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Fig. S1A
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Fig. S1B
[bookmark: _Hlk98331889][bookmark: _Hlk98331871]Figure S1: Relative abundance of the major (A) bacterial and (B) fungal phyla (≥5%) in Hardveld, Sandveld, and Wet-sandveld ecological zones.
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Fig. S2A
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Fig. S2B
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Fig. S2C
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Fig. S2D
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 Fig. S2E
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[bookmark: _Hlk98332015]Fig. S2F
[bookmark: _Hlk169168443]Figure S2: Relationship between the predictor variables from the Best subset model and microbial richness: bacterial (A-C) and fungal (D-F) across different ecological zones.
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Fig. S3A
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Fig. S3B
[bookmark: _Hlk168960074]Figure S3: The correlation analysis between environmental variables and dominant (A) bacterial and (B) fungal relative abundances at the phylum level. Blue and red represent positive and negative correlations, respectively. 
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Fig. S4A




[image: ]
Fig. S4B
Figure S4. Partial residual plots showing the relationship between Bray-Curtis dissimilarity and the geographic distance of A) bacterial and (B) fungal communities. The p values indicate the significance of geographic distance. 
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Fig. S5A
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Fig. S5B

[bookmark: _Hlk164275879][bookmark: _Hlk98332105]Figure S5: Plot of LDA scores of differentially abundant taxa in A) Bacterial communities and B) Fungal communities.




[bookmark: _Hlk168960437]Figure S6: Co-occurrence incidence of bacteria-bacteria, bacteria-fungi, and fungi-fungi interactions across the different pH networks.
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Fig. S7A
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Fig. S7B
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Fig. S7C
[bookmark: _Hlk168960464]Figure S7: Co-occurrence network clusters of bacterial and fungal communities in A) acidic, B) alkaline, and C) neutral soils. 
Bacteria-bacteria	Acidic 	Alkaline	Neutral	83.047757929274511	80.083777608530085	67.104072398190041	Bacteria-fungi	Acidic 	Alkaline	Neutral	10.86401749908859	11.995430312261995	16.787330316742079	Fungi-fungi	Acidic 	Alkaline	Neutral	6.0882245716368937	7.9207920792079207	16.108597285067873	
Co-ocurrence incidence (%)
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