagat 320
       81 A  A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  107
      321 gaaggccaaacgtgaagcttttcccgagcctgtcgcagcccctcagcccgatcctgttgctgaccctatgccctggtgca 400
      108  K  A  K  R  E  A  F  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T 134
      401 cttggcgcggtcaaccttgctggaaggaaaagatggccaaacgagaggccatcgccgagccagttgctgcaccccagcct 480
      135   W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P   160



      481 gatccagttgctgagccgatgccgtggtgcacctggcgaggccagccgtgctggaaggaaaagatgaaggccaagcgtga 560
      161 D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  187
      561 agctgaagctattcccgaacccatcgccgctcctcaaccgaatcccgttgccgatcccatgccttggtgtacctggcgtg 640
      188  A  E  A  I  P  E  P  I  A  A  P  Q  P  N  P  V  A  D  P  M  P  W  C  T  W  R  G 214
      641 gtcagccatgctggaaggagaagatggccaaacgcgaggctatccctgaaccagttgctgctccccaacccgaccctgtc 720
      215   Q  P  C  W  K  E  K  M  A  K  R  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V   240
      721 gccgaccccatgccctggtgcacctggaggggccaaccctgctggaaggagaagatggctaagcgtgaggctattgccga 800
      241 A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  267
      801 acccgttgccgctcctcagcctgatcctgtcgctgaacctatgccctggtgtacctggagaggtcagccttgctggaaag 880
      268  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E 294
      881 agaagatgagaatggctaagcgagagcctgaagctatccccgaacccgtcgctgcccccaagcctgatcccgttgctggg 960
      295   K  M  R  M  A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  G   320
      961 cctatgccctggtgcacatggcgcggaccgccctgctggaaggacaagatgaagctcaagacccgtgaagccgctcccgt 1040
      321 P  M  P  W  C  T  W  R  G  P  P  C  W  K  D  K  M  K  L  K  T  R  E  A  A  P  V  347
     1041 cgctgagcctgagcccaagccttggtgcatgtggcgcggacaaccctgctggaagatgaccaagcgcgccgctgcccccg 1120
      348  A  E  P  E  P  K  P W  C  M  W  R  G  Q  P  C  W  K  M  T  K  R  A  A  A  P  E 374
     1121 agcccgctcccgaggctgagaacgaacctagatggtgcatgtggcgaggtcagccttgctggaagaagaccaaacgtgat 1200
      375   P  A  P  E  A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D   400
     1201 gctactcccgagccttggtgcatgtggcgtggccagccatgctggaaggctaagcgcgacgctgctcccgagccctggtg 1280
      401 A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  P  W  C  427
     1281 tatgtggcgaggacagccatgctggaaagccaagcgtgatgccggtcaagctctctccaacgccctccacgcaactcgat 1360
      428  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S 454
     1361 ctctcgacacccgatccgccgacgcacccagcaccgctcatctcccccgcgacgccgcccacaaggccaagcgctccatc 1440
      455   L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I   480
     1441 gtcgagctcgccaacctgatcgccctctctgcgcgtggtagtcccgaggagtacttcaagagcctcgagcttgagacttt 1520
      481 V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  507
     1521 cttccctgatgcggctcccaacgctaccgccaagcgcgacctcaacactcttcaggaggataagcgctggtgcatgtggc 1600
      508  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  C  M  W  R 534
     1601 gaggacaaccttgctggaaggccaagcgcgctgctgaggcagttctcgatgccgtcgatggcgatgacggtgctactggt 1680
      535   G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G   560

Fusarium_circinatum_MRC7488 (Sequenced for the first time in this study)
        1 aagaatgctgatgccatctgcaaggctggtcgtgagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctca 80
        1 K  N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  27
       81 gcccgaccctgtcgctgatcccatgccatggtgtacctggcgcggacagccctgctggaaggagaagatgaaggccaaac 160
       28  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R 54
      161 gtgaagctattcccgagcctgtcgcagcccctcagcccgatcctgttgctgaccctatgccctggtgcacttggcgcggt 240
       55   E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G   80
      241 caaccttgctggaaggaaaagatggccaaacgagaggccatcgccgagccagttgctgcaccccagcctgatccagttgc 320
       81 Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  107
      321 tgagccgatgccgtggtgcacctggcgaggccagccgtgctggaaggaaaagatgaaggccaagcgtgaagctgaagcta 400
      108  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I 134
      401 ttcccgaacccatcgccgctcctcaaccgaatcccgttgccgatcccatgccttggtgtacctggcgtggtcagccatgc 480
      135   P  E  P  I  A  A  P  Q  P  N  P  V  A  D  P  M  P  W  C  T  W  R  G  Q  P  C   160
      481 tggaaggagaagatggccaaacgcgaggctatccctgaaccagttgctgctccccaacccgaccctgtcgccgaccccat 560
      161 W  K  E  K  M  A  K  R  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  187
      561 gccctggtgcacctggaggggccaaccctgctggaaggagaagatggctaagcgtgaggctattgccgaacccgttgccg 640
      188  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A 214
      641 ctcctcagcctgatcctgtcgctgaacctatgccctggtgtacctggagaggtcagccttgctggaaagagaagatgaga 720
      215   P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R   240
      721 atggctaagcgagagcctgagcccgttgctgcccctcaacctgatcctgttgctgagcctatgccttggtgtacctggcg 800
      241 M  A  K  R  E  P  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R  267
      801 cggacagccttgctggaaggagaagatgcgcatggccaagcgtgagcctgaagctatccccgaacccgtcgctgccccca 880
      268  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K 294
      881 agcctgatcccgttgctgagcctatgccctggtgcacatggcgcggacagccctgctggaaggacaagatgaagctcaag 960
      295   P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  D  K  M  K  L  K   320
      961 acccgtgaagccgctcccgtcgctgagcctgagcccaagccttggtgcatgtggcgcggacaaccctgctggaagaagac 1040
      321 T  R  E  A  A  P  V  A  E  P  E  P  K  P W  C  M  W  R  G  Q  P  C  W  K  K  T  347
     1041 caagcgcgccgctgcccccgagcccgctcccgaggctgagaacgaacctagatggtgcatgtggcgaggtcagccttgct 1120
      348  K  R  A  A  A  P  E  P  A  P  E  A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W 374
     1121 ggaagaagaccaaacgtgatgctactcctgagccttggtgcatgtggcgtggccagccatgctggaaggctaagcgcgac 1200
      375   K  K  T  K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D   400
     1201 gctgctcccgagccctggtgtatgtggcgaggacagccatgctggaaagccaagcgtgatgccggtcaagctctctccaa 1280
      401 A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  427
     1281 cgcccttcacgcaactcgatctctcgacacccgatccgccgacgcacccagcaccgctcatctcccccgcgacgccgccc 1360
      428  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H 454
     1361 acaaggccaagcgctccatcgtcgagctcgccaacctgatcgccctctctgcgcgtggtagtcccgaggagtacttcaag 1440
      455   K  A  K  R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K   480
     1441 agcctcgagcttgagactttcttccctgatgcggctcccaacgctaccgccaagcgcgacctcaacactcttcaggagga 1520
      481 S  L  E  L  E  T  F  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  507
     1521 taaacgctggtgcatgtggcgcggacaaccttgctggaagaacaagcgc 1569
      508  K  R W  C  M  W  R  G  Q  P  C  W  K  N  K  R                                  523

Fusarium_fujikuroi_MRC8532 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggctgctgtggtcggagctgcactcgcggcacctccgccctccgccatcgacagctt 80
        1 M  K  Y  S  F  V  T  L  A  A  V  V  G  A  A  L  A  A  P  P  P  S  A  I  D  S  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaatgccgatgccatctgcaaggctggccgtgagcatttctgcggccctcagaagcgtgatgccgttcctgagcctcag 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q   80
      241 cccgaccctgtcgctgatcctatgccttggtgtacatggcgtggacagccctgctggaaggaaaagatgaaagccaaacg 320



       81 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  107
      321 tgaagctattcccgagcctattgcagctcctcaacccgatcctgttgccgaccctatgccctggtgcacttggcgtggtc 400
      108  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q 134
      401 aaccttgctggaaggaaaagatggctaaacgagaggccatcgccgagccagttgctgcacccaagcctgatcccgttgct 480
      135   P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  K  P  D  P  V  A   160
      481 gagcccatgccgtggtgcacttggcgaggccagccatgctggaaggaaaagatgaaggccaagcgtgaagctgaagctat 560
      161 E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  187
      561 tcccgagcccatcgccgctcctcaacccgatcccgttgccgaccccatgccatggtgtacctggcgtggtcagccatgct 640
      188  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W 214
      641 ggaaagagaagatggccaaacgcgaggctatccctgaaccagttgctgctccccaacccgaccctgtcgccgatcccatg 720
      215   K  E  K  M  A  K  R  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M   240
      721 ccctggtgtacctggaggggccaaccctgttggaaggagaagatggctaagcgtgaggctattgctgaacccgtcgccgc 800
      241 P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  267
      801 tcctcaacctgatcctgtcgctgaacctatgccttggtgtacctggagaggtcagccttgctggaaagaaaagatacgca 880
      268  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  I  R  M 294
      881 tggccaagcgtgagcccatcgctgaaccagtcgctgctcctaagcccgaccctgtcgctgaacctatgccctggtgcact 960
      295   A  K  R  E  P  I  A  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T   320
      961 tggcgtggacagccctgctggaaggagaagatgaagctcaagacccgcgaagccgctcccgaggctgagaacgaacctag 1040
      321 W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E  A  A  P  E  A  E  N  E  P  R  347
     1041 atggtgcatgtggcgaggccagccttgctggaagaagaccaagcgtgatgctactcctgagccttggtgcatgtggcgtg 1120
      348 W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E  P  W  C  M  W  R  G 374
     1121 gacaaccttgttggaaggctaagcgcgacgctgctcccgagccctggtgtatgtggcgaggtcagccttgctggaaagcc 1200
      375   Q  P  C  W  K  A  K  R  D  A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A   400
     1201 aagcgtgatgctggtcaagctctctccaacgccctccacgcaactcgatctctcgacacccgatccgccgacgcacccag 1280
      401 K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A  P  S  427
     1281 caccgctcatctcccccgtgacgccgcccacaaggccaagcgctccatcgtcgagctcgccaacctgatcgccctctctg 1360
      428  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L  I  A  L  S  A 454
     1361 cccgcggcagtcccgaggagtacttcaagagcctcgagctcgagaccttcttccccgacgctgctcctaacgctaccgcc 1440
      455   R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  A  P  N  A  T  A   480
     1441 aagcgcgacctcaacactcttcaggaggataagcgctggtgcatgtggcgaggacagccttgctggaaggccaagcgcgc 1520
      481 K  R  D  L  N  T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  K  R  A  507
     1521 tgctgaggcagttctcgatgccgttgatggcgatgacggtgctactggtcctggaggtcccgactctcactacgatgctc 1600
      508  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  P  D  S  H  Y  D  A  R 534
     1601 gggatttcaaggctgagaactttgcggccaagcgagatctcattgctatcaaggcagcagctcgcagcattgccgacatg 1680
      535   D  F  K  A  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  R  S  I  A  D  M   560
     1681 cccgaggag 1689
      561 P  E  E                                                                          563

Fusarium_fujikuroi_MRC8534 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggccgcagacgtcggagctgcactcgcggcacctccgcgctccgccatcgacagctt 80
        1 M  K  Y  S  F  V  T  L  A  A  D  V  G  A  A  L  A  A  P  P  R  S  A  I  D  S  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaatgccgatgccatctgcaaggctggccgtgagcatttctgcggccctcagaagcgtgatgccgttcctgagcctcag 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q   80
      241 cccgaccctgtcgctgatcctatgccttggtgtacatggcgtggacagccctgctggaaggaaaagatgaaagccaaacg 320
       81 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  107
      321 tgaagctattcccgagcctattgcagctcctcaacccgatcctgttgccgaccctatgccctggtgcacttggcgtggtc 400
      108  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q 134
      401 aaccttgctggaaggaaaagatggctaaacgagaggccatcgccgagccagttgctgcacccaagcctgatcccgttgct 480
      135   P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  K  P  D  P  V  A   160
      481 gatcccatgccgtggtgcacttggcgaggccagccatgctggaaggaaaagatgaaggccaagcgtgaagctgaagctat 560
      161 D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  187
      561 tcccgagcccatcgccgctcctcaacccgatcccgttgccgaccccatgccatggtgtacctggcgtggtcagccatgct 640
      188  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W 214
      641 ggaaagagaagatggccaaacgcgaggctatccctgaaccagttgctgctccccaacccgaccctgtcgccgatcccatg 720
      215   K  E  K  M  A  K  R  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M   240
      721 ccctggtgtacctggaggggccaaccttgttggaaggagaagatggctaagcgtgaggctattgctgaacccgtcgccgc 800
      241 P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  267
      801 tcctcaacctgatcctgtcgctgaacctatgccttggtgtacctggagaggtcagccttgctggaaagaaaagatacgca 880
      268  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  I  R  M 294
      881 tggccaagcgtgagcccatcgctgaaccagtcgctgctcctaagcccgaccctgtcgctgaacctatgccctggtgcact 960
      295   A  K  R  E  P  I  A  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T   320
      961 tggcgtggacagccctgctggaaggagaagatgaagctcaagacccgcgaagccgctcccgaggctgagaacgaacctag 1040
      321 W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E  A  A  P  E  A  E  N  E  P  R  347
     1041 atggtgcatgtggcgaggccagccttgctggaagaagaccaagcgtgatgctactcctgagccttggtgcatgtggcgtg 1120
      348 W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E  P  W  C  M  W  R  G 374
     1121 gacaaccttgttggaaggctaagcgcgacgctgctcccgagccctggtgtatgtggcgaggtcagccatgctggaaagcc 1200
      375   Q  P  C  W  K  A  K  R  D  A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A   400
     1201 aagcgtgatgctggtcaagctctctccaacgccctccacgcaactcgatctctcgacacccgatccgccgacgcacccag 1280
      401 K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A  P  S  427
     1281 caccgctcattttccccgtgacgccgcccacaaggccaagcgctccatcgtcgagctcggcaacctgatcgccctctctg 1360
      428  T  A  H  F  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  G  N  L  I  A  L  S  A 454
     1361 cccgcggcagtcccgaggagtacttcaagagcctcgagctcgagaccttctttcccgacgctgctcctaacgctaccgcc 1440
      455   R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  A  P  N  A  T  A   480
     1441 aagcgcgacctcaacactcttcaggaggataagcgctggtgcatgtggcgaggacagccttgctggaaggccaagcgcgc 1520
      481 K  R  D  L  N  T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  K  R  A  507
     1521 tgctgaggcagttctcgatgccgttgatggcgatgacggtgctactggtcctggaggtccagactctcactacgatgctc 1600
      508  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  P  D  S  H  Y  D  A  R 534
     1601 gggatttcaaggctgagaactttgcggccaagcgagatctcattgctatcaaggcagcagctcgcagcattgccgacatg 1680
      535   D  F  K  A  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  R  S  I  A  D  M   560



     1681 cccgag 1686
      561 P  E                                                                             562

Fusarium_konzum_MRC8544 (Sequenced for the first time in this study)
        1 tgcaacctcgattacaagggcaagccatgcgaggagatcgttgggaagggcgacaagaatgccgatgccatctgcaaggc 80
        1 C  N  L  D  Y  K  G  K  P  C  E  E  I  V  G  K  G  D  K  N  A  D  A  I  C  K  A  27
       81 tggccgtgagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctcagcccgaccccgtcgctgatcccatgc 160
       28  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  P  D  P  V  A  D  P  M  P 54
      161 cctggtgtacttggcgtggacagccctgttggaaggagaaggtgaaggccaaacgtgaagctatccccgagcctgttgca 240
       55 W  C  T  W  R  G  Q  P  C  W  K  E  K  V  K  A  K  R  E  A  I  P  E  P  V  A   80
      241 gcccctcaacctgatcctgttgccgatcctatgccctggtgcacttggcgcggtcaaccttgctggaaggaaaagatggc 320
       81 A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  107
      321 taaacgagaggccatcgccgagccagttgctgcaccccagcctgacccagttgctgagccgatgccgtggtgcacttggc 400
      108  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R 134
      401 gaggccaaccatgctgcaaggaaaagatgaaggccaagcgtgtagctgaagctattccggagcccatcgccgctcctcaa 480
      135   G  Q  P  C  C  K  E  K  M  K  A  K  R  V  A  E  A  I  P  E  P  I  A  A  P  Q   160
      481 ccagatcccgttgctgaccctatgccctggtgtacctggcgtggtcagccatgctggaaggaaaagatggccaaacgcga 560
      161 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  187
      561 ggctatccctgaaccagttgctgctccccaacccgaccctgtcgccgaccccatgccgtggtgcctctggaggggccaac 640
      188  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  L  W  R  G  Q  P 214
      641 cctgctggaaggagaagatggctaagcgtgaggctattgccgaacccgttgccgctcctcagcctgatcctgtcgctgaa 720
      215   C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E   240
      721 cctatgccctggtgtacctggagaggtcagccttgctggaaggaaaagatgcgaatggctaaacgtgaggctattcccaa 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  A  I  P  K  267
      801 acctgttgctgcccctaaacctgatcctgttgctgagccgatgccttggtgcacatggcgaggtcagccttgctggaagg 880
      268  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  D 294
      881 acaagatgaagctcaagacccgtgaagccgctcccgttgctgagcccgaggccaagccttggtgcatgtggcgcggacaa 960
      295   K  M  K  L  K  T  R  E  A  A  P  V  A  E  P  E  A  K  P  W  C  M  W  R  G  Q   320
      961 ccctgctggaagaagaccaaacgcgccgctgcccctgagcccgctcccgaggctgagaacgagcctagatggtgcatgtg 1040
      321 P  C  W  K  K  T  K  R  A  A  A  P  E  P  A  P  E  A  E  N  E  P  R  W  C  M  W  347
     1041 gcgtggccagccatgctggaaggctaagcgcgacgctgctcccgagccctggtgtatgtggcgaggacagccatgctgga 1120
      348  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K 374
     1121 aagccaagcgtgatgccggtcaagctctctccaacgccctccacgcaactcgatctctcgacacccgatccgccgacgca 1200
      375   A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A   400
     1201 cccagcaccgctcacctcccccgcgacgccgcccacaaagctaagcgctccatcgtcgagctcgccaacctgatcgccct 1280
      401 P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L  I  A  L  427
     1281 ctctgcgcgtggtagtcccgaggagtacttcaagagcctcgagctcgagactttcttccccgacgctgctcctaacgcta 1360
      428  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  A  P  N  A  T 454
     1361 ccgccaagcgcgacctcaacacgcttcaggaggataagcgctggtgcatgtggcgaggacaaccttgctggaaggccaag 1440
      455   A  K  R  D  L  N  T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  K   480
     1441 cgcgctgctgaggcagttcttgatgccgtcgatggcgacgacggtgctactggt 1494
      481 R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G                             498

Fusarium_konzum_MRC8546 (Sequenced for the first time in this study)
        1 tgcaacctcgattacaagggcaagccatgcgaggagatcgttgggaagggcgacaagaatgctgatgccatctgcaaggc 80
        1 C  N  L  D  Y  K  G  K  P  C  E  E  I  V  G  K  G  D  K  N  A  D  A  I  C  K  A  27
       81 tggccgtgagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctcagcccgaccccgtcgctgatcccatgc 160
       28  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  P  D  P  V  A  D  P  M  P 54
      161 cctggtgtacttggcgtggacagccctgttggaaggagaaggtgaaggccaaacgtgaggctatccccgagcctgttgca 240
       55 W  C  T  W  R  G  Q  P  C  W  K  E  K  V  K  A  K  R  E  A  I  P  E  P  V  A   80
      241 gcccctcaacctgatcctgttgccgatcctatgccctggtgcacttggcgcggtcaaccttgctggaaggaaaagatggc 320
       81 A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  107
      321 taaacgagaggccatcgccgagccagttgctgcaccccagcctgacccagttgctgagccgatgccgtggtgcacttggc 400
      108  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R 134
      401 gaggccaaccatgctgcaaggaaaagatgaaggccaagcgtgaagctgaagctattccggagcccatcgccgctcctcaa 480
      135   G  Q  P  C  C  K  E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q   160
      481 ccagatcccgttgctgaccctatgccctggtgtacctggcgtggtcagccatgctggaaggaaaagatggccaaacgcga 560
      161 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  187
      561 ggctatccctgaaccagttgctgctccccaacccgaccctgtcgccgaccccatgccgtggtgcctctggaggggccaac 640
      188  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  L  W  R  G  Q  P 214
      641 cctgctggaaggagaagatggctaagcgtgaggctattgccgaacccgttgccgctcctcagcctgatcctgtcgctgaa 720
      215   C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E   240
      721 cctatgccctggtgtacctggagaggtcagccttgctggaaggaaaagatgcgaatggctaaacgtgaggctattcccga 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  A  I  P  E  267
      801 acctgttgctgcccctaaacctgatcctgttgctgagccgatgccttggtgcacatggcgaggtcagccttgctggaagg 880
      268  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  D 294
      881 acaagatgaagctcaagacccgtgaagccgctcccgttgctgagcccgaggccaagccttggtgcatgtggcgcggacaa 960
      295   K  M  K  L  K  T  R  E  A  A  P  V  A  E  P  E  A  K  P  W  C  M  W  R  G  Q   320
      961 ccctgctggaagaagaccaaacgcgccgctgcccctgagcccgctcccgaggctgagaacgagcctagatggtgcatgtg 1040
      321 P  C  W  K  K  T  K  R  A  A  A  P  E  P  A  P  E  A  E  N  E  P  R  W  C  M  W  347
     1041 gcgtggccagccatgctggaaggctaagcgcgacgctgctcccgagccctggtgtatgtggcgaggacagccatgctgga 1120
      348  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K 374
     1121 aagccaagcgtgatgccggtcaagctctctccaacgccctccacgcaactcgatctctcgacacccgatccgccgacgca 1200
      375   A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A   400
     1201 cccagcaccgctcacctcccccgcgacgccgcccacaaagctaagcgctccatcgtcgagctcgccaacctgatcgccct 1280
      401 P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L  I  A  L  427
     1281 ctctgcgcgtggtagtcccgaggagtacttcaagagcctcgagctcgagactttcttccccgacgctgctcctaacgcta 1360
      428  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  A  P  N  A  T 454
     1361 ccgctaagcgcgacctcaacacgcttcaggaggataagcgctggtgcatgtggcgaggacaaccttgctggaaggccaag 1440
      455   A  K  R  D  L  N  T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  K   480
     1441 cgcgctgctgaggcagttcttgatgccgtcgatggcgacgacggtgctactggt 1494



      481 R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G                             498

Fusarium_mangiferae_MRC7559 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggctgcggtgggcggagccgcactcgcggcacctccgccgtccgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  V  G  G  A  A  L  A  A  P  P  P  S  A  I  D  N  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaatgccgatgccatctgcaaggctggccgtgagcacttctgcggccctcagaagcgtgatgcagttcctgagcctcag 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q   80
      241 cctgaccctgtcgctgatcctatgccctggtgtacctggaggggccaaccatgctggaaggaaaagatgaaagccaaacg 320
       81 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  107
      321 tgaagctattcccgagcctattgcagctcctcaacctgatcccgttgctgatcctatgccttggtgtacctggcgaggac 400
      108  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q 134
      401 aaccctgttggaaggagaagatggctaaacgagaggccaccgccgagccagttgctgcacccaaccctgatccagttgct 480
      135   P  C  W  K  E  K  M  A  K  R  E  A  T  A  E  P  V  A  A  P  N  P  D  P  V  A   160
      481 gagccaatgccgtggtgcacttggcgaggccaaccatgctggaaggaaaagatgaaggccaagcgtgaggctgaagccat 560
      161 E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  187
      561 tcccgagcctatcgccgctcctaagcccgaccctgttgctgaacctatgccctggtgcacttggcgtggacaaccctgct 640
      188  P  E  P  I  A  A  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W 214
      641 ggaaggaaaagatgagaatggctaaacgcgaggctattcccgaacctgttgcagctcccaagcctgatcccgttgctgag 720
      215   K  E  K  M  R  M  A  K  R  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E   240
      721 cctatgccctggtgtacctggagaggtcagccttgctggaaggagaagatgcgcatggctaagcgtgagcctatcgccga 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  I  A  E  267
      801 accagttgctgccccgaagcccgaccctgttgctgagccaatgccttggtgcacatggcgaggccagccttgctggaagg 880
      268  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E 294
      881 aaaagatgcgcatggctaagcgtgagcctgaagctatccccgaacccgtcgctgcccccaagcctgaccctgttgctgag 960
      295   K  M  R  M  A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E   320
      961 cctatgccctggtgcacatggcgcggacagccctgctggaaggagaagatgaagctcaagacccgcgaggccgctcccgt 1040
      321 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E  A  A  P  V  347
     1041 tgctgagcccgagcccaagccttggtgcatgtggcgcggacaaccctgctggaagaagaccaagcgcgctgctgcccctg 1120
      348  A  E  P  E  P  K  P W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  A  A  A  P  E 374
     1121 aacccgctcccgaggctgagaacgaacccagatggtgcatgtggcgaggccagccttgctggaagaagaccaagcgtgat 1200
      375   P  A  P  E  A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D   400
     1201 gctactcccgagccttggtgcatgtggcgtggacaaccttgctggaaggctaagcgtgacgctactcccgaggcctggtg 1280
      401 A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  T  P  E  A  W  C  427
     1281 tatgtggcgaggacagccatgctggaaagccaagcgtgatgccagtcaagctctctccaacgccctccacgcaactcgat 1360
      428  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  S  Q  A  L  S  N  A  L  H  A  T  R  S 454
     1361 ctctcgacacccgatccgccgacgcacccagcaccgcccatctcccccgcgacgccgcccacaaggccaagcgctccatc 1440
      455   L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I   480
     1441 gtcgagctcgccaacctgatcgccctctctgcccgcggtagtcccgaggagtacttcaagagcctcgagctcgagacatt 1520
      481 V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  507
     1521 cttccccgacgctgctcccaacgctaccgccaagcgcgacctcaacactcttcaggaggataagcgctggtgcatgtggc 1600
      508  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  C  M  W  R 534
     1601 gaggacaaccttgctggaaagccaagcgggccgctgaggcagttctcgatgccgttgatggcgatgatggtgctactggt 1680
      535   G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G   560
     1681 cctggaggtcccgactctcactacgatgctcgggatttcaaggcagagaactttgcggccaagcgagatctcattgctat 1760
      561 P  G  G  P  D  S  H  Y  D  A  R  D  F  K  A  E  N  F  A  A  K  R  D  L  I  A  I  587
     1761 caaggcagcagctcgcagcattgccgacatgcccgaggaa 1800
      588  K  A  A  A  R  S  I  A  D  M  P  E  E                                           600

