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Supplementary methodology:
Conventional PCR
The 14 isolates from cultured blood smears that tested positive for pagA with BAPA probe seuence by the two qPCR methods described above were subjected to conventional PCR to allow for gel visualisation as described by Lekota et al. (2016) [42]. The reaction was set up with a total volume of 10 μL, containing 1x MyTaq PCR Master Mix (Bioline, Taunton, USA), 2 mM MgCl2, 0.2 µM of each pagA primer (Table 1), and 2 ng of the target DNA. The PCR amplification began with an initial denaturation step at 94°C for 5 min, followed by 35 cycles of denaturation at 94°C for 30 sec, annealing at 55°C for 30 sec. and extension at 72°C for 30 seconds, concluding with a final extension at 72°C for 5 min. The B. anthracis Vollum strain served as a positive control. Bacillus cereus ATCC3999 and distilled water served as negative controls, ensuring the assay's specificity. Post-amplification, the PCR products were subjected to electrophoresis on a 3% ethidium bromide-stained agarose gel at 100 V for 90 min and visualized under UV light to confirm the presence of Bacillus anthracis-specific amplicons. 
Supplementary results
The 14 samples that tested positive for pagA using qPCR were further confirmed with conventional PCR, as illustrated in Figure S1. All 14 samples maintained their positive status upon confirmation with conventional PCR, reinforcing the reliability of the qPCR results.
