[bookmark: _Ref514055073]Additional file 5: Table S4. Estimates of evolutionary divergence between gene alleles for Tp1 and Tp2, using proportion nucleotide distance
	Tp1
	Allele-1
	Allele-4
	Allele-37
	Allele-39
	Allele-43
	Allele-44
	Allele-45
	Allele-46
	Allele-47
	Allele-48
	Allele-49

	Allele-1
	
	
	
	
	
	
	
	
	
	
	

	Allele-4
	0.01
	
	
	
	
	
	
	
	
	
	

	Allele-37
	0.007
	0.002
	
	
	
	
	
	
	
	
	

	Allele-39
	0.002
	0.007
	0.005
	
	
	
	
	
	
	
	

	Allele-43
	0.002
	0.012
	0.010
	0.005
	
	
	
	
	
	
	

	Allele-44
	0.012
	0.002
	0.005
	0.010
	0.015
	
	
	
	
	
	

	Allele-45
	0.017
	0.025
	0.022
	0.017
	0.020
	0.027
	
	
	
	
	

	Allele-46
	0.005
	0.005
	0.002
	0.002
	0.007
	0.007
	0.020
	
	
	
	

	Allele-47
	0.002
	0.012
	0.010
	0.005
	0.005
	0.015
	0.020
	0.007
	
	
	

	Allele-48
	0.015
	0.005
	0.007
	0.012
	0.017
	0.007
	0.025
	0.010
	0.017
	
	

	Allele-49
	0.002
	0.007
	0.005
	0.005
	0.005
	0.010
	0.020
	0.002
	0.005
	0.012
	



	Tp2
	Allele-1
	Allele-2
	Allele-56
	Allele-57
	Allele-58
	Allele-59
	Allele-60
	Allele-61
	Allele-62
	Allele-63

	Allele-1
	
	
	
	
	
	
	
	
	
	

	Allele-2
	0.004
	
	
	
	
	
	
	
	
	

	Allele-56
	0.25
	0.25
	
	
	
	
	
	
	
	

	Allele-57
	0.26
	0.25
	0.075
	
	
	
	
	
	
	

	Allele-58
	0.15
	0.15
	0.26
	0.28
	
	
	
	
	
	

	Allele-59
	0.26
	0.25
	0.077
	0.002
	0.28
	
	
	
	
	

	Allele-60
	0.14
	0.14
	0.24
	0.26
	0.10
	0.27
	
	
	
	

	Allele-61
	0.14
	0.14
	0.25
	0.27
	0.10
	0.27
	0.006
	
	
	

	Allele-62
	0.006
	0.002
	0.25
	0.25
	0.15
	0.25
	0.14
	0.14
	
	

	Allele-63
	0.14
	0.14
	0.24
	0.26
	0.10
	0.27
	0.002
	0.004
	0.14
	


 Notes: Evolutionary divergence between genes alleles was estimated using proportion nucleotide distance in MEGA. 
[bookmark: _GoBack]Tp1 allele-1 corresponds to isolates identical to the three vaccine strains (Muguga, Serengeti-transformed and Kiambu-5).
Tp2 allele-1 corresponds to isolates identical to Muguga and Serengeti-transformed strains and Tp2 allele-2 represents samples identical to Kiambu-5 strain.
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