Fusarium_mangiferae_MRC8092 (Sequenced for the first time in this study)
        1 tgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgacaagaatgccgatgccatctgcaaggc 80
        1 C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K  N  A  D  A  I  C  K  A  27
       81 tggccgtgagcacttctgcggccctcagaagcgtgatgccgttcctgagcctcagcccgaccctgtcgctgatcctatgc 160
       28  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  P  D  P  V  A  D  P  M  P 54
      161 cctggtgtacttggcgtggacagccctgttggaaggacaagatgaaggcaaaacgtgaagctattcccgagcctgtcgca 240
       55 W  C  T  W  R  G  Q  P  C  W  K  D  K  M  K  A  K  R  E  A  I  P  E  P  V  A   80
      241 gcccctcaacccgatcccgttgctgatcctatgccttggtgtacctggcgcggacagccgtgttggaaggagaagatgaa 320
       81 A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  107
      321 ggctaaacgcgaggctatcccagagcctgtcgcagcccccaagcctgacccggttgccgaccccatgccctggtgcactt 400
      108  A  K  R  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  D  P  M  P  W  C  T  W 134
      401 ggcgcggtcaaccttgctggaaggaaaagatggctaaacgagaggccatcgccgagccagttgctgcaccccaacctgat 480
      135   R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D   160
      481 ccagttgctgagccgatgccgtggtgcacttggcgaggccagccttgctggaaagaaaagatgaaggccaagcgtgaagc 560
      161 P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  187
      561 tgaagctattcccgagcccatcgccgctcctcaacccgatcccgttgccgaccccatgccatggtgcacctggcgtggtc 640
      188  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q 214
      641 agccatgctggaaagaaaagatggctaaacgcgaggctatccctgaaccagttgctgctccccaacccgaccctgtcgcc 720
      215   P  C  W  K  E  K  M  A  K  R  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A   240
      721 gatcccatgccctggtgtacctggaggggccaaccctgctggaaggagaagatggctaagcgtgaggctattgccgaacc 800
      241 D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  267
      801 cgtcgcagctcctcagcctgaccctgttgctgaacctatgccttggtgtacctggagaggtcagccttgctggaaggaga 880
      268  V  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K 294
      881 agatgagaatgggcaagcgagagcctgagcccgttgctgcccctcaacctgatcctgttgcagagcctatgccttggtgc 960
      295   M  R  M  G  K  R  E  P  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C   320
      961 acctggcgcggacagccttgctggaaagaaaagatgcgcatggccaagcgtgagcctatcgctgaaccagttgctgctcc 1040
      321 T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  I  A  E  P  V  A  A  P  347
     1041 taagcccgatcctgtcgctgaacctatgacctggtgcacttggcgtggacagccctgctggaagaaaaagatgagaatgg 1120
      348  K  P  D  P  V  A  E  P  M  T W  C  T  W  R  G  Q  P  C  W  K  K  K  M  R  M  A 374
     1121 ctaagcgcgaggctattcccgaacctgttgcagctcccaagcctgaccccgttgctgagcctatgccctggtgcacatgg 1200
      375   K  R  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T  W   400



     1201 cgaggccagccttgctggaaggaaaagatgcgcatgaccaagcgtgagcctgaagctatccccgaacccgtcgctgcccc 1280
      401 R  G  Q  P  C  W  K  E  K  M  R  M  T  K  R  E  P  E  A  I  P  E  P  V  A  A  P  427
     1281 aaagcctgatcccgttgctgagcccaagccttggtgcacatggcgcggacaaccctgctggaagaagactaagcgcgctg 1360
      428  K  P  D  P  V  A  E  P  K  P W  C  T  W  R  G  Q  P  C  W  K  K  T  K  R  A  A 454
     1361 ctgcccctgaacccgctcccgaggctgagaacgaacctagatggtgcatgtggcgaggtcagccttgctggaagaagacc 1440
      455   A  P  E  P  A  P  E  A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T   480
     1441 aagcgtgatgctactcctgagccttggtgcatgtggcgtggacaaccttgctggaaggctaagcgcgacgctgctcccga 1520
      481 K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  507
     1521 gccctggtgtatgtggcgaggacagccgtgctggaaggccaagcgtgacgccggtcaagctctctccaacgccctgcacg 1600
      508  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A 534
     1601 cgactcgatctctcgacacccgatccgccgacgcacccagcaccgctcatctcccccgtgacgccgcccacaaggccaag 1680
      535   T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K   560
     1681 cgctccatcgtcgagctcgccaacctgatcgccctctctgcccgcggtagtcccgaggagtacttcaagagcctcgagct 1760
      561 R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  587
     1761 cgagaccttcttccccgacgctactcccaacgctaccgccaagcgcgacctcaacactcttcaggaggataagcgctggt 1840
      588  E  T  F  F  P  D  A  T  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  C 614
     1841 gcatgtggcgaggacaaccttgctggaaggccaagcgcgctgctgaggcagttctcgatgccgtcgatggcgacgacggt 1920
      615   M  W  R  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G   640
     1921 gctactggt 1929
      641 A  T  G                                                                          643

Fusarium_nygamai_MRC8546 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggttgtggtggccggagccgcacttgcggcgcctccgccgtctgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  V  V  V  A  G  A  A  L  A  A  P  P  P  S  A  I  D  N  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaacgctgatgccatctgcaaggctggccgtgagcacttctgcggtcctaatcagaagcgtgatgccgtccctgagcct 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  N  Q  K  R  D  A  V  P  E  P   80
      241 cagcccgaccctgttgctgatccgatgccctggtgtacttggcgtggacaaccctgttggaaggagaagatgaaggccaa 320
       81 Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  107
      321 gcgtgaagctattcccgggcctattgcagctcctcaacctgatcccgtcgctgatcctatgccttggtgtacctggaggg 400
      108  R  E  A  I  P  G  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G 134
      401 gccaaccctgctggaaggaaaagatgaaggctaagcgtgaagctgaagctattcccgagccaatcgccgctcctcaaccc 480
      135   Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q  P   160
      481 gatcccgttgccgaccccatgccatggtgtacctggcgtggccagccatgctggaaggagaagatggccaaacgcgaggc 560
      161 D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  187
      561 tatccctgaaccagttgctgctccccaacccgaccctgtcgccgaccccatgccctggtgcacctggaggggccaaccct 640
      188  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q  P  C 214
      641 gctggaaggagaagatggctaagcgtgaggccattgccgaacccgtcgccgctcctcagcctgaccctgttgctgaacct 720
      215   W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P   240
      721 atgccttggtgtacctggagaggtcagccttgctggaaggagaagatgagaatggctaagcgagagcctgagcccgttgc 800
      241 M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  P  V  A  267
      801 tgctcctcaacctgatcctgttgctgagcctatgccttggtgcacatggcgaggccagccttgctggaaggagaagatgc 880
      268  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R 294
      881 gcatggccaagcgtgagcctgaagctatccccgaacccgtcgctgctcccaagcctgatcccgttgctgagcctatgccc 960
      295   M  A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P   320
      961 tggtgcacatggcgcggacagccctgctggaaggagaagatgaagctcaagacccgcgaagccgctcccgaggctgagaa 1040
      321 W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E  A  A  P  E  A  E  N  347
     1041 tgaacctagatggtgcatgtggcgaggtcagccttgctggaagaagaccaagcgtgatgctactcctgagccttggtgca 1120
      348  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E  P  W  C  M 374
     1121 tgtggcgtggccagccctgctggaaggctaagcgcaacgctgcccccgagccctggtgtatgtggcgaggacagccatgc 1200
      375   W  R  G  Q  P  C  W  K  A  K  R  N  A  A  P  E  P  W  C  M  W  R  G  Q  P  C   400
     1201 tggaaagccaagcgtgatgccggtcaagctctctccaacgccctccacgcaactcgatctctcgacacccgatccgccga 1280
      401 W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  427
     1281 cgcacccagcaccgctcatctcccccgcgatgccgcccacaaggccaagcgctccatcgtcgagctcgccaacctgatcg 1360
      428  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L  I  A 454
     1361 ccctctctgctcgcggtagtcccgaggagtacttcaagagcctcaagctcgagaccttcttccccgacgctgctcccaac 1440
      455   L  S  A  R  G  S  P  E  E  Y  F  K  S  L  K  L  E  T  F  F  P  D  A  A  P  N   480
     1441 gctaccgccaagcgcgacctcaacactcttcaggaggataagcgctggtgcatgtggcgaggacaaccttgctggaaggc 1520
      481 A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  507
     1521 caagcgcgctgctgaggcagttctcgatgccgtcgatggcgatgatggtgctactggtcctggaggtcccgactctcact 1600
      508  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  P  D  S  H  Y 534
     1601 acgatactcgggatttcaagtctgagaactttgcggctaagcgagatctcattgctatcaaggcagcagctcgcagcatt 1680
      535   D  T  R  D  F  K  S  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  R  S  I   560
     1681 gccgacatgcccgaggag 1698
      561 A  D  M  P  E  E                                                                 566

Fusarium_nygamai_MRC8547 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctgggagcagcctccggagccgcacttgcggcgcctccgccgtctgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  G  A  A  S  G  A  A  L  A  A  P  P  P  S  A  I  D  N  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaacgctgatgccatctgcaaggctggccgtgagcacttctgcggtcctaatcagaagcgtgatgctgtccctgagcct 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  N  Q  K  R  D  A  V  P  E  P   80
      241 aagcccgaccctgttgctgatccgataccctggtgtacctggcgaggacaaccctgttggaaggagaagatgaagggcaa 320
       81 K  P  D  P  V  A  D  P  I  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  G  K  107
      321 gcgcgaggctatccccgagcctgtcgcagcccctcaacccaatccagttgccgaccccatgccctggtgcacttggcgcg 400
      108  R  E  A  I  P  E  P  V  A  A  P  Q  P  N  P  V  A  D  P  M  P  W  C  T  W  R  G 134
      401 gtcagccttgctggaaggaaaagatggctaaacgagaggccatcgccgagccagttgctgcaccccagcctgatccagtt 480
      135   Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V   160
      481 gctgagccgatgccgtggtgcacttggcgaggccagccatgctggaaggaaaagatgaaggccaagcgtgaagctgaagc 560



      161 A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  187
      561 tatccccgagcccatcgccgctcctcaacccgaccccgttgccgaccccatgccatggtgtacctggagaggtcagcctt 640
      188  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q  P  C 214
      641 gctggaaggagaagatgagaatggctaagcgagagcctgagcccgttgctgctcctcaacctgatcctgttgctgagcct 720
      215   W  K  E  K  M  R  M  A  K  R  E  P  E  P  V  A  A  P  Q  P  D  P  V  A  E  P   240
      721 atgccttggtgcacatggcgcggacagccttgctggaaagaaaagatgcgcatggccaagcgtgaggccatcgctgaacc 800
      241 M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  A  I  A  E  P  267
      801 agttgctgctcctaagcccgacccggtcgccgaacctatgccctggtgcacttggcgaggtcagccttgctggaagaaga 880
      268  V  A  A  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  K  T 294
      881 ccaagcgtgatgctactcctgagccttggtgcatgtggcgtggccagccctgctggaaggctaagcgcaacgctgccccc 960
      295   K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  N  A  A  P   320
      961 gagccctggtgtatgtggcgaggacagccatgctggaaagccaagcgtgatgccggtcaagctctctccaacgccctcca 1040
      321 E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  347
     1041 cgcaactcgatctctcgatacccgatccgccgacgcacccagcaccgctcatctcccccgcgatgccgcccacaaggcca 1120
      348  A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K 374
     1121 agcgctccatcgtcgagctcgccaacctgatcgccctctctgctcgcggtagtcccgaggagtacttcaagagcctcgag 1200
      375   R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E   400
     1201 ctcgagaccttcttccccgacgctgctcccaacgctaccgccaagcgcgacctcaacactcttcaggaggataagcgctg 1280
      401 L  E  T  F  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  427
     1281 gtgcatgtggcgaggacaaccttgctggaaggccaagcgcgctgctgaggcagttctcgatgccgtcgatggcgatgatg 1360
      428  C  M  W  R  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G 454
     1361 gtgctactggtcctggaggtcccgactctcactacgatactcgggatttcaagtctgagaactttgcggctaagcgagat 1440
      455   A  T  G  P  G  G  P  D  S  H  Y  D  T  R  D  F  K  S  E  N  F  A  A  K  R  D   480
     1441 ctcattgctatcaaggcagcagctcgcagcattgccgacatgcccgaggaa 1491
      481 L  I  A  I  K  A  A  A  R  S  I  A  D  M  P  E  E                                497

Fusarium_oxysporum (Identified in this study, accession - AAXH01000548)
        1 atgaaatactccttcgttactctggccgcggtggccggagccgcactcgcagcgcctccgccgtccgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  V  A  G  A  A  L  A  A  P  P  P  S  A  I  D  N  F  27
       81 tggcccagatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaatgccgatgccatctgtaaggctggccgtgagcacttctgcggtcctcagaagcgtgatgccgttcctgagcctcag 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q   80
      241 cccgaccccgtcgctgatccgatgccctggtgtacttggcgcggacagccctgttggaaggagaagatgaaggctaagcg 320
       81 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  107
      321 cgaggctatccccgagcctgttgcagctcctcaacccgatcccgttgccgaccccatgccttggtgcacttggcgcggtc 400
      108  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q 134
      401 aaccttgctggaaggaaaagatggctaaacgagaggccatcgccgagccagttgctgcagcccagccggatccagttgcc 480
      135   P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  A  Q  P  D  P  V  A   160
      481 gagccaatgccgtggtgcacttggcgtggccagccatgctggaaggaaaagatgaaggccaagcgtgaggctgaagctat 560
      161 E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  187
      561 tcccgagcccatcgccgctcctcaacctgatcccgttgccgaccccatgccctggtgtacctggcgtggtcagccatgct 640
      188  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W 214
      641 ggaaggagaagatggccaaacgcgaggctatccctgaaccagttgctgctccccaacccgaccctgtcgccgaccccatg 720
      215   K  E  K  M  A  K  R  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M   240
      721 ccctggtgcacctggagaggtcagccttgctggaaggagaagatgagaatggccaagcgagagcctgagcccgttgctgc 800
      241 P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  P  V  A  A  267
      801 ccctcaacctgatcctgttgctgagcctatgccctggtgcacatggcgcggacaaccgtgctggaagaagaccaagcgtg 880
      268  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  K  T  K  R  A 294
      881 ccgctgcccccgaacccgctcccgaggctgagaacgaacctagatggtgcttgtggcgaggtcagccgtgctggaagaag 960
      295   A  A  P  E  P  A  P  E  A  E  N  E  P  R W  C  L  W  R  G  Q  P  C  W  K  K   320
      961 accaagcgtgatgctactcctgagccttggtgcttgtggcgtggccagccctgctggaaggctaagcgcgacgctgctcc 1040
      321 T  K  R  D  A  T  P  E  P W  C  L  W  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  347
     1041 cgagccctggtgtatgtggcgaggacagccatgctggaaggctaagcgtgatgccggtcaagctctctccaacgccctcc 1120
      348  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H 374
     1121 acgcaactcgatctctcgacacccgatccgccgacgcacccagcaccgctcatcttccccgcgacgccgcccacaaggcc 1200
      375   A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A   400
     1201 aagcgctccatcgtcgagctcgccaacctgatcgccctctctgcgcgtggtagtcccgaggagtacttcaagagcctcga 1280
      401 K  R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  427
     1281 gcttgaaaccttcttccccgatgctgcccccaacgctaccgccaagcgcgatctcaacactcttcaggaggataagcgct 1360
      428  L  E  T  F  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W 454
     1361 ggtgcatgtggcgaggacaaccttgctggaaggccaagcgcgctgctgaggcagttctcgatgccgtcgatggcgatgat 1440
      455   C  M  W  R  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D   480
     1441 ggtgctactggtcctggaggtcccgactctcactacgatactcgggactttaagtctgagaactttgcggctaagcgaga 1520
      481 G  A  T  G  P  G  G  P  D  S  H  Y  D  T  R  D  F  K  S  E  N  F  A  A  K  R  D  507
     1521 tctcattgccatcaaggcagcagctcgtagcattgccgacatgtccgaggaa 1572
      508  L  I  A  I  K  A  A  A  R  S  I  A  D  M  S  E  E                               524

Fusarium_proliferatum_MRC8549 (Sequenced for the first time in this study)
        1 gacaagaatgccgatgccatctgcaaggctggccgtgagcacttctgcggtcctcagaagcgtgatgcagttcctgagcc 80
        1 D  K  N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  27
       81 tcagcccgaccctgtcgctgaccctatgccctggtgtacttggcgtggacagccctgctggaaggagaagatgaaggcca 160
       28  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K 54
      161 aacgtgaagctattcccgagcctattgcagctcctcaacctgatccagttgctgagccaatgccgtggtgcacttggcga 240
       55   R  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R   80
      241 ggccaaccttgctggaaagaaaagatggctaagcgtgaggctattgccgaacccgtcgccgctcctcaacccgatcccgt 320
       81 G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  107
      321 tgccgaccccatgccatggtgtacctggcgtggtcagccatgctggaaagagaagatggccaaacgcgaggctatccctg 400
      108  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  P  E 134
      401 aaccagttgctgctccccaacccgaccctgtcgccgatcccatgccctggtgtacctggaggggccaaccttgctggaaa 480



      135   P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K   160
      481 gaaaagatggctaagcgtgaggctattgccgaacccgtcgccgctcctcaacctgatcctgtcgctgaacctatgccttg 560
      161 E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  187
      561 gtgtacctggagaggtcagccttgctggaaggagaagatgagaatggccaagcgagagcctgagcccgttgctgcccctc 640
      188  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  P  V  A  A  P  Q 214
      641 aacctgatcctgttgctgagcctatgccttggtgcacctggcgcggacaaccttgctggaaagaaaagatgcgcatggcc 720
      215   P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A   240
      721 aagcgtgagcccatcgctgaaccagtcgctgctcctaagcccgaccctgtcgctgaacctatgccctggtgcacttggcg 800
      241 K  R  E  P  I  A  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T  W  R  267
      801 cggacagccctgctggaaggaaaagatgagaatggctaagcgtgagcctgaagctgtccccgaacccgtcgccgctcctc 880
      268  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  A  V  P  E  P  V  A  A  P  Q 294
      881 aacccgatcccgttgccgaccccatgccatggtgtacctggcgtggtcagccatgctggaaagagaagatggccaaacgc 960
      295   P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R   320
      961 gaggctatccctgaaccagttgctgctcctaagcccgaccctgtcgctgaacctatgccctggtgcacttggcgcggaca 1040
      321 E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T  W  R  G  Q  347
     1041 gccctgctggaaggaaaagatgagaatggctaagcgtgagcctgaagctgtccccgaacccgtcgctgcccccaagcctg 1120
      348  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  A  V  P  E  P  V  A  A  P  K  P  D 374
     1121 atcctgttgctgagcctatgccctggtgcacatggcgtggacagccctgctggaaggagaagatgaagctcaagactcgc 1200
      375   P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R   400
     1201 gaggccgctcccgttgctgagcctgagcccaaaccttggtgcatgtggcgcggacaaccctgctggaagaagaccaagcg 1280
      401 E  A  A  P  V  A  E  P  E  P  K  P W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  427
     1281 cgccgctgcccctgaacccgcccccgaggctgagaacgaacctagatggtgcatgtggcgaggccagccttgctggaaga 1360
      428  A  A  A  P  E  P  A  P  E  A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K 454
     1361 agaccaagcgtgatgctacacctgagccttggtgcatgtggcgtggacaaccttgctggaaggctaagcgcgacgctgct 1440
      455   T  K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  A   480
     1441 cccgagccctggtgtatgtggcgaggtcagccatgctggaaagccaagcgtgatgccggtcaagctctctccaacgccct 1520
      481 P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  507
     1521 ccgcgcaactcgatctctcgacacccgatccgccgacgcacccagcaccgcccatctcccacgcgacgccgcccacaagg 1600
      508  R  A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A 534
     1601 ccaagcgctccatcgtcgagctcgccaacctaggcgccctctctgcccgcggtagtcccgaggagtacttcaagagcctc 1680
      535   K  R  S  I  V  E  L  A  N  L  G  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L   560
     1681 gagctcgagaccttcttccccgacgctgctcctaacgctaccgccaagcgcgacctcaacactctacaggaagataagcg 1760
      561 E  L  E  T  F  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  587
     1761 ctggtgtatgtggcgaggacaaccttgctggaaggccaagcgc 1803
      588 W  C  M  W  R  G  Q  P  C  W  K  A  K  R                                        601

Fusarium_proliferatum_MRC8550 (Sequenced for the first time in this study)
        1 nagaatgccgatgccatctgcaaggctggccgtgagcacttctgcggtcctcagaagcgtgatgcagttcctgagcctca 80
        1 X  N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  27
       81 gcccgaccctgtcgctgaccctatgccctggtgtacttggcgtggacagccctgctggaaggagaagatgaaggccaaac 160
       28  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R 54
      161 gtgaagctattcccgagcctattgcagctcctcaacctgatccagttgctgagccaatgccgtggtgcacttggcgaggc 240
       55   E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R  G   80
      241 caaccttgctggaaagaaaagatggctaagcgtgaggctattgccgaacccgtcgccgctcctcaacccgatcccgttgc 320
       81 Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  107
      321 cgaccccatgccatggtgtacctggcgtggtcagccatgctggaaagagaagatggccaaacgcgaggctatccctgaac 400
      108  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  P  E  P 134
      401 cagttgctgctccccaacccgaccctgtcgccgatcccatgccctggtgtacctggaggggccaaccttgctggaaagaa 480
      135   V  A  A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E   160
      481 aagatggctaagcgtgaggctattgccgaacccgtcgccgctcctcaacctgatcctgtcgctgaacctatgccttggtg 560
      161 K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  187
      561 tacctggagaggtcagccttgctggaaggagaagatgagaatggccaagcgagagcctgagcccgttgctgcccctcaac 640
      188  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  P  V  A  A  P  Q  P 214
      641 ctgatcctgttgctgagcctatgccttggtgcacctggcgcggacaaccttgctggaaagaaaagatgcgcatggccaag 720
      215   D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K   240
      721 cgtgagcccatcgctgaaccagtcgctgctcctaagcccgaccctgtcgctgaacctatgccctggtgcacttggcgcgg 800
      241 R  E  P  I  A  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T  W  R  G  267
      801 acagccctgctggaaggaaaagatgagaatggctaagcgtgagcctgaagctgtccccgaacccgtcgccgctcctcaac 880
      268  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  A  V  P  E  P  V  A  A  P  Q  P 294
      881 ccgatcccgttgccgaccccatgccatggtgtacctggcgtggtcagccatgctggaaagagaagatggccaaacgcgag 960
      295   D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E   320
      961 gctatccctgaaccagttgctgctcctaagcccgaccctgtcgctgaacctatgccctggtgcacttggcgcggacagcc 1040
      321 A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T  W  R  G  Q  P  347
     1041 ctgctggaaggaaaagatgagaatggctaagcgtgagcctgaagctgtccccgaacccgtcgctgcccccaagcctgatc 1120
      348  C  W  K  E  K  M  R  M  A  K  R  E  P  E  A  V  P  E  P  V  A  A  P  K  P  D  P 374
     1121 ctgttgctgagcctatgccctggtgcacatggcgtggacagccctgctggaaggagaagatgaagctcaagactcgcgag 1200
      375   V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E   400
     1201 gccgctcccgttgctgagcctgagcccaaaccttggtgcatgtggcgcggacaaccctgctggaagaagaccaagcgcgc 1280
      401 A  A  P  V  A  E  P  E  P  K  P W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  A  427
     1281 cgctgcccctgaacccgcccccgaggctgagaacgaacctagatggtgcatgtggcgaggccagccttgctggaagaaga 1360
      428  A  A  P  E  P  A  P  E  A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T 454
     1361 ccaagcgtgatgctacacctgagccttggtgcatgtggcgtggacaaccttgctggaaggctaagcgcgacgctgctccc 1440
      455   K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  A  P   480
     1441 gagccctggtgtatgtggcgaggtcagccatgctggaaagccaagcgtgatgccggtcaagctctctccaacgccctccg 1520
      481 E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  R  507
     1521 cgcaactcgatctctcgacacccgatccgccgacgcacccagcaccgcccatctcccacgcgacgccgcccacaaggcca 1600
      508  A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K 534
     1601 agcgctccatcgtcgagctcgccaacctaatcgccctctctgcccgcggtagtcccgaggagtacttcaagagcctcgag 1680
      535   R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E   560
     1681 ctcgagaccttcttccccgacgctgctcctaacgctaccgccaagcgcgacctcaacactcttcaggaggataagcgctg 1760
      561 L  E  T  F  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  587



     1761 gtgtatgtggcgaggacaaccttgctggaagaccaagcgcgctgctgaggcggtactcgatgccgtcgatggcgatgatg 1840
      588  C  M  W  R  G  Q  P  C  W  K  T  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G 614
     1841 gtgctactggccctggaggccccgactctcactacgatactcaggatttcagggctgagaactttgcggctaagcgagat 1920
      615   A  T  G  P  G  G  P  D  S  H  Y  D  T  Q  D  F  R  A  E  N  F  A  A  K  R  D   640
     1921 ctcattgctatcaaggcagcagctcgcagcattgccgacatgccggaggaa 1971
      641 L  I  A  I  K  A  A  A  R  S  I  A  D  M  P  E  E                                657

Fusarium_sacchari_MRC8551 (Sequenced for the first time in this study)
        1 tgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgacaagaatgccgatgccatctgcaaggc 80
        1 C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K  N  A  D  A  I  C  K  A  27
       81 tggccgtgagcacttctgcggccctcagaagcgtgatgccgttcctgagcctcagcccgaccctgtcgctgatcctatgc 160
       28  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  P  D  P  V  A  D  P  M  P 54
      161 cctggtgtacttggcgtggacagccctgttggaaggacaagatgaaggcaaaacgtgaagctattcccgagcctgtcgcg 240
       55 W  C  T  W  R  G  Q  P  C  W  K  D  K  M  K  A  K  R  E  A  I  P  E  P  V  A   80
      241 gcccctcaacccgatcccgttgctgatcctatgccttggtgtacctggcgcggacagccgtgttggaaggagaagatgaa 320
       81 A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  107
      321 ggctaaacgcgaggctatcccagagcctgtcgcagcccccaagcctgacccggttgccgaccccatgccctggtgcactt 400
      108  A  K  R  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  D  P  M  P  W  C  T  W 134
      401 ggcgcggtcaaccttgctggaaggaaaagatggctaaacgagaggccatcgccgagccagttgctgcaccccaacctgat 480
      135   R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D   160
      481 ccagttgctgagccgatgccgtggtgcacttggcgaggccagccttgctggaaggaaaagatgaaggccaagcgtgaagc 560
      161 P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  187
      561 tgaagctattcccgagcccatcgccgctcctcaacccgatcccgttgccgaccccatgccatggtgcacctgccgtggtc 640
      188  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  C  R  G  Q 214
      641 agccatgctggaaagaaaagatggctaaacgcgaggctatccctgaaccagttgctgctccccaacccgagcctgtcgcc 720
      215   P  C  W  K  E  K  M  A  K  R  E  A  I  P  E  P  V  A  A  P  Q  P  E  P  V  A   240
      721 gatcccatgccctggtgtacctggaggggccaaccctgctggaaggagaagatggctaagcgtgaggctattgccgaacc 800
      241 D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  267
      801 cgtcgcagctcctcagcctgaccctgttgctgaacctatgccttggtgtacctggagaggtcagccttgctggaaggaga 880
      268  V  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K 294
      881 agatgagaatggacaagcgagagcctgagcccgttgctgcccctcaacctgatcctgttgcagagcctatgccttggtgc 960
      295   M  R  M  D  K  R  E  P  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C   320
      961 acctggcgcggacagccttgctggaaagaaaagatgcgcatggccaagcgtgagcctatcgctgaaccagttgctgctcc 1040
      321 T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  I  A  E  P  V  A  A  P  347
     1041 taagcccgatcctgtcgctgaacctatgccctggtgcacttggcgtggacagccctgctggaaggaaaagatgagaatgg 1120
      348  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A 374
     1121 ctaagcgcgaggctattcccgaacctgttgcagctcccaagcctgaccccgttgctgagcctatgccctggtgcacatgg 1200
      375   K  R  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T  W   400
     1201 cgaggccagccttgctggaaggaaaagatgcgcatggccaagcgtgagcctgaagctatccccgaacccgtcgctgcccc 1280
      401 R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  427
     1281 aaagcctgaccccgttgctgagcccaagccttggtgcacatggcgcggacaaccctgctggaagaagactaagcgcgctg 1360
      428  K  P  D  P  V  A  E  P  K  P W  C  T  W  R  G  Q  P  C  W  K  K  T  K  R  A  A 454
     1361 ctgcccctgaacccgctcccgaggctgagaacgaacctagatggtgcatgtggcgaggtcagccttgctggaagaagacc 1440
      455   A  P  E  P  A  P  E  A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T   480
     1441 aagcgtgatgctactcctgagccttggtgcatgtggcgtggacaaccttgctggaaggctaagcgcgacgctgctcccga 1520
      481 K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  507
     1521 gccctggtgtatgtggcgaggacagccgtgctggaaggccaagcgtgacgccggtcaagctctctccaacgccctgcacg 1600
      508  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A 534
     1601 cgactcgatctctcgacacccgatccgccgacgcacccagcaccgctcatctcccccgtgacgccgcccacaaggccaag 1680
      535   T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K   560
     1681 cgctccatcgtcgagctcgccaacctgatcgccctctctgcccgcggtagtcccgaggagtacttcaagagcctcgagct 1760
      561 R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  587
     1761 cgagaccttcttccccgacgctactcccaacgctaccgccaagcgcgacctcaacactcttcaggaggataagcgctggt 1840
      588  E  T  F  F  P  D  A  T  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  C 614
     1841 gcatgtggcgaggacaaccttgctggaaggccaagcgcgctgctgaggcagttctcgatgccgtcgatggcgatgatggt 1920
      615   M  W  R  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G   640
     1921 gctactggtcctggaggccccgactctcactacgatacccgggatttcaaggctgagaactttgcggctaagcgagatct 2000
      641 A  T  G  P  G  G  P  D  S  H  Y  D  T  R  D  F  K  A  E  N  F  A  A  K  R  D  L  667
     2001 cattgccatcaaggccgcagctcgcagcattgccgacatgcccgaggag 2049
      668  I  A  I  K  A  A  A  R  S  I  A  D  M  P  E  E                                  683

Fusarium_sacchari_MRC8552 (Sequenced for the first time in this study)
        1 ctcgttggaaagggcgacaagaatgccgatgccatctgcaaggctggccgtgagcacttctgcggccctcagaagcgtga 80
        1 L  V  G  K  G  D  K  N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  27
       81 tgccgttcctgagcctcagcccgaccctgtcgctgatcctatgccctggtgtacttggcgtggacagccctgttggaagg 160
       28  A  V  P  E  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  D 54
      161 acaagatgaaggcaaaacgtgaagctattcccgagcctgtcgcagcccctcaacccgatcccgttgctgatcctatgcct 240
       55   K  M  K  A  K  R  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P   80
      241 tggtgtacctggcgcggacagccgtgttggaaggagaagatgaaggctaaacgcgaggctatcccagagcctgtcgcagc 320
       81 W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  I  P  E  P  V  A  A  107
      321 ccccaagcctgacccggttgccgaccccatgccctggtgcacttggcgcggtcaaccttgctggaaggaaaagatggcta 400
      108  P  K  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K 134
      401 aacgagaggccatcgccgagccagttgctgcaccccaacctgatccagttgctgagccgatgccgtggtgcacttggcga 480
      135   R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R   160
      481 ggccagccttgctggaaggaaaagatgaaggccaagcgtgaagctgaagctattcccgagcccatcgccgctcctcaacc 560
      161 G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q  P  187
      561 cgatcccgttgccgaccccatgccatggtgcacctggcgtggtcagccatgctggaaagaaaagatggctaaacgcgagg 640
      188  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A 214
      641 ctatccctgaaccagttgctgctccccaacccgaccctgtcgccgatcccatgccctggtgtacctggaggggccaaccc 720
      215   I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q  P   240
      721 tgctggaaggagaagatggctaagcgtgaggctattgccgaacccgtcgcagctcctcagcctgaccctgttgctgaacc 800



      241 C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  267
      801 tatgccttggtgtacctggagaggtcagccttgctggaaggagaagatgagaatggccaagcgagagcctgagcccgttg 880
      268  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  P  V  A 294
      881 ctgcccctcaacctgatcctgttgcagagcctatgccttggtgcacctggcgcggacagccttgctggaaagaaaagatg 960
      295   A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M   320
      961 cgcatggccaagcgtgagcctatcgctgaaccagttgctgctcctaagcccgatcctgtcgctgaacctatgccttggtg 1040
      321 R  M  A  K  R  E  P  I  A  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  347
     1041 cacttggcgtggacagccctgctggaaggaaaagatgagaatggctaagcgcgaggctattcccgaacctgttgcagctc 1120
      348  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  A  I  P  E  P  V  A  A  P 374
     1121 ccaagcctgaccccgttgctgagcctatgccctggtgcacatggcgaggccagccttgctggaaggaaaagatgcgcatg 1200
      375   K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M   400
     1201 gccaagcgtgagcctgaagctatccccgaacccgtcgctgccccaaagcctgaccccgttgctgagcccaagccttggtg 1280
      401 A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  P  K  P  W  C  427
     1281 cacatggcgcggacaaccctgctggaagaagactaagcgcgctgctgcccctgaacccgctcccgaggctgagaacgaac 1360
      428  T  W  R  G  Q  P  C  W  K  K  T  K  R  A  A  A  P  E  P  A  P  E  A  E  N  E  P 454
     1361 ctagatggtgcatgtggcgaggtcagccttgctggaagaagaccaagcgtgatgctactcctgagccttggtgcatgtgg 1440
      455   R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E  P  W  C  M  W   480
     1441 cgtggacaaccttgctggaaggctaagcgcgacgctgctcccgagccctggtgtatgtggcgaggacagccgtgctggaa 1520
      481 R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K  507
     1521 ggccaagcgtgacgccggtcaagctctctccaacgccctgcacgcgactcgatctctcgacacccgatccgccgacgcac 1600
      508  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A  P 534
     1601 ccagcaccgctcatctcccccgtgacgccgcccacaaggccaagcgctccatcgtcgagctcgccaacctgatcgccctc 1680
      535   S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L  I  A  L   560
     1681 tctgcccgcggtagtcccgaggagtacttcaagagcctcgagctcgagaccttcttccccgacgctactcccaacgctac 1760
      561 S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  T  P  N  A  T  587
     1761 cgccaagcgcgacctcaacactcttcaggaggataagcgctggtgcatgtggcgaggacaaccttgctggaaggccaagc 1840
      588  A  K  R  D  L  N  T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  K  R 614
     1841 gcgctgctgaggcagttctcgatgccgtcgatggcgatgatggtgctactggtcctggaggccccgactctcactacgat 1920
      615   A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  P  D  S  H  Y  D   640
     1921 acccgggatttcaaggctgagaactttgcggctaagcgagatctcattgccatcaaggccgcagctcgcagcattgccga 2000
      641 T  R  D  F  K  A  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  R  S  I  A  D  667
     2001 catgcccgaggaagtg 2016
      668  M  P  E  E  V                                                                   672

Fusarium_sterilihyphosum_MRC8105 (Sequenced for the first time in this study)
        1 tgcaacctcgattacaagggcaagccatgcgaggagatcgttgggaagggcgacaagaatgctgatgccacctgcaaggc 80
        1 C  N  L  D  Y  K  G  K  P  C  E  E  I  V  G  K  G  D  K  N  A  D  A  T  C  K  A  27
       81 tggtcgtgagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctcagcccgaccctgtcgctgatcctatgc 160
       28  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  P  D  P  V  A  D  P  M  P 54
      161 cctggtgtacctggcgtggacagccctgctggaaagaaaagatgaaggctaagcgtgaagctatccccgagcctgttgca 240
       55 W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  I  P  E  P  V  A   80
      241 gctcctcaacctgatcctgttgccgatcctatgccctggtgcacttggcgcggccaaccttgctggaaggaaaaaatggc 320
       81 A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  107
      321 taaacgagaggccatcgccgagccagttgctgcacctcagcctgacccagttgctgagccgatgccgtggtgcacctggc 400
      108  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R 134
      401 gaggccagccatgctggaaggacaagatgaaggccaagcgtgaagctgaagctattcccgagcccatcgccgctcctcaa 480
      135   G  Q  P  C  W  K  D  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q   160
      481 cccgatcccgttgccgatcccatgccttggtgtacctggcgtggtcagccatgctggaaggaaaagatggccaaacgcga 560
      161 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  187
      561 ggctatccctgaaccagctgctgctccccaacccgaccctgtcgctgaccccatgccctggtgcacctggaggggccagc 640
      188  A  I  P  E  P  A  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q  P 214
      641 cctgctggaaggagaagatggctaagcgtgaggctattgccgaacccgttgccgctcctcagcccgatcctgttgctgaa 720
      215   C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E   240
      721 cctatgccctggtgtacctggagaggtcagccttgctggaaagagaagatgagaatggctaagcgagagcctgagcccgt 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  P  V  267
      801 tgctgcccctcaacccgatcctgttgccgagcctatgccttggtgcacctggcgcggacagccctgctggaaagacaaga 880
      268  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  D  K  M 294
      881 tgcgtatggccaagcgtgaacccatcgctgaaccagttgctgccccgaagcctgatcctgtcgctgaaccaatgccctgg 960
      295   R  M  A  K  R  E  P  I  A  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W   320
      961 tgcacttggcgtggacagccctgctggaaggaaaagatgagaatggctaaacgcgatgctcttcctgagccagttgctgc 1040
      321 C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  D  A  L  P  E  P  V  A  A  347
     1041 ccctaaacctgatcctgttgctgagccaatgccttggtgcacatggcgaggtcagccttgctggaaggagaagatgcgca 1120
      348  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M 374
     1121 tggccaagcgtgagcctgaagctatccccgaacccgtcgctgcccccaagcctgatcccgttgccgagcttatgccctgg 1200
      375   A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  L  M  P  W   400
     1201 tgcacatggcgcgggcagccctgctggaaggacaagatgaagctcaagacccgtgaagccgctcccgtcgctgagcccga 1280
      401 C  T  W  R  G  Q  P  C  W  K  D  K  M  K  L  K  T  R  E  A  A  P  V  A  E  P  E  427
     1281 gcccaagccttggtgcatgtggcgcggacaaccctgctggaagaagaccaagcgcgccgctgcccctgagcccgctcccg 1360
      428  P  K  P W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  A  A  A  P  E  P  A  P  E 454
     1361 aggctgagaacgaacctagatggtgcatgtggcgaggtcagccttgctggaagaagaccaagcgtgatgctactcctgag 1440
      455   A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E   480
     1441 ccttggtgcatgtggcgtggccagccatgctggaagtctaagcgcgacgctgctcccgagccctggtgtatgtggcgagg 1520
      481 P W  C  M  W  R  G  Q  P  C  W  K  S  K  R  D  A  A  P  E  P  W  C  M  W  R  G  507
     1521 acagccatgctggaaagccaagcgtgatgccggtcaagctctctccaacgccctccatgcaactcgatctctcgacaccc 1600
      508  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R 534
     1601 gatccgccgacgcacccagcaccgctcatcttccccgcgacgccgcccacaaagctaagcgctccatcgtcgagctcgcc 1680
      535   S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A   560
     1681 aacctcatcgccctctctgcgcgtggtagtcccgaggagtacttcaagagcctcgagctcgagactttcttccccgacgc 1760
      561 N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  587
     1761 tgctcccaacgctaccgccaagcgcgacctaaacactcttcaggaggataagcgctggtgcatgtggcgaggacaacctt 1840
      588  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  C  M  W  R  G  Q  P  C 614



     1841 gctggaaggccaagcgcgctgctgaggcggttctcgatgccgtcgatggcgacgacggtgctactggtcctggaggtccc 1920
      615   W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  P   640
     1921 gactctcactacgacactcgggatttcaaggctgagaactttgcggctaagcgagatctcattgctatcaaggcagcagc 2000
      641 D  S  H  Y  D  T  R  D  F  K  A  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  667
     2001 tcgcagcattgccgatatgcccgaggaa 2028
      668  R  S  I  A  D  M  P  E  E                                                       676

Fusarium_subglutinans_(grp1)_MRC1084 (Sequenced for the first time in this study)
        1 tgcaacctcgactacaagggcaagccatgcgaggagatcgttgggaagggcgacaacaatgctgatgctatctgcaaggc 80
        1 C  N  L  D  Y  K  G  K  P  C  E  E  I  V  G  K  G  D  N  N  A  D  A  I  C  K  A  27
       81 tggccgtgagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctcagcccgaccctgtcgctgatcccatgc 160
       28  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  P  D  P  V  A  D  P  M  P 54
      161 cttggtgtacttggcgtggacagccctgctggaaggagaagatgaaggctaagcgtgaagctattcccgagcctgttgca 240
       55 W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  I  P  E  P  V  A   80
      241 gctcctcaacctgatcccgtcgctgatcccatgccatggtgtacctggcgcggacagccttgttggaaggaaaagatggc 320
       81 A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  107
      321 caaacgagaggccatcgccgagccagttgctgcaccccagcctgatccagttgctgagccgatgccgtggtgcacctggc 400
      108  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R 134
      401 gaggccagccttgctggaaggaaaagatgaaggccaagcgtgaagctgaagctattcccgaacccattgccgctcctcaa 480
      135   G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q   160
      481 cccgatcccgttgccgatcccatgccttggtgtacctggcgtggtcagccatgctggaaggagaagatggccaaacgcga 560
      161 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  187
      561 ggctatccctgaaccagttgctgctccccaacccgaccctgtcgccgaccccatgccctggtgcacctggaggggccaac 640
      188  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q  P 214
      641 cctgctggaaggaaaagatggctaagcgtgaggctattgccgaacccgttgccgctcctcagcctgatcctgtcgctgaa 720
      215   C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E   240
      721 cctatgccctggtgtacctggagaggtcagccttgctggaaagagaagatgaaaatggctaagcgagagcctgagcccgt 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  M  A  K  R  E  P  E  P  V  267
      801 tgctgcccctcaacctgatcctgttgctgagcctatgccttggtgcacatggcgcggacagccctgctggaaagagaaga 880
      268  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M 294
      881 tgcgtatggccaagcgtgaacccatcgctgaaccagttgctgccccgaagcctgatcctgtcgctgaaccaatgccctgg 960
      295   R  M  A  K  R  E  P  I  A  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W   320
      961 tgcacttggcgtggacagccctgctggaaggaaaagatgagaatggctaaacgcgatgctcttcctgaaccagttgctgc 1040
      321 C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  D  A  L  P  E  P  V  A  A  347
     1041 ccctaaacctgatcctgttgctgagccaatgccttggtgcacatggcgaggacaaccctgctggaaggagaagatgcgca 1120
      348  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M 374
     1121 tggccaagcgtgagcctgaagctatccccgaacccgtcgctgcccccaagcctgatcctgtcgctgaaccaatgccctgg 1200
      375   A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W   400
     1201 tgcacatggcgcggacagccctgctggaaggacaagatgaagctcaagacccgtgaagccgctcccgtcgctgaacctga 1280
      401 C  T  W  R  G  Q  P  C  W  K  D  K  M  K  L  K  T  R  E  A  A  P  V  A  E  P  E  427
     1281 acccaagccttggtgcatgtggcgcggacaaccctgctggaagaagaccaagcgcgccgctgcccctgagcccgctcccg 1360
      428  P  K  P W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  A  A  A  P  E  P  A  P  E 454
     1361 aggctgagaacgaacctagatggtgcatgtggcgaggtcagccttgctggaagaagaccaagcgtgatgctactcctgag 1440
      455   A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E   480
     1441 ccctggtgcatgtggcgtggccagccatgctggaaggctaagcgcgacgctgctcctgagccctggtgtatgtggcgagg 1520
      481 P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  P  W  C  M  W  R  G  507
     1521 acagccatgctggaaagccaagcgtgatgctggtcaagctctctccaacgccctccacgcaactcgatctctcgacaccc 1600
      508  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R 534
     1601 gatccgccgacgcacccagcaccgctcatctcccccgcgacgccgctcacaaggccaagcgctccatcgtcgagctcgcc 1680
      535   S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A   560
     1681 aacctgatcgccccctctgcgcgtggtagtcccgaggagtacttcaagagcctcgagctcgagactttcttccccgacgc 1760
      561 N  L  I  A  P  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  587
     1761 tgctcccaacgctaccgccaagcgcgacctcaacactcttcaggaggataagcgctggtgcatgtggcgaggacaacctt 1840
      588  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  C  M  W  R  G  Q  P  C 614
     1841 gctggaaggccaagcgcgctgctgaggcagttctcgatgccgtcgatggcgacgacggtgctactggt 1908
      615   W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G               636

Fusarium_subglutinans_(grp1)_MRC7828 (Sequenced for the first time in this study)
        1 tgcaacctcgactacaagggcaagccatgcgaggagatcgttgggaagggcgacaaaaatgctgatgctatctgcaaggc 80
        1 C  N  L  D  Y  K  G  K  P  C  E  E  I  V  G  K  G  D  K  N  A  D  A  I  C  K  A  27
       81 tggccgagagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctcagcccgaccctgtcgctgatcccatgc 160
       28  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q  P  D  P  V  A  D  P  M  P 54
      161 cttggtgtacttggcgtggacagccctgctggaaggagaagatgaaggctaagcgtgaagctattcccgagcctgttgca 240
       55 W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  I  P  E  P  V  A   80
      241 gctcctcaacctgatcccgtcgctgatcccatgccatggtgtacctggcgcggacagccttgttggaaggaaaagatggc 320
       81 A  P  Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  107
      321 caaacgagaggccatcgccgagccagttgctgcaccccagcctgatccagttgctgagccgatgccgtggtgcacctggc 400
      108  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R 134
      401 gaggccagccttgctggaaggaaaagatgaaggccaagcgtgaagctgaagctattcccgaacccattgccgctcctcaa 480
      135   G  Q  P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q   160
      481 cccgatcccgttgccgatcccatgccttggtgtacctggcgtggtcagccatgctggaaggagaagatggccaaacgcga 560
      161 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  187
      561 ggctatccctgaaccagttgctgctccccaacccgaccctgtcgccgaccccatgccctggtgcacctggaggggccaac 640
      188  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q  P 214
      641 cctgctggaaggaaaagatggctaagcgtgaggctattgccgaacccgttgccgctcctcagcctgatcctgtcgctgaa 720
      215   C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E   240
      721 cctatgccctggtgtacctggagaggtcagccttgctggaaagagaagatgaaaatggctaagcgagagcctgagcccgt 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  M  A  K  R  E  P  E  P  V  267
      801 tgctgcccctcaacctgatcctgttgctgagcctatgccctggtgcacctggcgcggacagccttgctggagggaaaaga 880
      268  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  R  E  K  M 294
      881 tgcgaatggccaaacgtgaggctattcccgatcctgttgctgctcctaagcccgaccccgttgctgagcctatgccttgg 960



      295   R  M  A  K  R  E  A  I  P  D  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W   320
      961 tgcacatggcgcggacagccctgctggaaagagaagatgcgtatggccaagcgtgaacccatcgctgaaccagttgctgc 1040
      321 C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  I  A  E  P  V  A  A  347
     1041 cccgaagcctgatcctgtcgctgaaccaatgccctggtgcacttggcgtggacagccctgctggaaggaaaagatgagaa 1120
      348  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M 374
     1121 tggctaaacgcgatgctcttcctgaaccagttgctgcccctaaacctgatcctgttgctgagccaatgccttggtgcaca 1200
      375   A  K  R  D  A  L  P  E  P  V  A  A  P  K  P  D  P  V  A  E  P  M  P  W  C  T   400
     1201 tggcgaggacaaccctgctggaaggagaagatgcgcatggccaagcgtgagcctgaagctatccccgaacccgtcgctgc 1280
      401 W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  A  I  P  E  P  V  A  A  427
     1281 ccccaagcctgatcctgtcgctgaaccaatgccctggtgcacatggcgcggacagccctgctggaaggacaagatgaagc 1360
      428  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  D  K  M  K  L 454
     1361 tcaagacccgtgaagccgctcccgtcgctgaacctgaacccaagccttggtgcatgtggcgcggacaaccctgctggaag 1440
      455   K  T  R  E  A  A  P  V  A  E  P  E  P  K  P W  C  M  W  R  G  Q  P  C  W  K   480
     1441 aagaccaagcgcgccgctgcccctgagcccgctcccgaggctgagaacgaacctagatggtgcatgtggcgaggtcagcc 1520
      481 K  T  K  R  A  A  A  P  E  P  A  P  E  A  E  N  E  P  R  W  C  M  W  R  G  Q  P  507
     1521 ttgctggaagaagaccaagcgtgatgctactcctgagccctggtgcatgtggcgtggccagccatgctggaaggctaagc 1600
      508  C  W  K  K  T  K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R 534
     1601 gcgacgctgctcctgagccctggtgtatgtggcgaggacagccatgctggaaagccaagcgtgatgctggtcaagctctc 1680
      535   D  A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L   560
     1681 tccaacgccctccacgcaactcgatctctcgacacccgatccgccgacgcacccagcaccgctcatctcccccgcgacgc 1760
      561 S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  587
     1761 cgctcacaaggccaagcgctccatcgtcgagctcgccaacctgatcgccctctctgcgcgtggtagtcccgaggagtact 1840
      588  A  H  K  A  K  R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F 614
     1841 tcaagagcctcgagctcgagactttcttccccgacgctgctcccaacgctaccgccaagcgcgacctcaacactcttcag 1920
      615   K  S  L  E  L  E  T  F  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q   640
     1921 gaggataagcgctggtgcatgtggcgaggacaaccttgctggaaggccaagcgcgctgctgaggcagttctcgatgccgt 2000
      641 E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  D  A  V  667
     2001 cgatggcgatgatggtgctactggt 2025
      668  D  G  D  D  G  A  T  G                                                          675

Fusarium_subglutinans_(grp2)_MRC8553 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggccgcggtggccggagccgcactcgcggcgcctccgccgtccgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  V  A  G  A  A  L  A  A  P  P  P  S  A  I  D  N  F  27
       81 cggcccggacttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagatcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  I  V  G  K  G  D  K 54
      161 aaaatgctgatgctatctgcaaggctggccgtgagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctcag 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q   80
      241 cccgaccctgtcgctgatcccatgccttggtgtacttggcgtggacagccctgctggaaggagaagatgaaggctaagcg 320
       81 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  107
      321 tgaagctattcccgagcctgtcgcagcccctcagcccgatcctgttgccgaccctatgccctggtgcacttggcgcggtc 400
      108  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q 134
      401 aaccttgctggaaggaaaagatggctaagcgtgaggctattgccgaccccgttgccgctcctcagcctgatcctgtcgct 480
      135   P  C  W  K  E  K  M  A  K  R  E  A  I  A  D  P  V  A  A  P  Q  P  D  P  V  A   160
      481 gaacctatgccctggtgcacctggagaggtcagccttgctggaaagagaagatgaaaatggctaagcgagagcctgagcc 560
      161 E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  M  A  K  R  E  P  E  P  187
      561 cgttgctgcccctcaacctgatcctgttgccgagcctatgccctggtgcacatggcgcggacagccctgctggaaggaca 640
      188  V  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  D  K 214
      641 agatgaagctcaagacccgtgaagccgctcccgtcgctgagcctgaacctaagccttggtgcatgtggcgcggacaaccc 720
      215   M  K  L  K  T  R  E  A  A  P  V  A  E  P  E  P  K  P  W  C  M  W  R  G  Q  P   240
      721 tgctggaagaagaccaagcgcgccgctgccgctgagcccgctcccgaggctgagaacgaacctagatggtgcatgtggcg 800
      241 C  W  K  K  T  K  R  A  A  A  A  E  P  A  P  E  A  E  N  E  P  R  W  C  M  W  R  267
      801 aggtcagccttgctggaagaagaccaagcgtgatgctactcctgagccctggtgcatgtggcgtggccagccatgttgga 880
      268  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K 294
      881 aggctaagcgcgacgctgctcctgagccctggtgtatgtggcgaggacagccatgctggaaagccaagcgtgatgcgggt 960
      295   A  K  R  D  A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G   320
      961 caagctctctccaacgccctccacgcaactcgatctctcgacacccgatccgccgacgcacccagcaccactcatctccc 1040
      321 Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  T  H  L  P  347
     1041 ccgcgacgccgctcacaaggccaagcgctccatcgtcgagctcgccaacctgatcgccctctctgcgcgtggtagtcccg 1120
      348  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E 374
     1121 aggagtacttcaagagcctcgagctcgagactttcttccccgacgctgctcccaacgctaccgccaagcgcgacctcaac 1200
      375   E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N   400
     1201 actcttcaggaggataagcgctggtgcatgtggcgaggacaaccttgctggaaggccaagcgcgctgctgaggcagttct 1280
      401 T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  427
     1281 cgatgccgtcgatggcgatgatggtgctattggtcctggaggtcccgactctcactacgacactcgggatttcaaggctg 1360
      428  D  A  V  D  G  D  D  G  A  I  G  P  G  G  P  D  S  H  Y  D  T  R  D  F  K  A  E 454
     1361 agaactttgcggccaagcgagatctcattgctatcaaggcagcagctcgcagcatcgccgacatgcccgaagaa 1434
      455   N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  R  S  I  A  D  M  P  E  E         478

Fusarium_subglutinans_(grp2)_MRC8554 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggccgcggtggccggagccgcactcgcggcgcctccgccgtccgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  V  A  G  A  A  L  A  A  P  P  P  S  A  I  D  N  F  27
       81 cggcccggacttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagatcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  I  V  G  K  G  D  K 54
      161 aaaatgctgatgctatctgcaaggctggccgtgagcacttctgcggtcctcagaagcgtgatgctgtccctgagcctcag 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  Q  K  R  D  A  V  P  E  P  Q   80
      241 cccgaccctgtcgctgatcccatgccttggtgtacttggcgtggacagccctgctggaaggagaagatgaaggctaagcg 320
       81 P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  R  107
      321 tgaagctattcccgagcctgtcgcagcccctcagcccgatcctgttgccgaccctatgccctggtgcacttggcgcggtc 400
      108  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G  Q 134
      401 aaccttgctggaaggaaaagatggctaagcgtgaggctattgccgaccccgttgccgctcctcagcctgatcctgtcgct 480
      135   P  C  W  K  E  K  M  A  K  R  E  A  I  A  D  P  V  A  A  P  Q  P  D  P  V  A   160



      481 gaacctatgccctggtgcacctggagaggtcagccttgctggaaagagaagatgaaaatggctaagcgagagcctgagcc 560
      161 E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  M  A  K  R  E  P  E  P  187
      561 cgttgctgcccctcaacctgatcctgttgccgagcctatgccctggtgcacatggcgcggacagccctgctggaaggaca 640
      188  V  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  D  K 214
      641 agatgaagctcaagacccgtgaagccgctcccgtcgctgagcctgaacctaagccttggtgcatgtggcgcggacaaccc 720
      215   M  K  L  K  T  R  E  A  A  P  V  A  E  P  E  P  K  P  W  C  M  W  R  G  Q  P   240
      721 tgctggaagaagaccaagcgcgccgctgccgctgagcccgctcccgaggctgagaacgaacctagatggtgcatgtggcg 800
      241 C  W  K  K  T  K  R  A  A  A  A  E  P  A  P  E  A  E  N  E  P  R  W  C  M  W  R  267
      801 aggtcagccttgctggaagaagaccaagcgtgatgctactcctgagccctggtgcatgtggcgtggccagccatgttgga 880
      268  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K 294
      881 aggctaagcgcgacgctgctcctgagccctggtgtatgtggcgaggacagccatgctggaaagccaagcgtgatgcgggt 960
      295   A  K  R  D  A  A  P  E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G   320
      961 caagctctctccaacgcccttcacgcaactcgatctctcgacacccgatccgccgacgcacccagcaccactcatctccc 1040
      321 Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  T  H  L  P  347
     1041 ccgcgacgccgctcacaaggccaagcgctccatcgtcgagctcgccaacctgatcgccctctctgcgcgtggtagtcccg 1120
      348  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E 374
     1121 aggagtacttcaagagcctcgagctcgagactttcttccccgacgctgctcccaacgctatcgccaagcgcgacctcaac 1200
      375   E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  A  P  N  A  I  A  K  R  D  L  N   400
     1201 actcttcaggaggataagcgctggtgcatgtggcgaggacaaccttgctggaaggccaagcgcgctgctgaggcagttct 1280
      401 T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  427
     1281 cgatgccgtcgatggcgatgatggtgctattggtcctggaggtcccgactctcactacgacactcgggatttcaaggctg 1360
      428  D  A  V  D  G  D  D  G  A  I  G  P  G  G  P  D  S  H  Y  D  T  R  D  F  K  A  E 454
     1361 agaactttgcggccaagcgagatctcattgctatcaaggcagcagctcgcagcatcgccgacatgcccgaagaa 1434
      455   N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  R  S  I  A  D  M  P  E  E         478

Fusarium_thapsinum_MRC8557 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggccgcggcggtcctagccgcactcgcggcggctccgaggtctgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  A  V  L  A  A  L  A  A  A  P  R  S  A  I  D  N  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaatgctgatgccatctgcaaggttggccgtgagcacttctgcggtcctaatcagaagcgtgatgctgtccctgagcct 240
       55   N  A  D  A  I  C  K  V  G  R  E  H  F  C  G  P  N  Q  K  R  D  A  V  P  E  P   80
      241 cagcccgaccctgtcgctgatcctatgccctggtgtacttggcgtggacagccttgctggaaggaaaagatggcgaaacg 320
       81 Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  107
      321 agaggccatcgccgagccagttgctgcaccccagcctgatccagttgccgagcctatgccgtggtgcacttggcgaggcc 400
      108  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R  G  Q 134
      401 agccatgctggaaggaaaagatgaaggccaagcgtgaagctgaagctattcccgagcccatcgccgctcctcaacccgat 480
      135   P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q  P  D   160
      481 cccgttgccgaccccatgccatggtgtacctggcgtggtcagccatgctggaaggaaaagagggccaaacgtgaggctat 560
      161 P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  R  A  K  R  E  A  I  187
      561 ccctgaaccagttgctgctccccaacccgacgctgtcgctgaccccatgccctggtgcacctggaggggccaaccctgct 640
      188  P  E  P  V  A  A  P  Q  P  D  A  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W 214
      641 ggaaggagaagatggctaagcgtgaggctattgccgaacccgtcgccgctcctcagcctgaccctgttgctgaacctatg 720
      215   K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M   240
      721 ccttggtgtacttggagaggtcagccttgctggaaggagaagatgagaatggccaagcgagagcctgaccctgttgctga 800
      241 P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  D  P  V  A  E  267
      801 gcctatgccttggtgcacttggcgcggacagccctgctggaaggaaaagatgagaatggctaaacgcgatgctcttcctg 880
      268  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  D  A  L  P  E 294
      881 agccaattgctgcccctaagcctgatcctgtcgctgaacctatgccttggtgcacctggcgtggacaaccttgttggaaa 960
      295   P  I  A  A  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K   320
      961 gaaaagatgcgcatggctaagcgtgagcctgaagctatccctgaacccgtcgctgctcccaagcctgaccccgttgccga 1040
      321 E  K  M  R  M  A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  347
     1041 gcctatgccgtggtgcacatggcgcggacagccctgttggaaggagaagatgaagctcaagatccgcgaagctgctcccg 1120
      348  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  L  K  I  R  E  A  A  P  E 374
     1121 aggctgagaacgaacctagatggtgcatgtggcgtggtcagccttgctggaagaagaccaagcgtgatgctactcctgag 1200
      375   A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E   400
     1201 ccttggtgcatgtggcgtggccagccatgctggaaggctaagcgcgatgctgctcccgagccctggtgtatgtggcgagg 1280
      401 P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  P  W  C  M  W  R  G  427
     1281 acagccctgctggagagccaagcgtgatgctggtcaagctctctctaacgccctccacgcaactcgatctctcgacaccc 1360
      428  Q  P  C  W  R  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R 454
     1361 gatccgccgacgcacccagcaccgctcatctcccccgcgacgccgcccacaaggccaagcgctccatcgtcgagctcgcc 1440
      455   S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A   480
     1441 aacctgatcgccctttctgcgcgtggtagtcccgaggagtacttcaagagcctcgagctcgagaccttcttccccgacgc 1520
      481 N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  507
     1521 tgctcctaacgctaccgccaagcgcgacctcaacactcttcaggaagataagcgctggtgcatgtggcgagggcaacctt 1600
      508  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  C  M  W  R  G  Q  P  C 534
     1601 gctggaaggccaagcgcgctgctgaggcagttctcgatgccgtcgatggcgatgatggtgctactggtcctgggggtccc 1680
      535   W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  P   560
     1681 gactctcactacgatactcgggatttcaagtctgagaactttgccgctaagcgggatctcattgccatcaaggcagcagc 1760
      561 D  S  H  Y  D  T  R  D  F  K  S  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  587
     1761 tcgcagcattgccgacatgcccgaggag 1788
      588  R  S  I  A  D  M  P  E  E                                                       596

Fusarium_thapsinum_MRC8558 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggctgcggcatccggagccgcactcgcggcgcctccgcggtctgcaatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  A  S  G  A  A  L  A  A  P  P  R  S  A  I  D  N  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttgggaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaatgctgatgccatctgcaaggctggccgtgagcacttctgcggtcctaatcagaagcgtgatgctgtccctgagcct 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  N  Q  K  R  D  A  V  P  E  P   80
      241 cagcccgaccctgtcgctgatcctatgccctggtgtacttggcgtggacagccttgctggaaggaaaagatggcgaaacg 320



       81 Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  107
      321 agaggccatcgccgagccagttgctgcaccccagcctgatccagttgccgagcctatgccgtggtgcacttggcgaggcc 400
      108  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  R  G  Q 134
      401 agccatgctggaaggaaaagatgaaggccaagcgtgaagctgaagctattcccgagcccatcgccgctcctcaacccgat 480
      135   P  C  W  K  E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q  P  D   160
      481 cccgttgccgaccccatgccatggtgtacctggcgtggtcagccatgctggaaggaaaagagggccaaacgtgaggctat 560
      161 P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  R  A  K  R  E  A  I  187
      561 ccctgaaccagttgctgctccccaacccgacgctgtcgctgaccccatgccctggtgcacctggaggggccaaccctgct 640
      188  P  E  P  V  A  A  P  Q  P  D  A  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W 214
      641 ggaaggagaagatggctaagcgtgaggctattgccgaacccgtcgccgctcctcagcctgaccctgttgctgaacctatg 720
      215   K  E  K  M  A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M   240
      721 ccttggtgtacttggagaggtcagccttgctggaaggagaagatgagaatggccaagcgagagcctgaccctgttgctga 800
      241 P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  D  P  V  A  E  267
      801 gcctatgccttggtgcacttggcgcggacagccctgctggaaggaaaagatgagaatggctaaacgcgatgctcttcctg 880
      268  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  D  A  L  P  E 294
      881 agccaattgctgcccctaagcctgatcctgtcgctgaacctatgccttggtgcacctggcgtggacaaccttgttggaaa 960
      295   P  I  A  A  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K   320
      961 gaaaagatgcgcatggctaagcgtgagcctgaagctatccctgaacccgtcgctgctcccaagcctgaccccgttgccga 1040
      321 E  K  M  R  M  A  K  R  E  P  E  A  I  P  E  P  V  A  A  P  K  P  D  P  V  A  E  347
     1041 gcctatgccgtggtgcacatggcgcggacagccctgttggaaggagaagatgaagctcaagacccgcgaagctgctcccg 1120
      348  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E  A  A  P  E 374
     1121 aggctgagaacgaacctagatggtgcatgtggcgaggtcagccttgctggaagaagaccaagcgtgatgctactcctgag 1200
      375   A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E   400
     1201 ccttggtgcatgtggcgtggccagccatgctggaaggctaagcgcgatgctgctcccgagccctggtgtatgtggcgagg 1280
      401 P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  A  P  E  P  W  C  M  W  R  G  427
     1281 acagccctgctggaaagccaagcgtgatgctggtcaagctctctctaacgccctccacgcaactcgatccctcgacaccc 1360
      428  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R 454
     1361 gatccgccgacgcacccagcaccgctcatctcccccgcgacgccgcccacaaggccaagcgctccatcgtcgagctcgcc 1440
      455   S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A   480
     1441 aacctgatcgccctttctgcgcgtggtagtcccgaggagtacttcaagagcctcgagctcgagaccttcttccccgacgc 1520
      481 N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  507
     1521 tgctcctaacgctaccgccaagcgcgacctcaacactcttcaggaagataagcgctggtgcatgtggcgagggcaacctt 1600
      508  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R  W  C  M  W  R  G  Q  P  C 534
     1601 gctggaaggccaagcgcgctgctgaggcagttctcgatgccgtcgatggcgatgatggtgctactggtcctgggggttcc 1680
      535   W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  S   560
     1681 gactctcactacgatactcgggatttcaagtctgagaactttgccgctaagcgggatctcattgccatcaaggcagcagc 1760
      561 D  S  H  Y  D  T  R  D  F  K  S  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  587
     1761 tcgcagcattgccgacatgcccgaggaa 1788
      588  R  S  I  A  D  M  P  E  E                                                       596

Fusarium_verticillioides (Identified in this study, accession - AAIM02000073)
        1 atgaaatactccttcgttactctggccgcggtggccggagccgcactcgcggcacctccgccgtccgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  V  A  G  A  A  L  A  A  P  P  P  S  A  I  D  N  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttggcaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaacgctgatgccatctgcaaggctggccgtgagcacttctgcggtcctaatcagaagcgtgatgctgtccctgagcct 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  N  Q  K  R  D  A  V  P  E  P   80
      241 cagcctgaccctgttgctgatccgatgccctggtgtacttggcgtggacagccgtgctggaaggagaaaatgaaggctaa 320
       81 Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  107
      321 gcgtgaagctattcccgagcctattgcagctcctcaacctgatcccgtcgctgatcctatgccttggtgtacctggcgag 400
      108  R  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G 134
      401 gacagccctgttggaaggagaagatgaaggccaagcgcgaggctatccccgagcctgtcgcagtccctcaacccgatcct 480
      135   Q  P  C  W  K  E  K  M  K  A  K  R  E  A  I  P  E  P  V  A  V  P  Q  P  D  P   160
      481 gttgccgaccccatgccctggtgcacttggcgcggccaaccttgttggaaggaaaagatggctaaacgagaggccatcgc 560
      161 V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  187
      561 ggagccagttgctgcaccccatcctgacccagttgccgagccgatgccgtggtgcacttggcgaggccagccatgctgga 640
      188  E  P  V  A  A  P  H  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K 214
      641 aggaaaagatgaaggctaagcgtgaagctgaagctattcccgagcccatcgccgctcctcaacccgaccccgttgccgac 720
      215   E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D   240
      721 cccatgccatggtgtacctggaggggccaaccctgctggaaggagaagatggctaagcgtgaggctattgccgaacctgt 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  267
      801 cgccgctcctcagcctgatcctgttgctgaacctatgccctggtgtacctggagaggccagccttgctggaaggagaaga 880
      268  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M 294
      881 tgagaatggccaagcgagagcctgagcccgttgctgcccctcaacctgatccagttgctgagcccatgccttggtgcaca 960
      295   R  M  A  K  R  E  P  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T   320
      961 tggcgcgggcagccctgctggaaggagaagatgaagctcaagacccgcgaagccgctcccgccgctgagccccagcccaa 1040
      321 W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E  A  A  P  A  A  E  P  Q  P  K  347
     1041 gccttggtgcatgtggcgtggacaaccatgctggaagaagaccaagcgcgccgctgcccctgaacccgcccccgaggctg 1120
      348  P W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  A  A  A  P  E  P  A  P  E  A  E 374
     1121 agaatgaacctagatggtgcatgtggcgaggccagccttgctggaagaagaccaagcgtgatgctactcctgagccttgg 1200
      375   N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E  P  W   400
     1201 tgcatgtggcgtggccagccctgctggaagactaagcgcgacgctgctcccgagccctggtgtatgtggcgaggacagcc 1280
      401 C  M  W  R  G  Q  P  C  W  K  T  K  R  D  A  A  P  E  P  W  C  M  W  R  G  Q  P  427
     1281 atgctggaaagccaagcgtgatgccggtcaagctctctccaacgccctccacgcgactcgatcccttgacacccgatccg 1360
      428  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A 454
     1361 ccgacacccccagcaccgctcatctcccccgcgacgccgcccacaaggccaagcgctccatcgtcgagctcgccaacctg 1440
      455   D  T  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L   480
     1441 atcgccctgtctgcgcgtggtagtcccgaagagtacttcaagagcctcgagctcgagaccttcttccctgatgctgctcc 1520
      481 I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  A  P  507
     1521 caacgctaccgccaaacgcgacctcaacactcttcaggaggataagcgctggtgcatgtggcgaggacagccttgctgga 1600
      508  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K 534



     1601 aggccaagcgcgctgccgaggcagttctcgatgccgtcgatggcgatgatggtgctactggtcctggaggtcccgactct 1680
      535   A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  P  D  S   560
     1681 cactacgatactcgggatttcaagtctgagaactttgcggctaagcgggatctaattgccatcaaggcagcagctcgcag 1760
      561 H  Y  D  T  R  D  F  K  S  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  R  S  587
     1761 cattgccgacatgcccgaggaa 1782
      588  I  A  D  M  P  E  E                                                             594

Fusarium_verticillioides_MRC8559 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggccgcggtggccggagccgcactcgcggcacctccgccgtccgccatcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  V  A  G  A  A  L  A  A  P  P  P  S  A  I  D  N  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgaggagctcgttggcaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  E  E  L  V  G  K  G  D  K 54
      161 agaacgctgatgccatctgcaaggctggccgtgagcacttctgcggtcctaatcagaagcgtgatgctgtccctgagcct 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  N  Q  K  R  D  A  V  P  E  P   80
      241 cagcctgaccctgttgctgatccgatgccctggtgtacttggcgtggacagccgtgctggaaggagaaaatgaaggctaa 320
       81 Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  107
      321 gcgtgaagctattcccgagcctattgcagctcctcaacctgatcccgtcgctgatcctatgccttggtgtacctggcgag 400
      108  R  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G 134
      401 gacagccctgttggaaggagaagatgaaggccaagcgcgaggctatccccgagcctgtcgcagtccctcaacccgatcct 480
      135   Q  P  C  W  K  E  K  M  K  A  K  R  E  A  I  P  E  P  V  A  V  P  Q  P  D  P   160
      481 gttgccgaccccatgccctggtgcacttggcgcggccaaccttgttggaaggaaaagatggctaaacgagaggccatcgc 560
      161 V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  187
      561 ggagccagttgctgcaccccatcctgacccagttgccgagccgatgccgtggtgcacttggcgaggccagccatgctgga 640
      188  E  P  V  A  A  P  H  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K 214
      641 aggaaaagatgaaggctaagcgtgaagctgaagctattcccgagcccatcgccgctcctcaacccgaccccgttgccgac 720
      215   E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D   240
      721 cccatgccatggtgtacctggaggggccaaccctgctggaaggagaagatggctaagcgtgaggctattgccgaacctgt 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  E  P  V  267
      801 cgccgctcctcagcctgatcctgttgctgaacctatgccctggtgtacctggagaggccagccttgctggaaggagaaga 880
      268  A  A  P  Q  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M 294
      881 tgagaatggccaagcgagagcctgagcccgttgctgcccctcaacctgatccagttgctgagcccatgccttggtgcaca 960
      295   R  M  A  K  R  E  P  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T   320
      961 tggcgcgggcagccctgctggaaggagaagatgaagctcaagacccgcgaagccgctcccgccgctgagccccagcccaa 1040
      321 W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E  A  A  P  A  A  E  P  Q  P  K  347
     1041 gccttggtgcatgtggcgtggacaaccatgctggaagaagaccaagcgcgccgctgcccctgaacccgcccccgaggctg 1120
      348  P W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  A  A  A  P  E  P  A  P  E  A  E 374
     1121 agaatgaacctagatggtgcatgtggcgaggccagccttgctggaagaagaccaagcgtgatgctactcctgagccttgg 1200
      375   N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R  D  A  T  P  E  P  W   400
     1201 tgcatgtggcgtggccagccctgctggaagactaagcgcgacgctgctcccgagccctggtgtatgtggcgaggacagcc 1280
      401 C  M  W  R  G  Q  P  C  W  K  T  K  R  D  A  A  P  E  P  W  C  M  W  R  G  Q  P  427
     1281 atgctggaaagccaagcgtgatgccggtcaagctctctccaacgccctccacgcgactcgatcccttgacacccgatccg 1360
      428  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L  H  A  T  R  S  L  D  T  R  S  A 454
     1361 ccgacacccccagcaccgctcatctcccccgcgacgccgcccacaaggccaagcgctccatcgtcgagctcgccaacctg 1440
      455   D  T  P  S  T  A  H  L  P  R  D  A  A  H  K  A  K  R  S  I  V  E  L  A  N  L   480
     1441 atcgccctgtctgcgcgtggtagtcccgaagagtacttcaagagcctcgagctcgagaccttcttccctgatgctgctcc 1520
      481 I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E  L  E  T  F  F  P  D  A  A  P  507
     1521 caacgctaccgccaaacgcgacctcaacactcttcaggaggataagcgctggtgcatgtggcgaggacagccttgctgga 1600
      508  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R W  C  M  W  R  G  Q  P  C  W  K 534
     1601 aggccaagcgcgctgccgaggcagttctcgatgccgtcgatggcgatgatggtgctactggtcctggaggtcccgactct 1680
      535   A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  G  A  T  G  P  G  G  P  D  S   560
     1681 cactacgatactcgggatttcaagtctgagaactttgcggctaagcgggatctaattgccatcaaggcagcagctcgcag 1760
      561 H  Y  D  T  R  D  F  K  S  E  N  F  A  A  K  R  D  L  I  A  I  K  A  A  A  R  S  587
     1761 cattgccgacatgcccgaggaa 1782
      588  I  A  D  M  P  E  E                                                             594

Fusarium_verticillioides_MRC8560 (Sequenced for the first time in this study)
        1 atgaaatactccttcgttactctggcagcggtcgccggagccgcactcgcggcacctccgccgtccgccgtcgacaactt 80
        1 M  K  Y  S  F  V  T  L  A  A  V  A  G  A  A  L  A  A  P  P  P  S  A  V  D  N  F  27
       81 cggcccggatttcttcacccctttctgcaacctcgactacaagggcaagccatgcgtcgagctcgttagcaagggcgaca 160
       28  G  P  D  F  F  T  P  F  C  N  L  D  Y  K  G  K  P  C  V  E  L  V  S  K  G  D  K 54
      161 agaacgctgatgccatctgcaaggctggccgtgagcacttctgcggtcctaatcagaagcgtgatgctgtccctgagcct 240
       55   N  A  D  A  I  C  K  A  G  R  E  H  F  C  G  P  N  Q  K  R  D  A  V  P  E  P   80
      241 cagcctgaccctgttgctgatccgatgccttggtgtacttggcgtggacagccgtgctggaaggagaaaatgaaggctaa 320
       81 Q  P  D  P  V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  A  K  107
      321 gcgtgaagctattcccgagcctgttgcagctcctcaacctgatcccgtcgctgatcctatgccttggtgtacctggcgag 400
      108  R  E  A  I  P  E  P  V  A  A  P  Q  P  D  P  V  A  D  P  M  P  W  C  T  W  R  G 134
      401 gacagccctgttggaaggagaagatgaaggccaagcgcgaggctatccccgagcctgtcgcagtccctcaacccgatcct 480
      135   Q  P  C  W  K  E  K  M  K  A  K  R  E  A  I  P  E  P  V  A  V  P  Q  P  D  P   160
      481 gttgccgaccccatgccctggtgcacttggcgcggccaaccttgttggaaggaaaagatggctaaacgagaggccatcgc 560
      161 V  A  D  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  A  187
      561 ggagccagttgctgcaccccatcctgacccagttgccgagccgatgccgtggtgcacttggcgaggccagccatgctgga 640
      188  E  P  V  A  A  P  H  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K 214
      641 aggaaaagatgaaggctaagcgtgaagctgaagctattcccgagcccatcgccgctcctcaacccgaccccgttgccgac 720
      215   E  K  M  K  A  K  R  E  A  E  A  I  P  E  P  I  A  A  P  Q  P  D  P  V  A  D   240
      721 cccatgccatggtgtacctggcgtggccagccatgctggaaagagaagatggccaaacgcgaggctatccctgaaccagt 800
      241 P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  A  K  R  E  A  I  P  E  P  V  267
      801 tgctgcccctaagcccgaccctgttgctgagcccatgccttggtgcacatggcgcggccaaccctgctggaaggagaaga 880
      268  A  A  P  K  P  D  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M 294
      881 tggctaagcgtgaggctattgccgaacctgtcgccgctcctcagcctgatcctgttgctgaacctatgccctggtgtacc 960
      295   A  K  R  E  A  I  A  E  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T   320



      961 tggagaggccagccttgctggaaggagaagatgagaatggccaagcgagagcctgagcccgttgctgcccctaagcccga 1040
      321 W  R  G  Q  P  C  W  K  E  K  M  R  M  A  K  R  E  P  E  P  V  A  A  P  K  P  D  347
     1041 ccctgttgctgagcccatgccttggtgcacatggcgcgggcagccctgctggaaggagaagatgaagctcaagacccgcg 1120
      348  P  V  A  E  P  M  P W  C  T  W  R  G  Q  P  C  W  K  E  K  M  K  L  K  T  R  E 374
     1121 aagccgctcccgccgctgagccccagcccaagccttggtgcatgtggcgtggacaaccatgctggaagaagaccaagcgc 1200
      375   A  A  P  A  A  E  P  Q  P  K  P W  C  M  W  R  G  Q  P  C  W  K  K  T  K  R   400
     1201 gccgctgcccctgaacccgcccccgaggctgagaatgaacctagatggtgcatgtggcgaggccagccttgctggaagaa 1280
      401 A  A  A  P  E  P  A  P  E  A  E  N  E  P  R W  C  M  W  R  G  Q  P  C  W  K  K  427
     1281 gaccaagcgtgatgctactcctgagccttggtgcatgtggcgtggccagccctgctggaagactaagcgcgacgctgctc 1360
      428  T  K  R  D  A  T  P  E  P W  C  M  W  R  G  Q  P  C  W  K  T  K  R  D  A  A  P 454
     1361 ccgagccctggtgtatgtggcgaggacagccatgctggaaagccaagcgtgatgccggtcaagctctctccaacgccctc 1440
      455   E  P W  C  M  W  R  G  Q  P  C  W  K  A  K  R  D  A  G  Q  A  L  S  N  A  L   480
     1441 cacgcgactcgatcccttgacacccgatccgccgacgcccccagcaccgctcatctcccccgcgacgccgcccacaaggc 1520
      481 H  A  T  R  S  L  D  T  R  S  A  D  A  P  S  T  A  H  L  P  R  D  A  A  H  K  A  507
     1521 caagcgctccatcgtcgagctcgccaacctgatcgccctgtctgcgcgtggtagtcccgaagagtacttcaagagcctcg 1600
      508  K  R  S  I  V  E  L  A  N  L  I  A  L  S  A  R  G  S  P  E  E  Y  F  K  S  L  E 534
     1601 agctcgagaccttcttccctgatgctgctcccaacgctaccgccaaacgcgacctcaacactcttcaggaggataagcgc 1680
      535   L  E  T  F  F  P  D  A  A  P  N  A  T  A  K  R  D  L  N  T  L  Q  E  D  K  R   560
     1681 tggtgcatgtggcgaggacagccttgctggaaggccaagcgcgctgccgaggcagttctcgatgccgtcgatggcgatga 1760
      561 W  C  M  W  R  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  D  A  V  D  G  D  D  587
     1761 tggtgctactggtcctggaggtcccgactctcactacgatactcgggatttcaagtctgagaactttgcggctaagcggg 1840
      588  G  A  T  G  P  G  G  P  D  S  H  Y  D  T  R  D  F  K  S  E  N  F  A  A  K  R  D 614
     1841 atctaattgccatcaaggcagcagctcgcagcattgccgacatgcccgaggaa 1893
      615   L  I  A  I  K  A  A  A  R  S  I  A  D  M  P  E  E                              631

Gibberella_zeae (Kim, Lee, and Yun 2008; Lee, Leslie, and Bowden 2008); accession - AACM02000166)
        1 atgaagtactccattttgacgctagccgccgtggccagcaccacccttgcggtggccgtccctgctcctcaacctgatcc 80
        1 M  K  Y  S  I  L  T  L  A  A  V  A  S  T  T  L  A  V  A  V  P  A  P  Q  P  D  P  27
       81 tgtcgccgagcccatgccctggtgcacctggaaaggccagccttgctggaaggagaagatggccagacgcgaagctcagc 160
       28  V  A  E  P  M  P  W  C  T  W  K  G  Q  P  C  W  K  E  K  M  A  R  R  E  A  Q  P 54
      161 ctgaacccgaggctgttgccgcccccgagcccgacccagttgctgagcctatgccttggtgcacctggaaggggcagccc 240
       55   E  P  E  A  V  A  A  P  E  P  D  P  V  A  E  P  M  P  W  C  T  W  K  G  Q  P   80
      241 tgttggaaggagaagatggctaagcgcgctgctcagcctgagcccgttcctgcccctcaacccgatcccgtcgccgaggc 320
       81 C  W  K  E  K  M  A  K  R  A  A  Q  P  E  P  V  P  A  P  Q  P  D  P  V  A  E  A  107
      321 cgaaccttggtgcacttggaagggccagccatgctggaaggagaagatggtcaagcgtgccgccgaggccgaagctgaag 400
      108  E  P  W  C  T  W  K  G  Q  P  C  W  K  E  K  M  V  K  R  A  A  E  A  E  A  E  A 134
      401 ccgaacccatccccgatcccgttgccgcccctcaacccgaccccgttgctgagcccatgccttggtgcacctggaaggga 480
      135   E  P  I  P  D  P  V  A  A  P  Q  P  D  P  V  A  E  P  M  P  W  C  T  W  K  G   160
      481 cagccttgctggaaggagaagatggctaagcgcgaggctaagcctgagccctggtgctggtggaagggccagccatgctg 560
      161 Q  P  C  W  K  E  K  M  A  K  R  E  A  K  P  E  P  W  C  W  W  K  G  Q  P  C  W  187
      561 gaaggccaagcgtgatgccgctcccgagccttggtgctggtggaagggtcagccatgctggaaggctaagcgcaacgctg 640
      188  K  A  K  R  D  A  A  P  E  P  W  C  W  W  K  G  Q  P  C  W  K  A  K  R  N  A  A 214
      641 ctcctgagcccatgcccgagcctgccaacgagcccagatggtgctggtggaagggccaaccttgctggaagtccaagtct 720
      215   P  E  P  M  P  E  P  A  N  E  P  R  W  C  W  W  K  G  Q  P  C  W  K  S  K  S   240
      721 aagcgcgatgcctctcccgagccctggtgctggtggaagggacagccatgctggaaggctaagcgtgatgctggtgaggc 800
      241 K  R  D  A  S  P  E  P  W  C  W  W  K  G  Q  P  C  W  K  A  K  R  D  A  G  E  A  267
      801 tctcactgtcgctctccatgctacccgtggtgtcgagacccgatccgtcgccgagactgaacacctcccccgtgacgccg 880
      268  L  T  V  A  L  H  A  T  R  G  V  E  T  R  S  V  A  E  T  E  H  L  P  R  D  A  A 294
      881 cccaccaggccaagcgctccatcgtcgaactcgccaacgtcattgctctctctgcgcgcggcagccccgaggaatacttc 960
      295   H  Q  A  K  R  S  I  V  E  L  A  N  V  I  A  L  S  A  R  G  S  P  E  E  Y  F   320
      961 aagcacctgtacctagaggagttcttccctgagatcccccacaacgctaccgccaaacgcgacgtcaagactctccagga 1040
      321 K  H  L  Y  L  E  E  F  F  P  E  I  P  H  N  A  T  A  K  R  D  V  K  T  L  Q  E  347
     1041 ggacaagcgctggtgctggtggaagggacaaccttgctggaaggccaagcgcgctgctgaggccgttctccacgctgtcg 1120
      348  D  K  R  W  C  W  W  K  G  Q  P  C  W  K  A  K  R  A  A  E  A  V  L  H  A  V  D 374
     1121 atggttctgatggtgctggtgcccccggtggccctgaggagcactttgacacctcccacttcaacccccagaactttgag 1200
      375   G  S  D  G  A  G  A  P  G  G  P  E  E  H  F  D  T  S  H  F  N  P  Q  N  F  E   400
     1201 gccaagcgcgacctcatggccatcaaggccgctgctcgcagcgttgtcgagtcccttgagggt 1263
      401 A  K  R  D  L  M  A  I  K  A  A  A  R  S  V  V  E  S  L  E  G                    421

Kluyveromyces_delphensis (Identified in this study, accession - AY181250)
        1 atgaagttctcaaagattttgattgccgccgcttctattctaactgccgtccaagctgccccagtggaaaatgttgatga 80
        1 M  K  F  S  K  I  L  I  A  A  A  S  I  L  T  A  V  Q  A  A  P  V  E  N  V  D  D  27
       81 ctctgctcaagtccctgaagaagctattattggttatatcgactttgaaggtgcttccgacgtcgctattctcccattct 160
       28  S  A  Q  V  P  E  E  A  I  I  G  Y  I  D  F  E  G  A  S  D  V  A  I  L  P  F  S 54
      161 ccaatagcaccgacagtggtttaatgtttgtaaacaccacaatttacaacgaagctaccactgctgttgagggagaatca 240
       55   N  S  T  D  S  G  L  M  F  V  N  T  T  I  Y  N  E  A  T  T  A  V  E  G  E  S   80
      241 gttgagaaacgtgaggccaaatggcactggttgagtgttagaccaggtcagccaatctataagagagaagctgaagctga 320
       81 V  E  K  R  E  A  K  W  H  W  L  S  V  R  P  G  Q  P  I  Y  K  R  E  A  E  A  E  107
      321 agccaaatggcactggttgagtgttagaccaggtcagccaatctataagagagaggctgaggctgaagctaaatggcact 400
      108  A  K  W  H  W  L  S  V  R  P  G  Q  P  I  Y  K  R  E  A  E  A  E  A  K  W  H  W 134
      401 ggttgagtgttagaccaggtcagccaatctataagagagaggctgaagccgatgctgaagctagatggcactggttgagt 480
      135   L  S  V  R  P  G  Q  P  I  Y  K  R  E  A  E  A  D  A  E  A  R  W  H  W  L  S   160
      481 gtcagacctggccaaccaatttactaa 507
      161 V  R  P  G  Q  P  I  Y  *                                                        168

Kluyveromyces_lactis (Identified in this study, accession - NC_006041)
        1 atgaaattctctactatattagccgcatctactgctttaatttccgttgttatggctgctccagtttctaccgaaactga 80
        1 M  K  F  S  T  I  L  A  A  S  T  A  L  I  S  V  V  M  A  A  P  V  S  T  E  T  D  27
       81 catcgacgatcttccaatttcggttccagaagaagccttgattggattcattgacttaaccggggatgaagtttccttgt 160
       28  I  D  D  L  P  I  S  V  P  E  E  A  L  I  G  F  I  D  L  T  G  D  E  V  S  L  L 54
      161 tgcctgttaataacggaacccacactggtattctattcttaaacaccaccatcgctgaagctgctttcgctgacaaggat 240



       55   P  V  N  N  G  T  H  T  G  I  L  F  L  N  T  T  I  A  E  A  A  F  A  D  K  D   80
      241 gatttgaagaaaagagaagccgatgcttccccatggagttggattactctaagacctggtcaaccaatctttaaaagaga 320
       81 D  L  K  K  R  E  A  D  A  S  P  W  S  W  I  T  L  R  P  G  Q  P  I  F  K  R  E  107
      321 agccaacgctgacgctaatgctgaagcatccccatggagctggattactctaagacctggtcaaccgatctttaagagag 400
      108  A  N  A  D  A  N  A  E  A  S  P  W  S  W  I  T  L  R  P  G  Q  P  I  F  K  R  E 134
      401 aggctaatgctgatgccaatgcagatgcctccccatggagctggatcactctaagacctggtcaaccaatctttaaaaga 480
      135   A  N  A  D  A  N  A  D  A  S  P  W  S  W  I  T  L  R  P  G  Q  P  I  F  K  R   160
      481 gaagccaaccctgaggccgaggctgatgccaaacctagtgcttggagttggattacattaagacctggccaaccaatttt 560
      161 E  A  N  P  E  A  E  A  D  A  K  P  S  A  W  S  W  I  T  L  R  P  G  Q  P  I  F  187
      561 ctga 564
      187  *                                                                               187

Kluyveromyces_waltii (Identified in this study, accession - AADM01000052)
        1 atgttcagccgttttcctatccttttagcactgacgttggccagtttaacagctttagcggcgcctatcaacatcacaga 80
        1 M  F  S  R  F  P  I  L  L  A  L  T  L  A  S  L  T  A  L  A  A  P  I  N  I  T  D  27
       81 ctcagatcctgcaattcctgcagaaagcattgaggggttcctagatttaacaggttctgaggacctcgcgcttttgccag 160
       28  S  D  P  A  I  P  A  E  S  I  E  G  F  L  D  L  T  G  S  E  D  L  A  L  L  P  V 54
      161 tttccaacggcacccattccggagttttggttgtcaacacgacgattctcgcagccgcaatgggaagcgacgaagttttg 240
       55   S  N  G  T  H  S  G  V  L  V  V  N  T  T  I  L  A  A  A  M  G  S  D  E  V  L   80
      241 accaagagggatgcaaatgctgatgcggaaccttggagatggctaagtctggccagaggtcagccgatgtacaagagaga 320
       81 T  K  R  D  A  N  A  D  A  E  P  W  R  W  L  S  L  A  R  G  Q  P  M  Y  K  R  D  107
      321 tgctaatgctgaggctgaggctcaaccttggagatggctaagtctggccagaggtcaacctatgtacaagagagatgcta 400
      108  A  N  A  E  A  E  A  Q  P  W  R  W  L  S  L  A  R  G  Q  P  M  Y  K  R  D  A  N 134
      401 atgctgaggctgaggctcaaccttggagatggctaagtctggccagaggtcaacctatgtacaagagagatgctaatgct 480
      135   A  E  A  E  A  Q  P  W  R  W  L  S  L  A  R  G  Q  P  M  Y  K  R  D  A  N  A   160
      481 gaggcagaggctcaaccttggagatggctaagtctggccagaggtcaacccatgtacaagagagacgccaatgctgatgc 560
      161 E  A  E  A  Q  P  W  R  W  L  S  L  A  R  G  Q  P  M  Y  K  R  D  A  N  A  D  A  187
      561 aggtgccgagccttggagatggctaagccttgccagaggccagcctatgtac 612
      188  G  A  E  P  W  R  W  L  S  L  A  R  G  Q  P  M  Y                               204

Lacancea_thermotolerans (Identified in this study, accession - ?)
        1 atgcttaaatccttttcactctttttggccttcgcattgacctctatcacggtttccgccgcacccatcaacatcacaga 80
        1 M  L  K  S  F  S  L  F  L  A  F  A  L  T  S  I  T  V  S  A  A  P  I  N  I  T  D  27
       81 ctccgacccagtgattcctagagagagtatatgcgggttcttagacctgactgacgcggaagacctggcgcttttgccgg 160
       28  S  D  P  V  I  P  R  E  S  I  C  G  F  L  D  L  T  D  A  E  D  L  A  L  L  P  V 54
      161 tttctaatgggacccattccggcattttggttgtcaacacgaccatccttgctcaggcgttcggaagcgacgacattttg 240
       55   S  N  G  T  H  S  G  I  L  V  V  N  T  T  I  L  A  Q  A  F  G  S  D  D  I  L   80
      241 accaagagggatgccaatgcagaggcagaagccgacccatggcgctggttgagcttgtctagagggcagccaatgtacaa 320
       81 T  K  R  D  A  N  A  E  A  E  A  D  P  W  R  W  L  S  L  S  R  G  Q  P  M  Y  K  107
      321 aagagacgctaacgctgaagccgacgcagagccatggcgctggctgagtctgtctagaggacagccaatgtacaaaagag 400
      108  R  D  A  N  A  E  A  D  A  E  P  W  R  W  L  S  L  S  R  G  Q  P  M  Y  K  R  D 134
      401 acgctaacgctgaagccgacgcagagccatggcgctggttgagcctgtctagaggacagccaatgtacaagagggatgcc 480
      135   A  N  A  E  A  D  A  E  P  W  R  W  L  S  L  S  R  G  Q  P  M  Y  K  R  D  A   160
      481 aacgctgaggctgacgccgagccatggcgctggctaagtctggctagaggccagccaatgtat 543
      161 N  A  E  A  D  A  E  P  W  R  W  L  S  L  A  R  G  Q  P  M  Y                    181

Lodderomyces_elongisporus_1 (Identified in this study, accession - ?)
        1 atgaaattttcaacagctgttctcactgctattgcagttactttagttgccgctgctccagttgacatcgatactaacgc 80
        1 M  K  F  S  T  A  V  L  T  A  I  A  V  T  L  V  A  A  A  P  V  D  I  D  T  N  A  27
       81 caatgccgccgataatgtcattgaagctactacttctaatgaagaagctgctattccagaaaccactgagatcgcattag 160
       28  N  A  A  D  N  V  I  E  A  T  T  S  N  E  E  A  A  I  P  E  T  T  E  I  A  L  D 54
      161 acaatgcagagcaaataactgatgaacagatcccttcagatctgggtttagagttgggaccagaaactcaaattgaaggc 240
       55   N  A  E  Q  I  T  D  E  Q  I  P  S  D  C  G  L  E  L  G  P  E  T  Q  I  E  G   80
      241 gaacttccacaagaagatggtgaagaaggatattatgtttacattccagacacggaaaattttgccaatgaagaagaagc 320
       81 E  L  P  Q  E  D  G  E  E  G  Y  Y  V  Y  I  P  D  T  E  N  F  A  N  E  E  E  A  107
      321 cgctcaatattaccaaaaaagaagtgcagacccaggatggatgtggaccagatacggtagattctcaccagtaaagagag 400
      108  A  Q  Y  Y  Q  K  R  S  A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K  R  D 134
      401 atgctaacgctgaagctgaagctgaagctaatgctgatccaggatggatgtggaccaggtacggtagattctcaccggta 480
      135   A  N  A  E  A  E  A  E  A  N  A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V   160
      481 aagagagatgccaacgctgaagctgaagctgaagacaaggctgaagctaatgctgatccaggatggatgtggaccagata 560
      161 K  R  D  A  N  A  E  A  E  A  E  D  K  A  E  A  N  A  D  P  G  W  M  W  T  R  Y  187
      561 cggtagattctcaccggtaaagagagatgccaacgctgaagctgaagctgaagctaatgctgatccaggatggatgtgga 640
      188  G  R  F  S  P  V  K  R  D  A  N  A  E  A  E  A  E  A  N  A  D  P  G  W  M  W  T 214
      641 ccagatacggtagattctcaccggtaaagagagatgctaacgctgaagctgaagctaatgctgatccaggatggatgtgg 720
      215   R  Y  G  R  F  S  P  V  K  R  D  A  N  A  E  A  E  A  N  A  D  P  G  W  M  W   240
      721 accaggtacggtagattctcaccggtaaagagagatgctaacgctgaagctgacccaggatggatgtggaccagatacgg 800
      241 T  R  Y  G  R  F  S  P  V  K  R  D  A  N  A  E  A  D  P  G  W  M  W  T  R  Y  G  267
      801 tagattctcaccagtaaagagagatgctaatgctgaagctgatgccaacgctgaagctgacccaggatggatgtggacca 880
      268  R  F  S  P  V  K  R  D  A  N  A  E  A  D  A  N  A  E  A  D  P  G  W  M  W  T  R 294
      881 gatacggtagattctcaccagtgaagagagatgccaacgctgaagctgatccaggatggatgtggaccagatacggtaga 960
      295   Y  G  R  F  S  P  V  K  R  D  A  N  A  E  A  D  P  G  W  M  W  T  R  Y  G  R   320
      961 ttctcacctgtc 972
      321 F  S  P  V                                                                       324

Lodderomyces_elongisporus_2 (Identified in this study, accession - ?)
        1 atgaggttctcagctgctatccttaccgctatcgcagtcgctttagttgcatctgctgatatagaagataccactgctaa 80
        1 M  R  F  S  A  A  I  L  T  A  I  A  V  A  L  V  A  S  A  D  I  E  D  T  T  A  N  27
       81 caatgctgctgttgaagctccagatgttgctgaagatatcaatgcaccctaccaaacggaaattgtctacgacaataacg 160
       28  N  A  A  V  E  A  P  D  V  A  E  D  I  N  A  P  Y  Q  T  E  I  V  Y  D  N  N  E 54
      161 aggctgctgctgctgctgctgctgctgctgaagagtacggacagtacgctccaggtccagagtacgagcaatatgcacca 240
       55   A  A  A  A  A  A  A  A  A  E  E  Y  G  Q  Y  A  P  G  P  E  Y  E  Q  Y  A  P   80



      241 gaagatgcttatggacagtatgcacctcaaggttatgaggcaggcactccacaagaaggtggtgaagatggatactacgt 320
       81 E  D  A  Y  G  Q  Y  A  P  Q  G  Y  E  A  G  T  P  Q  E  G  G  E  D  G  Y  Y  V  107
      321 ctatgttccagacactgaaacatatgctagtgaggaagaggctgctcaagctgctcaagctgctcagtaccatcaaaaga 400
      108  Y  V  P  D  T  E  T  Y  A  S  E  E  E  A  A  Q  A  A  Q  A  A  Q  Y  H  Q  K  R 134
      401 gaagtgctgacccaggttggatgtggactagatacggcagattctctcctgtaaagagagacgccaatgccgatgctgct 480
      135   S  A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K  R  D  A  N  A  D  A  A   160
      481 gctgatccaggttggatgtggactagatacggcagattctctcctgtaaagagagacgccaatgctgatgctgctgcaga 560
      161 A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K  R  D  A  N  A  D  A  A  A  D  187
      561 tccaggttggatgtggaccaggtacggcagattctctcctgtcaagagagaggcagaagctgctcaataccatcaaaaaa 640
      188  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K  R  E  A  E  A  A  Q  Y  H  Q  K  R 214
      641 gaagtgcagatccaggttggatgtggactagatacggtagattctcgccagtgaaaagagacgctaacgctgatgctgat 720
      215   S  A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K  R  D  A  N  A  D  A  D   240
      721 gctaatcccgaggcagacccaggttggatgtggaccaggtacggtagattctcgccagtgaaaagagacgctaacgctga 800
      241 A  N  P  E  A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K  R  D  A  N  A  E  267
      801 agctgatgctaatcccgaggcggatccaggttggatgtggaccaggtacggtagattctcgccagtaaagagagacgcta 880
      268  A  D  A  N  P  E  A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K  R  D  A  N 294
      881 acgctgatgctgctgcagatccaggttggatgtggaccaggtacggcagattctctcctgtaaagagagacgccaatgct 960
      295   A  D  A  A  A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K  R  D  A  N  A   320
      961 gatgccgatgctgacccaggttggatgtggaccaggtacggcagattctctccagtgaaa 1020
      321 D  A  D  A  D  P  G  W  M  W  T  R  Y  G  R  F  S  P  V  K                       340

Magnaporthe_grisea (Shen, Bobrowicz, and Ebbole 1999); AACU02000373)
        1 atgaagaccgtctccgtcatcaccctcatcctgggcgcaggcgctgccgccaacgcagccgccatcgtcaacgccgagac 80
        1 M  K  T  V  S  V  I  T  L  I  L  G  A  G  A  A  A  N  A  A  A  I  V  N  A  E  T  27
       81 cctcgaggcccgctccgaggacgccgccaccctcgaggcgcgccagtggtgcccccggcgcggccagccctgctggaagg 160
       28  L  E  A  R  S  E  D  A  A  T  L  E  A  R  Q  W  C  P  R  R  G  Q  P  C  W  K  V 54
      161 tcaagcgcgcagtcgatgcctttgcctcggccatgcacagcaacgaggcgcgcgacgtcgccaccaccacgtccccctcg 240
       55   K  R  A  V  D  A  F  A  S  A  M  H  S  N  E  A  R  D  V  A  T  T  T  S  P  S   80
      241 gacggccacctgacggcccgcgacctgtcccacctccccggcggcgccgcctacaacgccaagcgctccgtcaacgccct 320
       81 D  G  H  L  T  A  R  D  L  S  H  L  P  G  G  A  A  Y  N  A  K  R  S  V  N  A  L  107
      321 ggccgccctgctggcatcgacccagtacgaccccgaggccttttacaacgacctctacctcgaccgctactttgaccccg 400
      108  A  A  L  L  A  S  T  Q  Y  D  P  E  A  F  Y  N  D  L  Y  L  D  R  Y  F  D  P  D 134
      401 acaccagcgtcgacgccaaggccgtcgacgagaagcccgatgccgaggccaagaccgagaagcgcgacgaggaaggcggc 480
      135   T  S  V  D  A  K  A  V  D  E  K  P  D  A  E  A  K  T  E  K  R  D  E  E  G  G   160
      481 cacctcgaggcccgccagtggtgcccccgccgcggccagccctgctggaagcgcgacgtcgagcacgacaagcgccactg 560
      161 H  L  E  A  R  Q  W  C  P  R  R  G  Q  P  C  W  K  R  D  V  E  H  D  K  R  H  C  187
      561 caactctgccggcgaggcctgcgacgtggccaagcgcgcagtcggtgcgctcctctcggccgtcgaggacagcggcgccg 640
      188  N  S  A  G  E  A  C  D  V  A  K  R  A  V  G  A  L  L  S  A  V  E  D  S  G  A  D 214
      641 acctggccaagcgccagtggtgcccgcgccgaggccagccttgctggaagcgcgacaacgtctttgagcccgtcgccctg 720
      215   L  A  K  R  Q  W  C  P  R  R  G  Q  P  C  W  K  R  D  N  V  F  E  P  V  A  L   240
      721 ggccgccgcgatgtctcggacgccgaggccgacgtgctcaccaagaggcagtggtgcccgcgtcgcggccagccctgctg 800
      241 G  R  R  D  V  S  D  A  E  A  D  V  L  T  K  R  Q  W  C  P  R  R  G  Q  P  C  W  267
      801 gaagcggtccgagatcagcggcctgcgaggcccgctgctacggccccgccggcgagtgcaccaaggcccagcgcgacctc 880
      268  K  R  S  E  I  S  G  L  R  G  P  L  L  R  P  R  R  R  V  H  Q  G  P  A  R  P  Q 294
      881 aacgccatccacatggctgccagggacgtgctcgcctcgctcgagtagacgccacggtgtggataagatgtcatcaggct 960
      295   R  H  P  H  G  C  Q  G  R  A  R  L  A  R  V  D  A  T  V  W  I  R  C  H  Q  A   320
      961 atgttcaggaggttagtcccccaacatacaaaaacagccaccccccctgatttccgtctattttttttttgttcttcttc 1040
      321 M  F  R  R  L  V  P  Q  H  T  K  T  A  T  P  P  D  F  R  L  F  F  F  C  S  S  S  347
     1041 ttcttcttctttttgc 1056
      348  S  S  S  F  C                                                                   352

Neosartorya_fischeri (Identified in this study, accession - AKE03000055)
        1 atgagactcctctcgctcgttcttgctaccttcgctgccactgctgtccaggcagacattacgccgtggtgccatcttcc 80
        1 M  R  L  L  S  L  V  L  A  T  F  A  A  T  A  V  Q  A  D  I  T  P  W  C  H  L  P  27
       81 tggtcagggttgctacatgcttaagcgcgctgctgatgcctcggatgaggtcagacgttcagccagtgccgtcgctgagg 160
       28  G  Q  G  C  Y  M  L  K  R  A  A  D  A  S  D  E  V  R  R  S  A  S  A  V  A  E  A 54
      161 ctgttgcggaagccttcccgcagactccgtggtgccatcttcccggtcagggttgcgccaaggcgaagagagccgccgag 240
       55   V  A  E  A  F  P  Q  T  P  W  C  H  L  P  G  Q  G  C  A  K  A  K  R  A  A  E   80
      241 gcagctgaagaggtgaagcgctctgccgatgcctttgctgaagccatggctgcttttgagaaggaa 306
       81 A  A  E  E  V  K  R  S  A  D  A  F  A  E  A  M  A  A  F  E  K  E                 102

Neurospora_crassa (Bobrowicz et al. 2002); acession - NW_001849822)
        1 atgaagttcactctccctcttgtcatcttcgccgccgtggcctccgccaccccggtcgcccagccaaatgccgaggccga 80
        1 M  K  F  T  L  P  L  V  I  F  A  A  V  A  S  A  T  P  V  A  Q  P  N  A  E  A  E  27
       81 agcccagtggtgccggatccatggccagtcctgctggaaggtcaagcgtgttgccgatgccttcgccaacgccatccagg 160
       28  A  Q  W  C  R  I  H  G  Q  S  C  W  K  V  K  R  V  A  D  A  F  A  N  A  I  Q  G 54
      161 gcatgggtggtctccctccccgcgatgagtccggccaccagcccgcccaggtcgccaagcgccaggtcgacgagcttgcc 240
       55   M  G  G  L  P  P  R  D  E  S  G  H  Q  P  A  Q  V  A  K  R  Q  V  D  E  L  A   80
      241 ggcatcatcgccctcactcaggaggacgttaacgcctactacgactcgctcagcctccaagagaagttcgctccctccac 320
       81 G  I  I  A  L  T  Q  E  D  V  N  A  Y  Y  D  S  L  S  L  Q  E  K  F  A  P  S  T  107
      321 cgaggaggagaagaagaccgagaaggtcgccaagcgtgaggccgaggccgaggcacaatggtgccgcatccacggccaat 400
      108  E  E  E  K  K  T  E  K  V  A  K  R  E  A  E  A  E  A  Q  W  C  R  I  H  G  Q  S 134
      401 cgtgctggaagaagcgtgaggccgaagcccagtggtgccggatccacggccagtcgtgctggaagcgtgacgccctcccc 480
      135   C  W  K  K  R  E  A  E  A  Q  W  C  R  I  H  G  Q  S  C  W  K  R  D  A  L  P   160
      481 gaggccgagccccagtggtgccgcatccacggccagtcctgctggaagaagcgtgacgccgctcccgaggctgctcccga 560
      161 E  A  E  P  Q  W  C  R  I  H  G  Q  S  C  W  K  K  R  D  A  A  P  E  A  A  P  E  187
      561 agctgaggccaacccgcaatggtgccgcatccacggccagtcctgctggaaggccaagcgcgccgccgaggccgtcatga 640
      188  A  E  A  N  P  Q  W  C  R  I  H  G  Q  S  C  W  K  A  K  R  A  A  E  A  V  M  T 214
      641 ccgccatccagtccgccgaggccgagtccgcccttcttctccgtgacaccaccttcagccccgtcgaccgcgtcggcaag 720
      215   A  I  Q  S  A  E  A  E  S  A  L  L  L  R  D  T  T  F  S  P  V  D  R  V  G  K   240
      721 cgtgatccccaggtgtgcaacatgaggctccaccccaaaaaggtttgctggaagcgtgatgcctcccctgaggccgcttg 800



      241 R  D  P  Q  V  C  N  M  R  L  H  P  K  K  V  C  W  K  R  D  A  S  P  E  A  A  C  267
      801 caacgctcccgacggctcctgcaccaaggctacccgtgacttgcacgccatgtacaacgtggctcgtgccatcctcactg 880
      268  N  A  P  D  G  S  C  T  K  A  T  R  D  L  H  A  M  Y  N  V  A  R  A  I  L  T  A 294
      881 ctcactccgatgagaactag 900
      295   H  S  D  E  N  *                                                               299

Penicillium_chrysogenum (Hoff, Pöggeler, and Kuck 2008); acession - AM920429)
        1 atgaagttcacctccgtcgtcgtcgccgttatcgccgctggcaccgtccaggccgcggctcttgctcccagcgagaccct 80
        1 M  K  F  T  S  V  V  V  A  V  I  A  A  G  T  V  Q  A  A  A  L  A  P  S  E  T  L  27
       81 ccccaagtggtgtggccacattggccagggctgcaagcgaaccaccgatgcctccctcgacgtcaagcgctctgctgatg 160
       28  P  K  W  C  G  H  I  G  Q  G  C  K  R  T  T  D  A  S  L  D  V  K  R  S  A  D  A 54
      161 ctctcgccgaggccatggccggaggcttgccccttgtccttcagaagtggtgtggccacatcggtcagggttgctacaag 240
       55   L  A  E  A  M  A  G  G  L  P  L  V  L  Q  K  W  C  G  H  I  G  Q  G  C  Y  K   80
      241 gccaagcgtgccgccgatgccgtcgatgaggtcaagcgtaccagcgatgctctcgctcgtgccttcgctgctctcgagga 320
       81 A  K  R  A  A  D  A  V  D  E  V  K  R  T  S  D  A  L  A  R  A  F  A  A  L  E  E  107
      321 agaggatgacgagtaa 336
      108  E  D  D  E  *                                                                   111

Phaeosphaeria_nodorum (Identified in this study, accession - AAGI01000073)
        1 atgaggttcaacgcagttatcgccgcctgcattcttgcggtcaccgtcagcggtgccgctctccctaccgaggacgctgc 80
        1 M  R  F  N  A  V  I  A  A  C  I  L  A  V  T  V  S  G  A  A  L  P  T  E  D  A  A  27
       81 catcaccgacgcggccaccatcaccaccaccgaagccgagatcaccgaagccgagatcatcaaagccgctcctgaggagg 160
       28  I  T  D  A  A  T  I  T  T  T  E  A  E  I  T  E  A  E  I  I  K  A  A  P  E  E  D 54
      161 acgacttcttcgacgacgacgagcagtttgagaagcgtgatgccgcaagttggaagtacaacggatggcgctaccgcccc 240
       55   D  F  F  D  D  D  E  Q  F  E  K  R  D  A  A  S  W  K  Y  N  G  W  R  Y  R  P   80
      241 tacggtctccccgttggcaagcgtgatgccgatgctgaggccggctggcgctaccgcccctacggcctccccgtgggcaa 320
       81 Y  G  L  P  V  G  K  R  D  A  D  A  E  A  G  W  R  Y  R  P  Y  G  L  P  V  G  K  107
      321 gcgtgaggctgctcctgaggcagatgctgaggcaaagtacaacggctggagataccgcccatacggtctcccggttggca 400
      108  R  E  A  A  P  E  A  D  A  E  A  K  Y  N  G  W  R  Y  R  P  Y  G  L  P  V  G  K 134
      401 agcgtgaggccgaggcaaagtacaacggctggcgctacaggccttacggccttcccgttggcaagcgtgaggctgaagct 480
      135   R  E  A  E  A  K  Y  N  G  W  R  Y  R  P  Y  G  L  P  V  G  K  R  E  A  E  A   160
      481 gatgcttccgctgaggcgaggtacaacggctggcgctacaggccttacggcctccccgtcggccgt 546
      161 D  A  S  A  E  A  R  Y  N  G  W  R  Y  R  P  Y  G  L  P  V  G  R                 182

Pichia_stipitis (Identified in this study, accession - NC_009046)
        1 atgcatttacgttccactgccatcttgtctgctgtcgtgttcacctcagttgctctttctgctcctacttcaggacagaa 80
        1 M  H  L  R  S  T  A  I  L  S  A  V  V  F  T  S  V  A  L  S  A  P  T  S  G  Q  N  27
       81 catcgacatcgactttcctgatgaatctattgcaggtgcaattcctctttcttatgacttagttccaattattggttctt 160
       28  I  D  I  D  F  P  D  E  S  I  A  G  A  I  P  L  S  Y  D  L  V  P  I  I  G  S  Y 54
      161 atcaaggacaaaatgtcattcttattgtcaacagtaccattgctgctgcctcagaagctgctgcttcagaaggcaagtct 240
       55   Q  G  Q  N  V  I  L  I  V  N  S  T  I  A  A  A  S  E  A  A  A  S  E  G  K  S   80
      241 aagagagatgccaacgcctggcattggaccagttacggcgtcttcgaacctggtaaaagagacgccaacgctaatgcagc 320
       81 K  R  D  A  N  A  W  H  W  T  S  Y  G  V  F  E  P  G  K  R  D  A  N  A  N  A  A  107
      321 cccatggcattggaccagttacggtgtttttgagcctggaaagagagacgctaatgccgacgcagccccatggcattgga 400
      108  P  W  H  W  T  S  Y  G  V  F  E  P  G  K  R  D  A  N  A  D  A  A  P  W  H  W  T 134
      401 ccagctacggtgtttttgaacctggcaag 429
      135   S  Y  G  V  F  E  P  G  K                                                      143

Pichia_guilliermondi (Identified in this study, accession - AAFM01000021)
        1 atgaagttctcaactgccttcgtttctactttatttgcaacctacgctgccgccgcacctcttgctgcagcatctgataa 80
        1 M  K  F  S  T  A  F  V  S  T  L  F  A  T  Y  A  A  A  A  P  L  A  A  A  S  D  K  27
       81 gattccagttcccttcccaaagagtgctgtcaaccaaattgtgactattgacgaaaccaatgctccaatttacctcaaca 160
       28  I  P  V  P  F  P  K  S  A  V  N  Q  I  V  T  I  D  E  T  N  A  P  I  Y  L  N  N 54
      161 acagtggaactatcacccttttccttgtgaacaccaccgttaaggaggaaagtccagaaaaacgtgagcttggtgaagtt 240
       55   S  G  T  I  T  L  F  L  V  N  T  T  V  K  E  E  S  P  E  K  R  E  L  G  E  V   80
      241 gcaaccggctacgaattcaatgctgctcagtatatgaagcgggaaagctttcccattgaaaacttggtgcctgagtcgag 320
       81 A  T  G  Y  E  F  N  A  A  Q  Y  M  K  R  E  S  F  P  I  E  N  L  V  P  E  S  S  107
      321 ccttgagaagagagaagacaagaagaactcgagatttttgacttattggtttttccaaccaattatgaagagaggagagg 400
      108  L  E  K  R  E  D  K  K  N  S  R  F  L  T  Y  W  F  F  Q  P  I  M  K  R  G  E  E 134
      401 aagagacctcggaagtagtgaagagagaagctaagaaaaattccagatttttgacctactggttcttccagccaattatg 480
      135   E  T  S  E  V  V  K  R  E  A  K  K  N  S  R  F  L  T  Y  W  F  F  Q  P  I  M   160
      481 aagagagaagaagatatcgttgctggagacgagatggtcaagagagaagccaagaaaaactctagatttttgacctactg 560
      161 K  R  E  E  D  I  V  A  G  D  E  M  V  K  R  E  A  K  K  N  S  R  F  L  T  Y  W  187
      561 gttctttcaaccaattatgaaaagagagggaggtaatgaagtggaaaagagagatgcaaagaaaaactccagattcttga 640
      188  F  F  Q  P  I  M  K  R  E  G  G  N  E  V  E  K  R  D  A  K  K  N  S  R  F  L  T 214
      641 cttactggttcttccaaccaattatg 666
      215   Y  W  F  F  Q  P  I  M                                                         222

Podospora_anserina (Coppin, de Renty, and Debuchy 2005))
        1 atgaagttttccacccccctcgctctcctcgccgtcgctgccgtcgacgccgctgttgtccaggaggacaagcgctggtg 80
        1 M  K  F  S  T  P  L  A  L  L  A  V  A  A  V  D  A  A  V  V  Q  E  D  K  R  W  C  27
       81 caacaccgagggccaggcctgcaacaccgttgcccgcgccgccgaggctttcaccaacgccatcaaggcctccggcgtcg 160
       28  N  T  E  G  Q  A  C  N  T  V  A  R  A  A  E  A  F  T  N  A  I  K  A  S  G  V  V 54
      161 ttgcccgtgacgactccgccgccgctcaggtcgccgcccgccaggtcgaccagctcgccctcgccatctccgcctcccag 240
       55   A  R  D  D  S  A  A  A  Q  V  A  A  R  Q  V  D  Q  L  A  L  A  I  S  A  S  Q   80
      241 gccgaccccatcaccttctacaccgccctcggcctcggtgaccagttcaccctcgaggagaagccccacgccgagaagcg 320
       81 A  D  P  I  T  F  Y  T  A  L  G  L  G  D  Q  F  T  L  E  E  K  P  H  A  E  K  R  107
      321 cgaggccgccccccagtggtgcctccgcttcgtcggccagtcctgctggaagcgcaacgccgcccccgaggacgtcaagc 400
      108  E  A  A  P  Q  W  C  L  R  F  V  G  Q  S  C  W  K  R  N  A  A  P  E  D  V  K  R 134
      401 ggtgcaccgccgaggacggcgcctgcaccaaggccaagcgcgccgccgaggccgtcatcaacgccatcgaggcttccgcc 480
      135   C  T  A  E  D  G  A  C  T  K  A  K  R  A  A  E  A  V  I  N  A  I  E  A  S  A   160



      481 gacaacctcgccaagcgtgaggccgccccccagtggtgcctccgtttcgtcggccagtcctgctggaagcgcaacgccgc 560
      161 D  N  L  A  K  R  E  A  A  P  Q  W  C  L  R  F  V  G  Q  S  C  W  K  R  N  A  A  187
      561 ccccgaggctgcctgcaacgcccccgacggcgcctgcaccaaggccacccgcgacatccacgccatgtacaacgctgccc 640
      188  P  E  A  A  C  N  A  P  D  G  A  C  T  K  A  T  R  D  I  H  A  M  Y  N  A  A  R 214
      641 gccacatcatcgatgcctccgcttaa 666
      215   H  I  I  D  A  S  A  *                                                         221

Pyrenophora_tritici-repentis (Identified in this study, accession - NW_001939245)
        1 atgagattcaacgccgttatcgcctccgccattctggcgttcaccgtctccggtgctgccattccagcacccgctgaaac 80
        1 M  R  F  N  A  V  I  A  S  A  I  L  A  F  T  V  S  G  A  A  I  P  A  P  A  E  T  27
       81 taccacccccaccatcgtcgaggagccggcgtcgatcgaggtttctcttgaggatgaagtcgaaaagcgttcttggacac 160
       28  T  T  P  T  I  V  E  E  P  A  S  I  E  V  S  L  E  D  E  V  E  K  R  S  W  T  Q 54
      161 agaagcgtccttacggaatgcccgttggcaagcgtgaagctgaagccgatgcccgagtcacctggacccaacatcgcccc 240
       55   K  R  P  Y  G  M  P  V  G  K  R  E  A  E  A  D  A  R  V  T  W  T  Q  H  R  P   80
      241 tacggaatgcccgttggaaaacgtgaggcagaggcagaggcagaccctgaggccaggataacttggactcagcaccgccc 320
       81 Y  G  M  P  V  G  K  R  E  A  E  A  E  A  D  P  E  A  R  I  T  W  T  Q  H  R  P  107
      321 ctacggcatgcctgtcggcaagcgtgaggcagacgcagacgcagaggccagttggactcagaagcgcccttatggtatgc 400
      108  Y  G  M  P  V  G  K  R  E  A  D  A  D  A  E  A  S  W  T  Q  K  R  P  Y  G  M  P 134
      401 cagtcggaaaacgcgaggcagaggccagttggagacaaaagcgtccctacggaatgcctgtcggcaagcgtgaggctgac 480
      135   V  G  K  R  E  A  E  A  S  W  R  Q  K  R  P  Y  G  M  P  V  G  K  R  E  A  D   160
      481 gagcagtaa 489
      161 E  Q  *                                                                          162

Saccharomyces_bayanus_1 (Identified in this study, accession - AACG02000017)
        1 atgaaattctcaacaattattaccgctgttttgtttacagcttcttccgttttagccgccccagtcaataccaccaccga 80
        1 M  K  F  S  T  I  I  T  A  V  L  F  T  A  S  S  V  L  A  A  P  V  N  T  T  T  E  27
       81 aaatgaaactgctcaagttcctgctgaagctatcattggctacttagatttggagggtgattctgatgttgctgttttgc 160
       28  N  E  T  A  Q  V  P  A  E  A  I  I  G  Y  L  D  L  E  G  D  S  D  V  A  V  L  P 54
      161 cttttgcaaacagcaccaacactggtttactattcataaatactactgttgctaaccttgctgctaaggaaagagatgct 240
       55   F  A  N  S  T  N  T  G  L  L  F  I  N  T  T  V  A  N  L  A  A  K  E  R  D  A   80
      241 tcattgaacaagagagaagctgatgctgaagcttggcactggttgcaattgaagcccggtcaaccaatgtacaagagaga 320
       81 S  L  N  K  R  E  A  D  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  D  107
      321 cgctgaagccgatgccgatgctgaagcttggcactggttgcaattgaagcctggtcaaccaatgtacaagagagatgctg 400
      108  A  E  A  D  A  D  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  D  A  E 134
      401 aagccgatgccgatgctgaagcttggcactggctgcaattgagacctggtcaaccaatgtac 462
      135   A  D  A  D  A  E  A  W  H  W  L  Q  L  R  P  G  Q  P  M  Y                     154

Saccharomyces_bayanus_2 (Identified in this study, accession - AACG02000017)
        1 atgaaattatcttctgtgatttttactattgccctagctgccgcttccgtcgttgctacttccagtgacgatatcgccaa 80
        1 M  K  L  S  S  V  I  F  T  I  A  L  A  A  A  S  V  V  A  T  S  S  D  D  I  A  K  27
       81 agtcccggccgaggccgttatcggctacttggatctaggaggtgatcatgacattgctgtcctaccattcagcaattcta 160
       28  V  P  A  E  A  V  I  G  Y  L  D  L  G  G  D  H  D  I  A  V  L  P  F  S  N  S  T 54
      161 ctgccagtggcctactattcatcaatacgaccattgctgatgcggctcaaagggaagaaaatggtactctggcaaaaagg 240
       55   A  S  G  L  L  F  I  N  T  T  I  A  D  A  A  Q  R  E  E  N  G  T  L  A  K  R   80
      241 gaagccgtcgccgatgcttggcactggctgaaattgagacctggtcaaccaatgtacaaaagagatgctgaagcagatgc 320
       81 E  A  V  A  D  A  W  H  W  L  K  L  R  P  G  Q  P  M  Y  K  R  D  A  E  A  D  A  107
      321 agaagcagatgcagaagcttggcactggctgcaattgagacctggtcaaccgatgtacaaaagagatgccgatgcttggc 400
      108  E  A  D  A  E  A  W  H  W  L  Q  L  R  P  G  Q  P  M  Y  K  R  D  A  D  A  W  H 134
      401 attggttgcaactaaagccaggccaaccaatgtac 435
      135   W  L  Q  L  K  P  G  Q  P  M  Y                                                145

Saccharomyces_castellii_1 (Identified in this study, accession - AACF01000002)
        1 atgaaattatctgctcttttatcaacagttgctttggcttcaacatctttcgctgcaccaattgatacaaccgcttcaaa 80
        1 M  K  L  S  A  L  L  S  T  V  A  L  A  S  T  S  F  A  A  P  I  D  T  T  A  S  N  27
       81 tgaaaacttgaattctactgatattcctgcagaagctgtcattggttacttagatttgggttccgactcagatgttgcaa 160
       28  E  N  L  N  S  T  D  I  P  A  E  A  V  I  G  Y  L  D  L  G  S  D  S  D  V  A  M 54
      161 tgctaccattccaaaatagtacatccaacgggttattatttgttaataccaccattgttcaacaagctgctcaagaaaat 240
       55   L  P  F  Q  N  S  T  S  N  G  L  L  F  V  N  T  T  I  V  Q  Q  A  A  Q  E  N   80
      241 gatgactctgttggtctagctaagagagaagccaatgctgaagctggatggcactggttgagattggacccaggtcaacc 320
       81 D  D  S  V  G  L  A  K  R  E  A  N  A  E  A  G  W  H  W  L  R  L  D  P  G  Q  P  107
      321 attgtacaagagagaagctgacgctgatgctgaagctaactggcactggttgagattggacccaggtcaaccattgtaca 400
      108  L  Y  K  R  E  A  D  A  D  A  E  A  N  W  H  W  L  R  L  D  P  G  Q  P  L  Y  K 134
      401 agagagaagctgaagctgatgctgaagctaactggcactggttgagattggacccaggtcaaccattgtacaagagggaa 480
      135   R  E  A  E  A  D  A  E  A  N  W  H  W  L  R  L  D  P  G  Q  P  L  Y  K  R  E   160
      481 gctgacgctgatgctgaagctaactggcactggttgagattggacccaggtcaaccattgtacaagagggaagctgacgc 560
      161 A  D  A  D  A  E  A  N  W  H  W  L  R  L  D  P  G  Q  P  L  Y  K  R  E  A  D  A  187
      561 tgatgctgaagctaactggcactggttaagattggacccaggtcaacctctatat 615
      188  D  A  E  A  N  W  H  W  L  R  L  D  P  G  Q  P  L  Y                            205

Saccharomyces_castellii_2 (Identified in this study, accession - AACF01000002)
        1 atgaaattctccagcattttatccactattgccctattctctgcttccactttagcaactgacatcgaaactgaagatgc 80
        1 M  K  F  S  S  I  L  S  T  I  A  L  F  S  A  S  T  L  A  T  D  I  E  T  E  D  A  27
       81 cactatgccacaagttccagctgaagctgtcattggctacttagatttcgatggtgacaatgacattgctatgttaccat 160
       28  T  M  P  Q  V  P  A  E  A  V  I  G  Y  L  D  F  D  G  D  N  D  I  A  M  L  P  F 54
      161 ttgccaatgctacttcctcaggtttactcttcgtcaacactacccttgtcgaacaagctaataatgaagaaggctccatt 240
       55   A  N  A  T  S  S  G  L  L  F  V  N  T  T  L  V  E  Q  A  N  N  E  E  G  S  I   80
      241 tctttagctaagagagaagccgaagctgctgctaactggcattggttgagattggaccctggccaaccattatacaaaag 320
       81 S  L  A  K  R  E  A  E  A  A  A  N  W  H  W  L  R  L  D  P  G  Q  P  L  Y  K  R  107
      321 agaagctgaagctgatgcagaagccaactggcactggttgagattggacccaggtcaaccattatacaagagagaagctg 400
      108  E  A  E  A  D  A  E  A  N  W  H  W  L  R  L  D  P  G  Q  P  L  Y  K  R  E  A  D 134
      401 atgccaactggcactggttgagattggacccaggtcaaccattatat 447



      135   A  N  W  H  W  L  R  L  D  P  G  Q  P  L  Y                                    149

Saccharomyces_castellii_3 (Identified in this study, accession - AACF01000002)
        1 atgcaactagcatcaattatcctagctttccttatagcctcatttttttctattgccgttccaatccaattatctgacaa 80
        1 M  Q  L  A  S  I  I  L  A  F  L  I  A  S  F  F  S  I  A  V  P  I  Q  L  S  D  N  27
       81 tcttgccaattccaggcaagaaattccgaaagaagctgtcattggttatttagattttggtagtcaacgtgatatcacgt 160
       28  L  A  N  S  R  Q  E  I  P  K  E  A  V  I  G  Y  L  D  F  G  S  Q  R  D  I  T  L 54
      161 tgctaccctttgcaaatagtactactagcgggctattatttgcaaacagcacgcttcttgaacaagcttctgtggggaac 240
       55   L  P  F  A  N  S  T  T  S  G  L  L  F  A  N  S  T  L  L  E  Q  A  S  V  G  N   80
      241 aatcgaacattgctaaagagagaagccaaatggcattggttaagtttggatgctggtcaaccattatataagagagatgc 320
       81 N  R  T  L  L  K  R  E  A  K  W  H  W  L  S  L  D  A  G  Q  P  L  Y  K  R  D  A  107
      321 taagcctccaaaatgggggaatttcaaattctggaatcctacaccagtgaatacgttcttccctgatgacccgatggcag 400
      108  K  P  P  K  W  G  N  F  K  F  W  N  P  T  P  V  N  T  F  F  P  D  D  P  M  A  D 134
      401 acatc 405
      135   I                                                                              135

Saccharomyces_cerevisiae_1 (Kurjan and Herskowitz 1982; Singh et al. 1983); accession - NC_001136)
        1 atgagatttccttcaatttttactgcagttttattcgcagcatcctccgcattagctgctccagtcaacactacaacaga 80
        1 M  R  F  P  S  I  F  T  A  V  L  F  A  A  S  S  A  L  A  A  P  V  N  T  T  T  E  27
       81 agatgaaacggcacaaattccggctgaagctgtcatcggttacttagatttagaaggggatttcgatgttgctgttttgc 160
       28  D  E  T  A  Q  I  P  A  E  A  V  I  G  Y  L  D  L  E  G  D  F  D  V  A  V  L  P 54
      161 cattttccaacagcacaaataacgggttattgtttataaatactactattgccagcattgctgctaaagaagaaggggta 240
       55   F  S  N  S  T  N  N  G  L  L  F  I  N  T  T  I  A  S  I  A  A  K  E  E  G  V   80
      241 tctttggataaaagagaggctgaagcttggcattggttgcaactaaaacctggccaaccaatgtacaagagagaagccga 320
       81 S  L  D  K  R  E  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  E  107
      321 agctgaagcttggcattggctgcaactaaagcctggccaaccaatgtacaaaagagaagccgacgctgaagcttggcatt 400
      108  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D  A  E  A  W  H  W 134
      401 ggctgcaactaaagcctggccaaccaatgtacaaaagagaagccgacgctgaagcttggcattggttgcagttaaaaccc 480
      135   L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D  A  E  A  W  H  W  L  Q  L  K  P   160
      481 ggccaaccaatgtactaa 498
      161 G  Q  P  M  Y  *                                                                 165

Saccharomyces_cerevisiae_2 (Kurjan and Herskowitz 1982; Singh et al. 1983); accession - NC_001136)
        1 atgaaattcatttctacctttctcacttttattttagcggccgtttctgtcactgctagttccgatgaagatatcgctca 80
        1 M  K  F  I  S  T  F  L  T  F  I  L  A  A  V  S  V  T  A  S  S  D  E  D  I  A  Q  27
       81 ggtgccagccgaggccattattggatacttggatttcggaggtgatcatgacatagcttttttaccattcagtaacgcta 160
       28  V  P  A  E  A  I  I  G  Y  L  D  F  G  G  D  H  D  I  A  F  L  P  F  S  N  A  T 54
      161 ccgccagtgggctattgtttatcaacaccactattgctgaggcggctgaaaaagagcaaaacaccactttggcgaaaaga 240
       55   A  S  G  L  L  F  I  N  T  T  I  A  E  A  A  E  K  E  Q  N  T  T  L  A  K  R   80
      241 gaggctgttgccgacgcttggcactggttaaatttgagaccaggccaaccaatgtacaagagagaggccaacgctgatgc 320
       81 E  A  V  A  D  A  W  H  W  L  N  L  R  P  G  Q  P  M  Y  K  R  E  A  N  A  D  A  107
      321 ttggcactggttgcaactcaagccaggccaaccaatgtactga 363
      108  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  *                                        120

Saccharomyces_kluyveri (Egel-Mitani and Hansen 1987); accession - AACE03000009)
        1 atgaaactattcactactttgtccgcttcattaatctttatccattccttagggtcgacacgcgctgctccagttactgg 80
        1 M  K  L  F  T  T  L  S  A  S  L  I  F  I  H  S  L  G  S  T  R  A  A  P  V  T  G  27
       81 cgatgaatcatctgttgagattccggaagagtctctgatcggtttcttggatttagcaggtgatgatatctccgtttttc 160
       28  D  E  S  S  V  E  I  P  E  E  S  L  I  G  F  L  D  L  A  G  D  D  I  S  V  F  P 54
      161 cagtttctaacgagactcattacgggttgatgttggtcaattccacgattgtcaatcttgctcgctcagagagtgccaat 240
       55   V  S  N  E  T  H  Y  G  L  M  L  V  N  S  T  I  V  N  L  A  R  S  E  S  A  N   80
      241 ttcaagggaaagagagaggctgatgctgagccatggcactggctttcattttccaaaggtgagccaatgtacaagagaga 320
       81 F  K  G  K  R  E  A  D  A  E  P  W  H  W  L  S  F  S  K  G  E  P  M  Y  K  R  E  107
      321 ggccgatgctgaaccatggcactggctttcattttccaaaggcgagccaatgtactaa 378
      108  A  D  A  E  P  W  H  W  L  S  F  S  K  G  E  P  M  Y  *                         125

Saccharomyces_kudriavzevii_1 (Identified in this study, accession - ABPO01001303)
        1 atgagattttcttccattattacggcagtgtttgcagcttcctccgccttggcagctccagttaataccacttctgaaag 80
        1 M  R  F  S  S  I  I  T  A  V  F  A  A  S  S  A  L  A  A  P  V  N  T  T  S  E  S  27
       81 cgaaacggtccaaattcccgctgaagccatcatcggttacttagatttagagggtgattttgatgttgctgttttgccat 160
       28  E  T  V  Q  I  P  A  E  A  I  I  G  Y  L  D  L  E  G  D  F  D  V  A  V  L  P  F 54
      161 ttgctaacagcacgaacaatggcttattgttcataaatactaccattgcaaatcttgccactaaggaagaaagtgttcca 240
       55   A  N  S  T  N  N  G  L  L  F  I  N  T  T  I  A  N  L  A  T  K  E  E  S  V  P   80
      241 ttaagcaaaagagaagctgaagccgacgccgaggcttggcactggttgcaattgaaacccggtcaaccaatgtataaaag 320
       81 L  S  K  R  E  A  E  A  D  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  107
      321 agaagctgaagctgacgccgaagcttggcactggttgcaattgaaacccggtcaaccaatgtacaaaagagaagctgcag 400
      108  E  A  E  A  D  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  A  A 134
      401 ccgacgccgaagcttggcactggttgcaattgaaacccggtcaaccaatgtacaaaagagaagctgaagctgaagccgac 480
      135   D  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  E  A  E  A  D   160
      481 gccgaagcttggcactggctgcaattgaagcctggtcaaccaatgtat 528
      161 A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y                                   176

Saccharomyces_kudriavzevii_2 (Identified in this study, accession - ABPO01001303)
        1 atgaaagcctcttctatggtttccatgaccattctagccgcgacttctgtctttgctagttctaacgacgatattgtcca 80
        1 M  K  A  S  S  M  V  S  M  T  I  L  A  A  T  S  V  F  A  S  S  N  D  D  I  V  Q  27
       81 ggttccagctgaggctgttataggatacttggatctcggacgtgatcatgacatcgctgctctaccatttagcaatagta 160
       28  V  P  A  E  A  V  I  G  Y  L  D  L  G  R  D  H  D  I  A  A  L  P  F  S  N  S  T 54
      161 ctaccagtggcttattattcgtcaatactaccatcgtgaatgtggctgaaaaaaaacgaaacgctaccttgacaaaaaga 240
       55   T  S  G  L  L  F  V  N  T  T  I  V  N  V  A  E  K  K  R  N  A  T  L  T  K  R   80
      241 gatgcagtcgctggcgcctggcactggttgcaattgagacctggtcagccaatgtacaagagggatgctgacgctgacgc 320
       81 D  A  V  A  G  A  W  H  W  L  Q  L  R  P  G  Q  P  M  Y  K  R  D  A  D  A  D  A  107



      321 ttggcactggttgcaactaaagccaggtcaaccaatgtac 360
      108  W  H  W  L  Q  L  K  P  G  Q  P  M  Y                                           120

Saccharomyces_mikatae_1 (Identified in this study, accession - AACH01001097)
        1 atgagattttcttcaatttttaccgcagttttatttggggcttcttccaccttagccgccccagtcaataccactaccga 80
        1 M  R  F  S  S  I  F  T  A  V  L  F  G  A  S  S  T  L  A  A  P  V  N  T  T  T  E  27
       81 agacgaaacggctcacattccggctgaagccatcattggttacttggatttagaaggtgatcgtgatgttgctgttttgc 160
       28  D  E  T  A  H  I  P  A  E  A  I  I  G  Y  L  D  L  E  G  D  R  D  V  A  V  L  P 54
      161 cattttccaatagcacaaacagtggtttgttgttcataaatactactattgctgatattgccactaacgaagaaggcatt 240
       55   F  S  N  S  T  N  S  G  L  L  F  I  N  T  T  I  A  D  I  A  T  N  E  E  G  I   80
      241 tcattaaacaaaagagaggcagaagcctggcattggttgcagttgaaacctggtcagccaatgtacaagagagaagccga 320
       81 S  L  N  K  R  E  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D  107
      321 cgctgaggcctggcattggttacagttgaaacctggtcagccaatgtacaagagagaagccgatgctgaggcctggcatt 400
      108  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D  A  E  A  W  H  W 134
      401 ggttacagttgaaacctggccaaccgatgtac 432
      135   L  Q  L  K  P  G  Q  P  M  Y                                                   144

Saccharomyces_mikatae_2 (Identified in this study, accession - AACH01001097)
        1 atgaaagttacttctattctttccactgttctagcggttacttttgccgttgcgacttccgatgaaaatgtcgctcaagt 80
        1 M  K  V  T  S  I  L  S  T  V  L  A  V  T  F  A  V  A  T  S  D  E  N  V  A  Q  V  27
       81 cccagctgaagctgttattggctacttggatttgggaggtgaccatgacatcgccgttttaccattcagtaatgctactg 160
       28  P  A  E  A  V  I  G  Y  L  D  L  G  G  D  H  D  I  A  V  L  P  F  S  N  A  T  A 54
      161 cgagtggattactattcatcaatactaccattgctgatgaagcgaaaagagaacttaacaccactctgacgaaaagagaa 240
       55   S  G  L  L  F  I  N  T  T  I  A  D  E  A  K  R  E  L  N  T  T  L  T  K  R  E   80
      241 gcaagggccgatgcctggcactggctaagcttgagaccaggccaaccaatgtacaaacgagaagccagccccaacgcttg 320
       81 A  R  A  D  A  W  H  W  L  S  L  R  P  G  Q  P  M  Y  K  R  E  A  S  P  N  A  W  107
      321 gcattggttgcaactcaagccaggccaaccaatgtac 357
      108  H  W  L  Q  L  K  P  G  Q  P  M  Y                                              119

Saccharomyces_naganishi (Kodama et al. 2003); accession - AB086431)
        1 atgaaattttccactattttatccgctgccgctctagccgcctctgcattcgcagctcccattgaacagccagaacaaga 80
        1 M  K  F  S  T  I  L  S  A  A  A  L  A  A  S  A  F  A  A  P  I  E  Q  P  E  Q  D  27
       81 tttgaactccactacaattcctgcggaagccatcatttcttacttggacttggaaggtgacaaagatattgcagtagttc 160
       28  L  N  S  T  T  I  P  A  E  A  I  I  S  Y  L  D  L  E  G  D  K  D  I  A  V  V  P 54
      161 ctttctccaacgctacagacagcggtttgttatttgtcaacaccaccatacttgcccaagctaacaaggaagctgggact 240
       55   F  S  N  A  T  D  S  G  L  L  F  V  N  T  T  I  L  A  Q  A  N  K  E  A  G  T   80
      241 ccgctacaaaagagggaggctgacgccgacgctaatgcctggcactggttgaggttgtcctacggtcagcctatctacaa 320
       81 P  L  Q  K  R  E  A  D  A  D  A  N  A  W  H  W  L  R  L  S  Y  G  Q  P  I  Y  K  107
      321 gagagacgcgaacgctgatgctgacgctgatgccgatgcatggcactggttgaggttgtcatatggtcaaccaatttaca 400
      108  R  D  A  N  A  D  A  D  A  D  A  D  A  W  H  W  L  R  L  S  Y  G  Q  P  I  Y  K 134
      401 agagagatgccaacgctgatgccgacgctgatgccgacgcttggcattggttgagattgtcctacggccaacctatctac 480
      135   R  D  A  N  A  D  A  D  A  D  A  D  A  W  H  W  L  R  L  S  Y  G  Q  P  I  Y   160
      481 taa 483
      160 *                                                                                160

Saccharomyces_paradoxis_1 (Johnson et al. 2004); accession - AJ515205)
        1 atgagattttgttcggtttttactgcattttcatttgcagcttcctccgctttagctgctccagttaataccaccactga 80
        1 M  R  F  C  S  V  F  T  A  F  S  F  A  A  S  S  A  L  A  A  P  V  N  T  T  T  E  27
       81 agacgaaatggctcaaattccggctgaagccatcattggttacttggatttagaaggcgattttgatgttgctgttttgc 160
       28  D  E  M  A  Q  I  P  A  E  A  I  I  G  Y  L  D  L  E  G  D  F  D  V  A  V  L  P 54
      161 cattttccaacagcacaaataacggcttattgttcataaatactactattgctaacattgctgctgaagaagaaggggtg 240
       55   F  S  N  S  T  N  N  G  L  L  F  I  N  T  T  I  A  N  I  A  A  E  E  E  G  V   80
      241 actttaaacaaaagagaggctgatgcttggcactggttgcaattgaaacctggtcaaccaatgtacaagagagaagccga 320
       81 T  L  N  K  R  E  A  D  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  E  107
      321 agctgaagccaatgctgaagcttggcactggttgcagttaaaacctggtcaaccaatgtacaagagagaagctgaagccg 400
      108  A  E  A  N  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  E  A  E 134
      401 aagccgatgctgaagcttggcactggttgcaattaaaacctggacaaccaatgtacaagagagaagctgaagccgaagcc 480
      135   A  D  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  E  A  E  A   160
      481 gaagctgaagcttggcactggttgcaattaaaacctggacaaccaatgtactag 534
      161 E  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  *                             177

Saccharomyces_paradoxis_2 (Johnson et al. 2004); accession - AJ515205)
        1 atgaaactcatttctatccttctcacttctgttttagcggctgtttctgtctttgccagtttggaggaagatgtcactca 80
        1 M  K  L  I  S  I  L  L  T  S  V  L  A  A  V  S  V  F  A  S  L  E  E  D  V  T  H  27
       81 cgtcccagctgaggccattattggctacttggattttggaggtgaccatgacatcgcttttttaccattcagtaatgcta 160
       28  V  P  A  E  A  I  I  G  Y  L  D  F  G  G  D  H  D  I  A  F  L  P  F  S  N  A  T 54
      161 ccgccagtgggctattgtttatcaataccactatcgccgaggcggctggaaaagaacaaaacactactatggtgaaaaga 240
       55   A  S  G  L  L  F  I  N  T  T  I  A  E  A  A  G  K  E  Q  N  T  T  M  V  K  R   80
      241 gaggccgttgccgacgcttggcactggttgaatttgagacctggtcaacctatgtacaagagagatgccaacgctgacgc 320
       81 E  A  V  A  D  A  W  H  W  L  N  L  R  P  G  Q  P  M  Y  K  R  D  A  N  A  D  A  107
      321 ttggcattggttgcaactcaaaccgggccaaccaatgtac 360
      108  W  H  W  L  Q  L  K  P  G  Q  P  M  Y                                           120

Saccharomyces_pastorianus_1 (Identified in this study, accession - ABPO01001569)
        1 atgataacggcacaaattccggctgaagctgtcatcggttacttagatttagaaggggatttcgatgttgctgttttgcc 80
        1 M  I  T  A  Q  I  P  A  E  A  V  I  G  Y  L  D  L  E  G  D  F  D  V  A  V  L  P  27
       81 attttccaacagcacaaataacgggttattgtttataaatactactattgccagcattgctgctaaagaagaaggggtat 160
       28  F  S  N  S  T  N  N  G  L  L  F  I  N  T  T  I  A  S  I  A  A  K  E  E  G  V  S 54
      161 ctttggataaaagagaggctgaagcttggcattggttgcaactaaagcctggccaaccaatgtacaagagagaagccgac 240
       55   L  D  K  R  E  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D   80
      241 gctgaagcttggcattggttgcaactaaaacctggccaaccaatgtacaagagagaagccgacgctgaagcttggcattg 320



       81 A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D  A  E  A  W  H  W  107
      321 gctgcaactaaagcctggccaaccaatgtacaaaagagaagccgacgctgaagcttggcattggttgcagttaaagcctg 400
      108  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D  A  E  A  W  H  W  L  Q  L  K  P  G 134
      401 gccaaccaatgtacaaaagagaagccgacgctgaagcttggcattggttgcagtttaaacccggccaaccaatgtac 477
      135   Q  P  M  Y  K  R  E  A  D  A  E  A  W  H  W  L  Q  F  K  P  G  Q  P  M  Y      159

Saccharomyces_pastorianus_2 (Identified in this study, accession - ABPO01001569)
        1 atgaaactctcaacaattgttacagctgttttgtttacagcttcttccgttttagccgccccagttaataccactaccga 80
        1 M  K  L  S  T  I  V  T  A  V  L  F  T  A  S  S  V  L  A  A  P  V  N  T  T  T  E  27
       81 aaatgaaacagctcaaattcctgccgaagctatcattggctacttggatttggagggtgattctgacgttgctgttttgc 160
       28  N  E  T  A  Q  I  P  A  E  A  I  I  G  Y  L  D  L  E  G  D  S  D  V  A  V  L  P 54
      161 catttgcaaacagcaccaacactggtttactgttcataaatactactatttcaaaccttgctgccaaggaagaaggtgtt 240
       55   F  A  N  S  T  N  T  G  L  L  F  I  N  T  T  I  S  N  L  A  A  K  E  E  G  V   80
      241 tcattaagcaagagagaagccgatgctgaagcttggcactggttgaaattgagacctggtcaaccaatgtacaaaagaga 320
       81 S  L  S  K  R  E  A  D  A  E  A  W  H  W  L  K  L  R  P  G  Q  P  M  Y  K  R  E  107
      321 agctgaagccgatgccgatgctgaagcttggcactggttgaaattaagacctggtcaaccaatgtacaagagagaagctg 400
      108  A  E  A  D  A  D  A  E  A  W  H  W  L  K  L  R  P  G  Q  P  M  Y  K  R  E  A  E 134
      401 aagccgatgccgatgctgaagcttggcactggttgacattgagacctggtcaaccaatgtac 462
      135   A  D  A  D  A  E  A  W  H  W  L  T  L  R  P  G  Q  P  M  Y                     154

Saccharomyces_pastorianus_3 (Identified in this study, accession - ABPO01001569)
        1 atgaaattgtcttctgtgatttccactattgccctagccgccgtttctgtcgccgctgcttccagcgacgatgtcgccaa 80
        1 M  K  L  S  S  V  I  S  T  I  A  L  A  A  V  S  V  A  A  A  S  S  D  D  V  A  K  27
       81 ggtcccagccgaggccgttatcgggtacctggatctaggaggtgatcatgacatcgctgttctaccattcagcaattcta 160
       28  V  P  A  E  A  V  I  G  Y  L  D  L  G  G  D  H  D  I  A  V  L  P  F  S  N  S  T 54
      161 ctgccagtggcctattattcatcaatacgaccattgttgacgcggctcaaagggaagaaaatagtactttggcaaaaaga 240
       55   A  S  G  L  L  F  I  N  T  T  I  V  D  A  A  Q  R  E  E  N  S  T  L  A  K  R   80
      241 gaagccgtcgccgatgcttggcactggctgaagttgagacctggtcaaccaatgtacaagagggatgctgaagcaaatgc 320
       81 E  A  V  A  D  A  W  H  W  L  K  L  R  P  G  Q  P  M  Y  K  R  D  A  E  A  N  A  107
      321 agaagcagaagcttggcactggctgcaattgaggcctggccaaccaatgtacaaaagagaagctgacgcttggcattggt 400
      108  E  A  E  A  W  H  W  L  Q  L  R  P  G  Q  P  M  Y  K  R  E  A  D  A  W  H  W  L 134
      401 tgcaactaaggccaggccaaccaatgtac 429
      135   Q  L  R  P  G  Q  P  M  Y                                                      143

Saccharomyces_pastorianus_4 (Identified in this study, accession - ABPO01001569)
        1 atgaaattcatttctacctttctcacttttattttagcggccgtttctgtcactgctagttccgatgaagatatcgctca 80
        1 M  K  F  I  S  T  F  L  T  F  I  L  A  A  V  S  V  T  A  S  S  D  E  D  I  A  Q  27
       81 ggtgccagctgaggccattattggatacttggatttcggaggtgatcatgacatagcttttttaccattcagtaatgcta 160
       28  V  P  A  E  A  I  I  G  Y  L  D  F  G  G  D  H  D  I  A  F  L  P  F  S  N  A  T 54
      161 ccgctagtgggctattgtttatcaacaccactattgctgaggcggctgaaaaagagcaaaacaccactttggcgaaaaga 240
       55   A  S  G  L  L  F  I  N  T  T  I  A  E  A  A  E  K  E  Q  N  T  T  L  A  K  R   80
      241 gaggctgttgccgacgcttggcactggttaaacttgagaccaggccaaccaatgtacaagagagaggccaacgctgatgc 320
       81 E  A  V  A  D  A  W  H  W  L  N  L  R  P  G  Q  P  M  Y  K  R  E  A  N  A  D  A  107
      321 ttggcactggttgcaactcaagccaggccaaccaatgtac 360
      108  W  H  W  L  Q  L  K  P  G  Q  P  M  Y                                           120

Saccharomyces_uvarum (Kitada and Hishinuma 1988); accession - M55013, M35518)
        1 atgagatttccttcaatttttactgcagttttattcgcagcatcctccgcattagctgctccagtcaacactacaacaga 80
        1 M  R  F  P  S  I  F  T  A  V  L  F  A  A  S  S  A  L  A  A  P  V  N  T  T  T  E  27
       81 agatgaaaccgcacaaattccggctgaagctgtcatcggttacttggatttagaaggggatttcgatgttgctgttttgc 160
       28  D  E  T  A  Q  I  P  A  E  A  V  I  G  Y  L  D  L  E  G  D  F  D  V  A  V  L  P 54
      161 cattttccaacagcacaaataacgggttattgtttataaatactactattgccagcattgctgctaaagaagaaggggta 240
       55   F  S  N  S  T  N  N  G  L  L  F  I  N  T  T  I  A  S  I  A  A  K  E  E  G  V   80
      241 tctttggataaaagagaggctgaagcttggcattggttgcaactaaagcctggccaaccaatgtacaagagagaagccga 320
       81 S  L  D  K  R  E  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D  107
      321 cgctgaagcttggcattggttgcaactaaaacctggccaaccaatgtacaagagagaagccgacgctgaagcttggcatt 400
      108  A  E  A  W  H  W  L  Q  L  K  P  G  Q  P  M  Y  K  R  E  A  D  A  E  A  W  H  W 134
      401 ggttgcagttaaaacccggccaaccaatgtactaa 435
      135   L  Q  L  K  P  G  Q  P  M  Y  *                                                144

Schizosaccharomyces_japonicus (Identified in this study, accession - ?)
        1 atgaagttctctgctattttcattctttctcttttcgcttctgcctttgctgctccagttcctagttctgatgccgttga 80
        1 M  K  F  S  A  I  F  I  L  S  L  F  A  S  A  F  A  A  P  V  P  S  S  D  A  V  E  27
       81 agctgctgctcctattattcctgaacttctttctactgaacaagttgtcttggaaggtcgtgttagtgaccgcgttaagc 160
       28  A  A  A  P  I  I  P  E  L  L  S  T  E  Q  V  V  L  E  G  R  V  S  D  R  V  K  Q 54
      161 agatgttgtcgcactggtggaacttccgtaaccctgacactgccaatttgaagcgttctgagcctgagcgccgtgttagc 240
       55   M  L  S  H  W  W  N  F  R  N  P  D  T  A  N  L  K  R  S  E  P  E  R  R  V  S   80
      241 gaccgtgttaagcaaatgctttctcactggtggaatttccgtaaccctgacactgccaacttgaagcgttctgagcctga 320
       81 D  R  V  K  Q  M  L  S  H  W  W  N  F  R  N  P  D  T  A  N  L  K  R  S  E  P  E  107
      321 gcgccgtgtcagcgaccgcgtcaagcagatgttgtcgcactggtggaacttccgtaaccctgacactgccaatttgaagc 400
      108  R  R  V  S  D  R  V  K  Q  M  L  S  H  W  W  N  F  R  N  P  D  T  A  N  L  K  R 134
      401 gttctgagcctgagcgccgtgttagcgaccgcgttaagcaaatgctttctcactggtggaatttccgtaatcctgacact 480
      135   S  E  P  E  R  R  V  S  D  R  V  K  Q  M  L  S  H  W  W  N  F  R  N  P  D  T   160
      481 gccaacttgaagaagcgtgccttgactgatgctcaagaagaagaggctgagtctgaaatggatcttctttcctacctcct 560
      161 A  N  L  K  K  R  A  L  T  D  A  Q  E  E  E  A  E  S  E  M  D  L  L  S  Y  L  L  187
      561 ttattcgaatgatacgagtatcgctgcctctggtctcaatgcaactgagatggttgagacaattcttaaagactacgag 639
      188  Y  S  N  D  T  S  I  A  A  S  G  L  N  A  T  E  M  V  E  T  I  L  K  D  Y  E    213

Schizosaccharomyces_octosporus (Identified in this study, accession - ABHY02000011)
        1 atgaaattcttttctcttgtcgctcttctttttgcccttgcctctgccgctcctattcctgctaccagcaaagactctgg 80
        1 M  K  F  F  S  L  V  A  L  L  F  A  L  A  S  A  A  P  I  P  A  T  S  K  D  S  G  27



       81 cgtttcacctttggatcaattgcccagcaaaacctatgaagactttctccgtgtctacaagaactggcagacttttcaaa 160
       28  V  S  P  L  D  Q  L  P  S  K  T  Y  E  D  F  L  R  V  Y  K  N  W  Q  T  F  Q  N 54
      161 accccgacagaccagatttgaagaagcgtgatgtccctgagcttccttccaagacctatgaagacttccttcgtgtttac 240
       55   P  D  R  P  D  L  K  K  R  D  V  P  E  L  P  S  K  T  Y  E  D  F  L  R  V  Y   80
      241 aagaactggtggagtttccaaaaccccgacagaccagacttgaagaaacgtgatgttgaggaattacccgccaagactta 320
       81 K  N  W  W  S  F  Q  N  P  D  R  P  D  L  K  K  R  D  V  E  E  L  P  A  K  T  Y  107
      321 tgaagactttctccgtgtctatcaaaactgggaaactttccaaaaccctgacagaccagatttgaagaagcgtgatgtcc 400
      108  E  D  F  L  R  V  Y  Q  N  W  E  T  F  Q  N  P  D  R  P  D  L  K  K  R  D  V  P 134
      401 ctgagcttccttccaagacctatgaagacttccttcgtgtttacaagaactggtggagcttccaaaaccccgacagacca 480
      135   E  L  P  S  K  T  Y  E  D  F  L  R  V  Y  K  N  W  W  S  F  Q  N  P  D  R  P   160
      481 gacttgaagaaacgtgatgttgaagaattacccgccaagacttatgaagactttgaacgtgtctatcaaaactgggaaac 560
      161 D  L  K  K  R  D  V  E  E  L  P  A  K  T  Y  E  D  F  E  R  V  Y  Q  N  W  E  T  187
      561 tttccaaaaccctgacagacccgatctgaagaagcgtgatgtccctgagcttccttccaagacctatgaagacttccttc 640
      188  F  Q  N  P  D  R  P  D  L  K  K  R  D  V  P  E  L  P  S  K  T  Y  E  D  F  L  R 214
      641 gtgtttacaaaaactggtggagcttccaaaaccccgacagaccagacttgaagaaacgtgatgtccctgagcttccttcc 720
      215   V  Y  K  N  W  W  S  F  Q  N  P  D  R  P  D  L  K  K  R  D  V  P  E  L  P  S   240
      721 aagacctatgaagacttccttcgtgtctacaagaactggtggagcttccaaaaccccgacagaccagacttgaagaaacg 800
      241 K  T  Y  E  D  F  L  R  V  Y  K  N  W  W  S  F  Q  N  P  D  R  P  D  L  K  K  R  267
      801 tgatgttgaagaaccagtcttgaagacagagaaagacaaggaagattattatcatttcttggaattttatgtcatgaacg 880
      268  D  V  E  E  P  V  L  K  T  E  K  D  K  E  D  Y  Y  H  F  L  E  F  Y  V  M  N  V 294
      881 ttcccttcaactctaccgtcgcacagaccaacattagctctcacttcgat 930
      295   P  F  N  S  T  V  A  Q  T  N  I  S  S  H  F  D                                 310

Schizosaccharomyces_pombe (Imai and Yamamoto 1994); accession - NC_003421)
        1 atgaagatcaccgctgtcattgcccttttattctcacttgctgctgcctcacctattccagttgccgatcctggtgtggt 80
        1 M  K  I  T  A  V  I  A  L  L  F  S  L  A  A  A  S  P  I  P  V  A  D  P  G  V  V  27
       81 ttcagttagcaagtcatatgctgatttccttcgtgtttaccaaagttggaacacttttgctaatcctgatagacccaact 160
       28  S  V  S  K  S  Y  A  D  F  L  R  V  Y  Q  S  W  N  T  F  A  N  P  D  R  P  N  L 54
      161 tgaaaaagcgcgaattcgaagctgctcccgcaaaaacttatgctgatttccttcgtgcttatcaaagttggaacactttt 240
       55   K  K  R  E  F  E  A  A  P  A  K  T  Y  A  D  F  L  R  A  Y  Q  S  W  N  T  F   80
      241 gttaatcctgacagacccaatttgaaaaagcgtgagtttgaagctgccccagagaagagttatgctgatttccttcgtgc 320
       81 V  N  P  D  R  P  N  L  K  K  R  E  F  E  A  A  P  E  K  S  Y  A  D  F  L  R  A  107
      321 ttaccatagttggaacacttttgttaatcctgacagacccaacttgaaaaagcgcgaattcgaagctgctcccgcaaaaa 400
      108  Y  H  S  W  N  T  F  V  N  P  D  R  P  N  L  K  K  R  E  F  E  A  A  P  A  K  T 134
      401 cttatgctgatttccttcgtgcttaccaaagttggaacacttttgttaatcctgacagacccaacttgaaaaagcgcact 480
      135   Y  A  D  F  L  R  A  Y  Q  S  W  N  T  F  V  N  P  D  R  P  N  L  K  K  R  T   160
      481 gaagaagatgaagagaatgaggaagaggatgaagaatactatcgctttcttcagttttatatcatgactgtcccagagaa 560
      161 E  E  D  E  E  N  E  E  E  D  E  E  Y  Y  R  F  L  Q  F  Y  I  M  T  V  P  E  N  187
      561 ttccactattacagatgtcaatattactgccaaatttgagagctaa 606
      188  S  T  I  T  D  V  N  I  T  A  K  F  E  S  *                                     201

Sclerotinia_sclerotium (Identified in this study, accession - NW_001820831)
        1 atgaagttcacaaacgcaattgctctcgctatcttggctgctaccgccaccgccgtcgctattcctgagccaU 80
        1 M  K  F  T  N  A  I  A  L  A  I  L  A  A  T  A  T  A  V  A  I  P  E  P  W  C  G  27
       81 aagacccggtcaaccatgcaagcgtgaggccgtcgccgtcgctgcccccatcccagaaccatggtgcggacgtcccggac 160
       28  R  P  G  Q  P  C  K  R  E  A  V  A  V  A  A  P  I  P  E  P  W  C  G  R  P  G  Q 54
      161 aaccatgcaaacgtgatgccgaaccatggtgcggacgcccaggccaaccatgcaagcgcgaggctctccctgaagcctgg 240
       55   P  C  K  R  D  A  E  P  W  C  G  R  P  G  Q  P  C  K  R  E  A  L  P  E  A  W   80
      241 tgcggacgtcccggtcaaccatgcaagcgtactcctctcgctgaagccgaggccgaagcttggtgcggacgccctggtca 320
       81 C  G  R  P  G  Q  P  C  K  R  T  P  L  A  E  A  E  A  E  A  W  C  G  R  P  G  Q  107
      321 accttgccgcaagaacaagcgtgctgctgaggcgttagctgaggctttcgccgagccagccgctgaggctgatgttgatg 400
      108  P  C  R  K  N  K  R  A  A  E  A  L  A  E  A  F  A  E  P  A  A  E  A  D  V  D  E 134
      401 aggccgttatcaagagatgcaacatggttggtggtgcttgcttcgaggctaagagactcgctagagatcttgctgaggct 480
      135   A  V  I  K  R  C  N  M  V  G  G  A  C  F  E  A  K  R  L  A  R  D  L  A  E  A   160
      481 actgctgagaccaagagggatgctgatgctttccttgagggactcaacattgaatcccgtgaggtttctgagatcgtcgc 560
      161 T  A  E  T  K  R  D  A  D  A  F  L  E  G  L  N  I  E  S  R  E  V  S  E  I  V  A  187
      561 tcgcgaggcagaagcctggtgtggacgtcccggacaaccatgcaaacgcaacgccgaagcctggtgcggacgccccggac 640
      188  R  E  A  E  A  W  C  G  R  P  G  Q  P  C  K  R  N  A  E  A  W  C  G  R  P  G  Q 214
      641 aaccctgcaaacgtgacgccgaaccatggtgcggacgccccggccaaccatgcaaagagaagcgcgaagccgaccccgaa 720
      215   P  C  K  R  D  A  E  P  W  C  G  R  P  G  Q  P  C  K  E  K  R  E  A  D  P  E   240
      721 gctgaagcctggtgcggccgtcccggtcaaccttgccgtgctgttcgtcgtgccgccgaagctatggctgaggcgctcgc 800
      241 A  E  A  W  C  G  R  P  G  Q  P  C  R  A  V  R  R  A  A  E  A  M  A  E  A  L  A  267
      801 tgagcccactgctgaggcatggtgcggacgtcctggtcaaccttgtaagagagaagctcttgcggaggcagaggcaaatg 880
      268  E  P  T  A  E  A  W  C  G  R  P  G  Q  P  C  K  R  E  A  L  A  E  A  E  A  N  A 294
      881 ctgaggcatggtgcggtcgtcccggtcaaccttgtcgcaaggctaagagagatgcattcgctttggcttatgctgctgat 960
      295   E  A  W  C  G  R  P  G  Q  P  C  R  K  A  K  R  D  A  F  A  L  A  Y  A  A  D   320
      961 gttgtgcttgcgcaattgtaa 981
      321 V  V  L  A  Q  L  *                                                              326

Sordaria_macrospora (Pöggeler 2000); accession - AJ249862)
        1 atgaagttcaccctccctcttgtcatcttcgccgccgtggcctccgccaccccggttgcccagcccatcgctgaggccga 80
        1 M  K  F  T  L  P  L  V  I  F  A  A  V  A  S  A  T  P  V  A  Q  P  I  A  E  A  E  27
       81 agcccagtggtgtcggatccatggccagtcctgctggaaggtcaagcgtgtcgccgaggccttctccaccgccatccagg 160
       28  A  Q  W  C  R  I  H  G  Q  S  C  W  K  V  K  R  V  A  E  A  F  S  T  A  I  Q  G 54
      161 gcatgggtggtcttccgaccagcgacgagtccggccatcttcccgcccaggtcgccaagcgccaggttgacgagctcgcc 240
       55   M  G  G  L  P  T  S  D  E  S  G  H  L  P  A  Q  V  A  K  R  Q  V  D  E  L  A   80
      241 ggcatcatcgccctcacccaggaggacgtcaacgcctactacgactccctcaacctccaagacaagttcgccccctccac 320
       81 G  I  I  A  L  T  Q  E  D  V  N  A  Y  Y  D  S  L  N  L  Q  D  K  F  A  P  S  T  107
      321 cgaggaggagaagaaggacgagaaggtcgccaagcgcgacgccgaggccgaggcgcaatggtgccggatccatggccagt 400
      108  E  E  E  K  K  D  E  K  V  A  K  R  D  A  E  A  E  A  Q  W  C  R  I  H  G  Q  S 134
      401 cgtgctggaagaaggccaagcgcgaggctgaggctcagtggtgccggatccatggccagtcttgctggaagaagagagat 480



      135   C  W  K  K  A  K  R  E  A  E  A  Q  W  C  R  I  H  G  Q  S  C  W  K  K  R  D   160
      481 gctgctcccgaggctgctcctgaggccaacccgcaatggtgccggatccatggccagtcctgctggaaggccaagcgcgc 560
      161 A  A  P  E  A  A  P  E  A  N  P  Q  W  C  R  I  H  G  Q  S  C  W  K  A  K  R  A  187
      561 cgccgaggccgtcatgaccgccatccagtccgccgaagccgagtccgctctcctcctccgtgacaccaccttcagccccg 640
      188  A  E  A  V  M  T  A  I  Q  S  A  E  A  E  S  A  L  L  L  R  D  T  T  F  S  P  V 214
      641 tcgaccgtgttggcaagcgcgaggccgatccccagtggtgccgcatccacggccagtcctgctggaagcgctatgcctcc 720
      215   D  R  V  G  K  R  E  A  D  P  Q  W  C  R  I  H  G  Q  S  C  W  K  R  Y  A  S   240
      721 cccgaggcggcttgcaacgcccccgacggctcttgcaccaaggccacccgtgacttgcacgccatgtacaacgtcgctcg 800
      241 P  E  A  A  C  N  A  P  D  G  S  C  T  K  A  T  R  D  L  H  A  M  Y  N  V  A  R  267
      801 tgccatcctcactgctcactctgatgagaac 831
      268  A  I  L  T  A  H  S  D  E  N                                                    277

Trichoderma_atroviridae (Identified in this study, accession - ABDG01000148)
        1 atgaagttcctcaccgccatcaccctcttcgctactgcggccatggctgcccccaaccctgagccctggtgctggcgcgt 80
        1 M  K  F  L  T  A  I  T  L  F  A  T  A  A  M  A  A  P  N  P  E  P  W  C  W  R  V  27
       81 cggcgagtcttgttggaaggccaagcgcgccaacgaggccctgacccttgccgtccgatcattcgatggcatcgaggctc 160
       28  G  E  S  C  W  K  A  K  R  A  N  E  A  L  T  L  A  V  R  S  F  D  G  I  E  A  R 54
      161 gcggcgacgcacccaacggcatccccaacgagctcgcctacaaggccattggcggtctcgagaacctcgccatccttgtc 240
       55   G  D  A  P  N  G  I  P  N  E  L  A  Y  K  A  I  G  G  L  E  N  L  A  I  L  V   80
      241 gcccaggcctctgaggacccttccaccttcttcggcaaccaaactgagcccgccaagcgcgacctccaggaggagaagcg 320
       81 A  Q  A  S  E  D  P  S  T  F  F  G  N  Q  T  E  P  A  K  R  D  L  Q  E  E  K  R  107
      321 ctggtgctggagagtcggcgagtcgtgctggaaggccaagcgaactgaggagattcaagaggacaagcgctggtgctggc 400
      108  W  C  W  R  V  G  E  S  C  W  K  A  K  R  T  E  E  I  Q  E  D  K  R  W  C  W  R 134
      401 gtgtcggcgagtcctgctggaaggccaagcgtgtcgccatggctgttctcgatgccactatcgagggcgatgtgaagcga 480
      135   V  G  E  S  C  W  K  A  K  R  V  A  M  A  V  L  D  A  T  I  E  G  D  V  K  R   160
      481 agcgtcgaaactgaagagcctcttgccaagcgctggtgctggcgagtgggcgagtcttgctggaaggccaagcgcagcgt 560
      161 S  V  E  T  E  E  P  L  A  K  R  W  C  W  R  V  G  E  S  C  W  K  A  K  R  S  V  187
      561 tgagtttatccaggaccaggctcgcagcctcattgagtctctggag 606
      188  E  F  I  Q  D  Q  A  R  S  L  I  E  S  L  E                                     202

Trichoderma_reesii (Identified in this study, accession - AAIL01000483)
        1 atgaagttcctcgccgccgtcaccgtgttcgcctccgcggccctcgcggcgcccaacccggagccgtggtgctaccgcat 80
        1 M  K  F  L  A  A  V  T  V  F  A  S  A  A  L  A  A  P  N  P  E  P  W  C  Y  R  I  27
       81 cggcgagccctgctggaagctcaagcgcacggccgaggccttcaacctcgccgtccgctcgcacgacctgaccacccgcg 160
       28  G  E  P  C  W  K  L  K  R  T  A  E  A  F  N  L  A  V  R  S  H  D  L  T  T  R  A 54
      161 cccagggcgaggccatccccgacgaggtggccctgtccgccatcgagggcctggaccagctcaagaagctgatcctggtg 240
       55   Q  G  E  A  I  P  D  E  V  A  L  S  A  I  E  G  L  D  Q  L  K  K  L  I  L  V   80
      241 tcgaccgaggaccccagcagcctgctgccgcccaacgccacggagcccgagagcaagcgcgacgtcgaggtcgaggagga 320
       81 S  T  E  D  P  S  S  L  L  P  P  N  A  T  E  P  E  S  K  R  D  V  E  V  E  E  D  107
      321 caagcgctggtgctaccgcatcggcgagccctgctggaaggccaagcgcgaggccgaggccgaggccgccgccgaggagg 400
      108  K  R  W  C  Y  R  I  G  E  P  C  W  K  A  K  R  E  A  E  A  E  A  A  A  E  E  E 134
      401 agaagcgttggtgctaccgcatcggcgagccctgctggaaggccaagcgcaccgacgaaatctcagaggagaagcgctgg 480
      135   K  R  W  C  Y  R  I  G  E  P  C  W  K  A  K  R  T  D  E  I  S  E  E  K  R  W   160
      481 tgctggatcctcggaggaaagtgctggaagaccaagcgcgtcgccgaggccgtcctgagcgccaccattgagggcgacga 560
      161 C  W  I  L  G  G  K  C  W  K  T  K  R  V  A  E  A  V  L  S  A  T  I  E  G  D  E  187
      561 gaagcgcagcgtcgaggccgagggcaacgccgacgagaagcgatggtgctaccgcatcggcgagccttgctggaaggcca 640
      188  K  R  S  V  E  A  E  G  N  A  D  E  K  R  W  C  Y  R  I  G  E  P  C  W  K  A  K 214
      641 agcgcgacctcgagaccatccaggacgttgctcgcagcgtcatcgagtccatgcag 696
      215   R  D  L  E  T  I  Q  D  V  A  R  S  V  I  E  S  M  Q                           232

Trichoderma_virens (Identified in this study, accession - ABDF01000230)
        1 atgaagttcctcgccactgtcaccgtcctcgccactgcagctctggctgcccccaaccccgagcctgagtgcaaccaaat 80
        1 M  K  F  L  A  T  V  T  V  L  A  T  A  A  L  A  A  P  N  P  E  P  E  C  N  Q  I  27
       81 cggccagccttgttggaaggtcaagcgtgcgactgaggttttctctagcgcagttcgatccatcggcaccgtcgagaccg 160
       28  G  Q  P  C  W  K  V  K  R  A  T  E  V  F  S  S  A  V  R  S  I  G  T  V  E  T  E 54
      161 agcaccagggcatccccaacgaggttgctctgtccgccctccaaggtcttgaccagctctccagcctgcttctctacgcc 240
       55   H  Q  G  I  P  N  E  V  A  L  S  A  L  Q  G  L  D  Q  L  S  S  L  L  L  Y  A   80
      241 tccgaggacccgtctgcctttctccagaacgtaaccgacacttcgaccgccaagcgcgatgtcgaggtacaggaggagaa 320
       81 S  E  D  P  S  A  F  L  Q  N  V  T  D  T  S  T  A  K  R  D  V  E  V  Q  E  E  K  107
      321 gcgatggtgctaccgcgtcggtatgacttgcggctggaagaagaagcgagctgcgaagatcccggaggagaagcgatggt 400
      108  R  W  C  Y  R  V  G  M  T  C  G  W  K  K  K  R  A  A  K  I  P  E  E  K  R  W  C 134
      401 gctaccgcgttggtatgacttgcggctggaagaagaagagagatgaggagatccaagaggagaagcgcgatgtcgaagtc 480
      135   Y  R  V  G  M  T  C  G  W  K  K  K  R  D  E  E  I  Q  E  E  K  R  D  V  E  V   160
      481 caggaggagaagcgcgatgccgaagtccaggaggagaagcgatggtgctaccgcgtcggtatgacttgcggctggaagaa 560
      161 Q  E  E  K  R  D  A  E  V  Q  E  E  K  R  W  C  Y  R  V  G  M  T  C  G  W  K  N  187
      561 caagcgatatgaggatctcgaggaggagaagcaatggtgctaccgcgccggtgagccctgctggaaggccaagccaaccg 640
      188  K  R  Y  E  D  L  E  E  E  K  Q  W  C  Y  R  A  G  E  P  C  W  K  A  K  P  T  D 214
      641 atgagatccaggaggacaagagatggtgctacaaacccggtcagccctgctggaaggccaagcatgtcgccaagggcgtt 720
      215   E  I  Q  E  D  K  R  W  C  Y  K  P  G  Q  P  C  W  K  A  K  H  V  A  K  G  V   240
      721 ctcagtgccaccattgaaggcgatgagaagcgaagcgtcgaggagatttctgagaagtcatggtgctaccaaaccggcca 800
      241 L  S  A  T  I  E  G  D  E  K  R  S  V  E  E  I  S  E  K  S  W  C  Y  Q  T  G  Q  267
      801 gccttgctggaaggccaagcgcaacctcgaggctatccaaaacggggctcgcagcgttatcgagggcatgtac 873
      268  P  C  W  K  A  K  R  N  L  E  A  I  Q  N  G  A  R  S  V  I  E  G  M  Y          291

Vadnerwaltozyma_polyspora_1 (Identified in this study, accession - NW_001834693)
        1 atgaagttaactaatgttttatccgctgtcgctttggcttctactgctttagctgctccagtcgctaaggatgctactaa 80
        1 M  K  L  T  N  V  L  S  A  V  A  L  A  S  T  A  L  A  A  P  V  A  K  D  A  T  N  27
       81 caccactgacgcctcttctgttcaaattccagctgaagctgtcatcggctacttagacttggaacaatctaacgatgttg 160
       28  T  T  D  A  S  S  V  Q  I  P  A  E  A  V  I  G  Y  L  D  L  E  Q  S  N  D  V  A 54
      161 ctatgttgcaattctctaactctaccaacaatggtattttgttcgtcaacagcactatcttaaaggctgcttacgctgaa 240
       55   M  L  Q  F  S  N  S  T  N  N  G  I  L  F  V  N  S  T  I  L  K  A  A  Y  A  E   80



      241 gctaacgctaactctaactctaacaccaagagagaagctaaggctgatgcttggcactggttggaattggacaatggtca 320
       81 A  N  A  N  S  N  S  N  T  K  R  E  A  K  A  D  A  W  H  W  L  E  L  D  N  G  Q  107
      321 accaatctacaagagagaagctaatgctgaagctaagccatggcactggttggaattggacaacggtcaaccaatttaca 400
      108  P  I  Y  K  R  E  A  N  A  E  A  K  P  W  H  W  L  E  L  D  N  G  Q  P  I  Y  K 134
      401 agagagaagctaaggccgaagctaaggctgacgcttggcactggttggaattagacaacggtcaaccaatctacaagaga 480
      135   R  E  A  K  A  E  A  K  A  D  A  W  H  W  L  E  L  D  N  G  Q  P  I  Y  K  R   160
      481 gaagctaaggctgaagctaaggctgatgcttggcactggttggaattggacaacggtcaaccaatctacaagagagaagc 560
      161 E  A  K  A  E  A  K  A  D  A  W  H  W  L  E  L  D  N  G  Q  P  I  Y  K  R  E  A  187
      561 tgaagctaaggctggtgcttggcactggttggaattggacaacggtcaaccaatctactaa 621
      188  E  A  K  A  G  A  W  H  W  L  E  L  D  N  G  Q  P  I  Y  *                      206

Vanderwaltozyma_polyspora_2 (Identified in this study, accession - NW_001834693)
        1 atgaagttttctactgttttatccactgttgccttagctgccactgccgtttccgctgctcctatctcaagagcttctaa 80
        1 M  K  F  S  T  V  L  S  T  V  A  L  A  A  T  A  V  S  A  A  P  I  S  R  A  S  N  27
       81 tgaaactgttgaatctgttgaatccggtttaaatgtaccagctgaagctgtccttggttacttggactttggtgaaaaag 160
       28  E  T  V  E  S  V  E  S  G  L  N  V  P  A  E  A  V  L  G  Y  L  D  F  G  E  K  D 54
      161 atgatgtcgctatgttacctttctcaaatggtacctccaatggtttattatttgttaacactaccatttacgacgccgcc 240
       55   D  V  A  M  L  P  F  S  N  G  T  S  N  G  L  L  F  V  N  T  T  I  Y  D  A  A   80
      241 ttcgctgactcagatgatgaatctgcctctttagctaagagagacgctgaagcttggcactggttgagactaagatatgg 320
       81 F  A  D  S  D  D  E  S  A  S  L  A  K  R  D  A  E  A  W  H  W  L  R  L  R  Y  G  107
      321 tgaaccaatctacaaaagagaagactctgaaggtgttgaaaagagagaagccgctgctgaaccatggcactggttgagat 400
      108  E  P  I  Y  K  R  E  D  S  E  G  V  E  K  R  E  A  A  A  E  P  W  H  W  L  R  L 134
      401 tgagatacggtgaaccaatctacaagagagaggattccgaatctgttgaaaagagagaagctgctgctgaaccatggcac 480
      135   R  Y  G  E  P  I  Y  K  R  E  D  S  E  S  V  E  K  R  E  A  A  A  E  P  W  H   160
      481 tggttgagattaagatacggtgaaccaatctacaagagagaagactccgaatctgttgaaaaaagagaagctaatgctga 560
      161 W  L  R  L  R  Y  G  E  P  I  Y  K  R  E  D  S  E  S  V  E  K  R  E  A  N  A  D  187
      561 tgctgacgcttggcactggttgagattgagatacggtgaaccaatttactaa 612
      188  A  D  A  W  H  W  L  R  L  R  Y  G  E  P  I  Y  *                               203

Verticillium_albo-atrum (Identified in this study, accession - ABPE01002130)
        1 atgaagttcctcctttacgcggccgtcgtcgcggccgtcgccaacgctgcagcgctccccttcgccgagcccggcaagcc 80
        1 M  K  F  L  L  Y  A  A  V  V  A  A  V  A  N  A  A  A  L  P  F  A  E  P  G  K  P  27
       81 gtgcccccgacctggacagggctgctggaaggccaggcgtgcccccgagcccattgccatgcccgaacctgaggctgttg 160
       28  C  P  R  P  G  Q  G  C  W  K  A  R  R  A  P  E  P  I  A  M  P  E  P  E  A  V  A 54
      161 ccgaggccgagcctggcaagccatgcccccgtcccggacagggctgctggaaggccaagcgtgcccccgagcccattgcc 240
       55   E  A  E  P  G  K  P  C  P  R  P  G  Q  G  C  W  K  A  K  R  A  P  E  P  I  A   80
      241 atgcccgagccagagcctgaggctgttgctgaggctgaccctcagaagccctgcccccgacctggacagggctgctggaa 320
       81 M  P  E  P  E  P  E  A  V  A  E  A  D  P  Q  K  P  C  P  R  P  G  Q  G  C  W  K  107
      321 gaacaagaagcgcacgcccgagcccgtcgccatgcccgagccagagcctgaggctgttgccgaggctaaccctcagaagc 400
      108  N  K  K  R  T  P  E  P  V  A  M  P  E  P  E  P  E  A  V  A  E  A  N  P  Q  K  P 134
      401 cctgcccccgacctggacagggctgctggaagaacaagcgcagcgccgagcccgagtccgtcgccagccagtgtacgtcc 480
      135   C  P  R  P  G  Q  G  C  W  K  N  K  R  S  A  E  P  E  S  V  A  S  Q  C  T  S   160
      481 tttctctgccgtctgatgtccaagggaacgaaccctgccgttgcccggggggcacaagcagcggttgataggttgatcat 560
      161 F  L  C  R  L  M  S  K  G  T  N  P  A  V  A  R  G  A  Q  A  A  V  D  R  L  I  I  187
      561 tcatactgacgctggtatcgacagagaaactagacgcgtttccaacatggatcgtactcggacggacatcttgttgagag 640
      188  H  T  D  A  G  I  D  R  E  T  R  R  V  S  N  M  D  R  T  R  T  D  I  L  L  R  A 214
      641 cacccggtagg 651
      215   P  G  R                                                                        217

Verticillium_dahliae (Identified in this study, accession - ABJE01001512)
        1 atgaagttcctcctctacgcggccgtcgtcgccgccgtcgccaacgctgcagcgctccccttcgccgagcccggcaagcc 80
        1 M  K  F  L  L  Y  A  A  V  V  A  A  V  A  N  A  A  A  L  P  F  A  E  P  G  K  P  27
       81 atgcccccgacctggccagggctgctggaaggccaagcgtgcccccgagcccatcgccatgcccgagcctgaggccgttg 160
       28  C  P  R  P  G  Q  G  C  W  K  A  K  R  A  P  E  P  I  A  M  P  E  P  E  A  V  A 54
      161 ccgaggccgagcctggcaagccatgcccccgacctggacagggctgctggaaggccaagcgtgcccccgagcccattgcc 240
       55   E  A  E  P  G  K  P  C  P  R  P  G  Q  G  C  W  K  A  K  R  A  P  E  P  I  A   80
      241 atgcccgagcctgaggccgttgccgaggccgagcctgacaagccatgcccccgacctggccagggctgctggaagaacaa 320
       81 M  P  E  P  E  A  V  A  E  A  E  P  D  K  P  C  P  R  P  G  Q  G  C  W  K  N  K  107
      321 gaagcgcacgcccgagcccgtcgccaggcccgagcccgagcccgaggctgtggctgaggctgaccctcagaagccctgcc 400
      108  K  R  T  P  E  P  V  A  R  P  E  P  E  P  E  A  V  A  E  A  D  P  Q  K  P  C  P 134
      401 cccgacctggacagggctgctggaagaacaagaagcgcgcgcccgagcccgtcgccatgcccgagcccgagcctgaggcc 480
      135   R  P  G  Q  G  C  W  K  N  K  K  R  A  P  E  P  V  A  M  P  E  P  E  P  E  A   160
      481 gttgccgaggccgagcccgacaagccatgcccccgtcctggacagggctgctggaagaacaagaagcgcacgcccgagcc 560
      161 V  A  E  A  E  P  D  K  P  C  P  R  P  G  Q  G  C  W  K  N  K  K  R  T  P  E  P  187
      561 cgtcgccatgcccgagccagagcctgaggctgttgctgaggctgacccccagaagccctgcccccgacctggacagggtt 640
      188  V  A  M  P  E  P  E  P  E  A  V  A  E  A  D  P  Q  K  P  C  P  R  P  G  Q  G  C 214
      641 gctggaagaacaagcgcagcgccgagcctgagttcgtcgccagcgagtgtacgtcctttctctgccgtctgatgtccaag 720
      215   W  K  N  K  R  S  A  E  P  E  F  V  A  S  E  C  T  S  F  L  C  R  L  M  S  K   240

Yarrowia_lypolytica_1 (Identified in this study, accession - NC_006071)
        1 ATGAAGTTCTCTACTATTGCTCTTGCCGCAGTTGCCTGCCTGGTTTCAGCTGCCCCTGCTGCCCCCGTTGGTACCGGCTC 80
        1 M  K  F  S  T  I  A  L  A  A  V  A  C  L  V  S  A  A  P  A  A  P  V  G  T  G  S  27
       81 CCATGGCCCTCAGTCCATTCCTGAGGAGGCCATTGTCGGCGGTCTCCAGGGTACAGAGAACGAAATCTTTGTCTTCTTCA 160
       28  H  G  P  Q  S  I  P  E  E  A  I  V  G  G  L  Q  G  T  E  N  E  I  F  V  F  F  N 54
      161 ATGATGACGAGTCTGGAAAGCAGGGAATTGCTATCATTGACGCCAAGAAGGCCCAGGAGGCAGGCTTCATGGACCCCCAG 240
       55   D  D  E  S  G  K  Q  G  I  A  I  I  D  A  K  K  A  Q  E  A  G  F  M  D  P  Q   80
      241 CCTGATTCCGAGGTTGCTGCTGGCAACGCTAAGCGAGAGGCTTCTCCTGAGGCCTGGCGATGGTTCTGGCTCCCTGGATA 320
       81 P  D  S  E  V  A  A  G  N  A  K  R  E  A  S  P  E  A  W  R  W  F  W  L  P  G  Y  107
      321 CGGCGAGCCCAACTGGAAGCGAGACGCCATGCCCGCTGATATGGACAAGGAGAAGCGTGAGGCCAACCCCGAGGCCTGGC 400
      108  G  E  P  N  W  K  R  D  A  M  P  A  D  M  D  K  E  K  R  E  A  N  P  E  A  W  R 134
      401 GATGGTTCTGGCTCCCCGGCTACGGCGAGCCCAACTGGAAGCGAGACGCCATGCCCGCTGATATGGACAAGGAGAAGCGT 480



      135   W  F  W  L  P  G  Y  G  E  P  N  W  K  R  D  A  M  P  A  D  M  D  K  E  K  R   160
      481 GAGGCCAACCCCGAGGCCTGGCGATGGTTCTGGCTCCCCGGTTACGGCGAGCCCAACTGGAAGCGAGACGCCATGCCCGC 560
      161 E  A  N  P  E  A  W  R  W  F  W  L  P  G  Y  G  E  P  N  W  K  R  D  A  M  P  A  187
      561 TGATATGGACAAGGAGAAGCGTGAGGCCAACCCCGAGGCCTGGCGATGGTTCTGGCTCCCCGGCTACGGTGAGCCCAACT 640
      188  D  M  D  K  E  K  R  E  A  N  P  E  A  W  R  W  F  W  L  P  G  Y  G  E  P  N  W 214
      641 GGTAA 645
      214   *                                                                              214

Yarrowia_lypolytica_2 (Identified in this study, accession - NC_006071)
        1 atgaagttctctactattgccctttcaatcatggctgctgttgccattgctgctcccattgcgcaggagcctgctgctga 80
        1 M  K  F  S  T  I  A  L  S  I  M  A  A  V  A  I  A  A  P  I  A  Q  E  P  A  A  E  27
       81 ggtccctgtcgcccctgaggcgcctgcggctcccaacatggacgacctccccaagcagctccagggtcttcagggtgttc 160
       28  V  P  V  A  P  E  A  P  A  A  P  N  M  D  D  L  P  K  Q  L  Q  G  L  Q  G  V  L 54
      161 ttcagaatgtcctcttcaccaacgataacgagcagttcttcattgtcgaggacgacgacggcactcgatctttgctcatt 240
       55   Q  N  V  L  F  T  N  D  N  E  Q  F  F  I  V  E  D  D  D  G  T  R  S  L  L  I   80
      241 gtcgacactactctgatcggatcagagggtcttgccaagcgagaggccaaccctgaggcttggcgatggttctggctgcc 320
       81 V  D  T  T  L  I  G  S  E  G  L  A  K  R  E  A  N  P  E  A  W  R  W  F  W  L  P  107
      321 tggctacggtgagcccaactggaagcgcgatgctatgcccgctgacgtcgataaggagaagcgtgaggccaaccctgagg 400
      108  G  Y  G  E  P  N  W  K  R  D  A  M  P  A  D  V  D  K  E  K  R  E  A  N  P  E  A 134
      401 cttggcgatggttctggctgcctggctacggtgagcccaactggaagcgcgatgctatgcccgctgacgtcgataaggag 480
      135   W  R  W  F  W  L  P  G  Y  G  E  P  N  W  K  R  D  A  M  P  A  D  V  D  K  E   160
      481 aagcgtgaggccaaccctgaggcttggcgatggttctggctgcctggttacggtgagcccaactggtaa 549
      161 K  R  E  A  N  P  E  A  W  R  W  F  W  L  P  G  Y  G  E  P  N  W  *              182

Zygosaccharomyces_rouxii (Identified in this study, accession - ?)
        1 atgagattatctattgctttgggggttacttttggtgctgttgcaggtttgacagctcctgtggaagaagttaaaagaga 80
        1 M  R  L  S  I  A  L  G  V  T  F  G  A  V  A  G  L  T  A  P  V  E  E  V  K  R  D  27
       81 tgccgatgctcattttatcgaattggacccaggccaaccaatgttcaagagggaagctgaagctcattttattgagctag 160
       28  A  D  A  H  F  I  E  L  D  P  G  Q  P  M  F  K  R  E  A  E  A  H  F  I  E  L  D 54
      161 acccgggtcagcccatgtttaagagagaggcagaagcggaagcccattttatcgaattggacccaggccaaccaatgttc 240
       55   P  G  Q  P  M  F  K  R  E  A  E  A  E  A  H  F  I  E  L  D  P  G  Q  P  M  F   80
      241 aagagggaagctgaggctgaagcccatttcattgaactggacccaggtcagcctatgtttaagagagaggcagaagccga 320
       81 K  R  E  A  E  A  E  A  H  F  I  E  L  D  P  G  Q  P  M  F  K  R  E  A  E  A  D  107
      321 tgctcatttcattgagttagacccaggtcaacccatgttcaaaagggacgctgatgcacattttattgaactcgatccag 400
      108  A  H  F  I  E  L  D  P  G  Q  P  M  F  K  R  D  A  D  A  H  F  I  E  L  D  P  G 134
      401 gccaaccgatgtttaagagggaagctgaggctgaggctcactttgtggaattagaccctggtcaaccaatgttcaagaga 480
      135   Q  P  M  F  K  R  E  A  E  A  E  A  H  F  V  E  L  D  P  G  Q  P  M  F  K  R   160
      481 gaagcagaggcggacgcccactttatcgagctagatcctggtcaaccgatgttcaaaagaggtgaaatcgaatctgctgc 560
      161 E  A  E  A  D  A  H  F  I  E  L  D  P  G  Q  P  M  F  K  R  G  E  I  E  S  A  A  187
      561 a 561
      187                                                                                  187

Bennett, R. J., and A. D. Johnson. 2005. Mating in Candida albicans and the Search for a Sexual
Cycle. Annual Review of Microbiology 59:233-255.

Bobrowicz, P., R. Pawlak, A. Correa, D. Bell-Pedersen, and D. J. Ebbole. 2002. The
<i>Neurospora crassa</i> pheromone precursor genes are regulated by the mating type
locus and the circadian clock. Molecular Microbiology 45:795-804.

Brake, A. J., C. Brenner, R. Najarian, P. Laybourn, and J. Merrywheather. 1985. Structure of
genes encoding precursors of the yeast peptide mating pheromone a-factor in M. J.
Gething, ed. Protein Transport and Secretion. Cold Spring Harbor Laboratory Press, Cold
Spring Harbor, New York.

Coppin, E., C. de Renty, and R. Debuchy. 2005. The Function of the Coding Sequences for the
Putative Pheromone Precursors in Podospora anserina Is Restricted to Fertilization.
Eukaryotic Cell 4:407-420.

Davey, J. 1992. Mating pheromones of the fission yeast Schizosaccharomyces pombe:
purification and structural characterization of M-factor and isolation and analysis of two
genes encoding the pheromone. EMBO Journal 11:951-960.

Dyer, P. S., M. Paoletti, and D. B. Archer. 2003. Genomics reveals sexual secrets of Aspergillus.
Microbiology 149:2301-2303.

Egel-Mitani, M., and M. T. Hansen. 1987. Nucleotide sequence of the gene encoding the
Saccharomyces kluyveri alpha mating pheromone. Nucleic Acids Research 15:6303.

Hoff, B., S. Pöggeler, and U. Kuck. 2008. Eighty Years after Its Discovery, Fleming's Penicillium
Strain Discloses the Secret of Its Sex. Eukaryotic Cell 7:465-470.

Imai, Y., and M. Yamamoto. 1994. The fission yeast mating pheromone P-factor: its molecular
structure, gene structure, and ability to induce gene expression and G1 arrest in the
mating partner. Genes & Development 8:328-338.



Johnson, L. J., V. Koufopanou, M. R. Goddard, R. Hetherington, S. M. Schafer, and A. Burt.
2004. Population Genetics of the Wild Yeast Saccharomyces paradoxus. Genetics
166:43-52.

Kim, H.-K., T. Lee, and S.-H. Yun. 2008. A putative pheromone signaling pathway is dispensable
for self-fertility in the homothallic ascomycete Gibberella zeae. Fungal Genetics and
Biology 45:1188-1196.

Kitada, K., and F. Hishinuma. 1988. Evidence for preferential multiplication of the internal unit
in tandem repeats of the mating factor a genes in <i>Saccharomyces</i> yeasts. Current
Genetics 13:1-5.

Kodama, T., T. Hisatomi, T. Kanemura, K. Mokubo, and M. Tsuboi. 2003. Molecular cloning
and DNA analysis of a gene encoding Î± mating pheromone from the yeast
Saccharomyces naganishii. Yeast 20:109-115.

Kurjan, J., and I. Herskowitz. 1982. Structure of a yeast pheromone gene (MF[alpha]): A putative
[alpha]-factor precursor contains four tandem copies of mature [alpha]-factor. Cell
30:933-943.

Lee, J., J. F. Leslie, and R. L. Bowden. 2008. Expression and Function of Sex Pheromones and
Receptors in the Homothallic Ascomycete Gibberella zeae. Eukaryotic Cell 7:1211-1221.

Pöggeler, S. 2000. Two pheromone precursor genes are transcriptionally expressed in the
homothallic ascomycete Sordaria macrospora. Current Genetics 37:403-411.

Pöggeler, S. 2002. Genomic evidence for mating abilities in the asexual pathogen Aspergillus
fumigatus. Current Genetics 42:153-160.

Shen, W.-C., P. Bobrowicz, and D. J. Ebbole. 1999. Isolation of Pheromone Precursor Genes of
Magnaporthe grisea. Fungal Genetics and Biology 27:253-263.

Singh, A., E. Y. Chen, J. M. Lugovoy, C. N. Chang, R. A. Hitzeman, and P. H. Seeburg. 1983.
Saccharomyces cerevisiae contains two discrete genes coding for the {alpha}-factor
pheromone. Nucl. Acids Res. 11:4049-4063.

Wong, S., M. Fares, W. Zimmermann, G. Butler, and K. Wolfe. 2003. Evidence from
comparative genomics for a complete sexual cycle in the 'asexual' pathogenic yeast
Candida glabrata. Genome Biology 4:R10.

Zhang, L., R. A. Baasiri, and N. K. Van Alfen. 1998. Viral Repression of Fungal Pheromone
Precursor Gene Expression. Molecular and Cellular Biology 18:953â€“959.



Appendix B. Accession numbers for Elongation Factor 1-α and Beta
Tubulin gene sequences used in this study

Species TEF BT
Alternaria brassicicola Y17084
Aspergillus clavatus XM_001269545 XM_001269169
Aspergillus flavus XM_002380857 ASNBETTUB
Aspergillus fumigatus XM_745295 XM_747363
Aspergillus nidulans XM_656730 XM_653694
Aspergillus niger DQ768450
Aspergillus oryzae XM_001823791 AF036805
Aspergillus terreus XM_001212188 XM_001210373
Botryotinia fuckeliana XM_001551736 XM_001560987
Candida albicans YSAEF1B XM_713801
Candida dubliniensis XM_002417390 XM_002416698
Candida glabrata AF402029
Candida tropicalis XM_002547480 XM_002550030
Chaetomium globosum XM_001222638 AY780110
Clavispora lusitaniae DQ447237
Cryphonectria parasitica DQ862033 DQ368754S2
Fusarium circinatum AF333930 AF333946
Fusarium fujikuroi U34415
Fusarium konzum EU220235 EU220234
Fusarium mangiferae HM068871 FSU61561
Fusarium nygamai DQ854866 U34426
Fusarium oxysporum DQ220144 EF450110
Fusarium proliferatum GU377297 U34416
Fusarium sacchari GU377296 U34414
Fusarium Sterilihyphosum GU737415 FSU61558
Fusarium subglutinans Grp1 AF160317
Fusarium subglutinans Grp2 HM057336 U34417
Fusarium thapsinum FJ603506 U34418
Fusarium verticillioides GU377299 U34413
Gibberella zeae XM_388987 AY303689
Kluyveromyces delphensis AF402030
Kluyveromyces lactis AF402084
Kluyveromyces waltii AF402078
Lachanceae thermotolerans AF402077
Lodderomyces elongisporus XM_001525732 XM_001526608
Magnaporthe grisea XM_361098 XM_368640
Neosartorya fischeri XM_001265027 XM_001264677
Neurospora crassa XM_959775 XM_952576
Penicillium chrysogenum DQ285611
Phaeosphaeria nodorum XM_001801850 AY786332
Pichia stipitis XM_001382650 XM_001385725
Podospora anserina XM_001907402
Pyrenophora tritici-repentis XM_001930596 XM_001931145
Saccharomyces bayanus AF402012 FJ238316
Saccharomyces cerevisiae NC_001148 V01296
Saccharomyces kluyveri AF402079
Saccharomyces kudriavzevii AF402010 FJ238337
Saccharomyces mikatae AF402008 FJ238338
Saccharomyces paradoxus AF402007 FJ238330
Saccharomyces pastorianus AY130808 FJ238326



Schizosaccharomyces japonicus XM_002173053 XM_002175088
Schizosaccharomyces pombe NM_001022750 NM_001022572
Sclerotinia sclerotiorum XM_001594041 XM_001594794
Sordaria macrospora X96615 AY780140
Trichoderma atroviride FJ629374
Trichoderma reesei Z23012
Trichoderma virens AF534631 AY158203
Vanderwaltozyma polyspora AF402047
Verticillium albo-atrum DQ166897
Verticillium dahliae AY489632 DQ166861
Yarrowia lipolytica AF054510 AY944854
Zygosaccharomyces rouxii AF402054
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