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Genesinthe gap: 47 546 O 0 OO0 O 2 O 9 21 0 O 217
Kb in the gap: 574 10445 20 85 15 107 3 226 8 | 379 375 | 41 9 | 3302
Cluster rule (genes): x X y Yy Y V YV Y y X X y Yy X
Cluster rule (kb): X X y vy Yy Yy YV Yy y X X y |y X
464 kb region 50 kb region
A gene cluster is defined as a genomic region containing at least three NBS-LRR-like genes,
(i) with less than 9 other genes between neighboring NBS-LRR-like genes and
(ii) in which two neighboring NBS-LRR-like genes are less than 250 kb apart.
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SCrule (genes): X X Yy Y YVY Y YV Y y y y v X
SCrule (kb): X X Y Y YVY Y Yy ¥ y y y vy X
1.268 Mb region

A gene supercluster is defined as a genomic region containing at least one NBS-LRR gene cluster and at
least two additional NBS-LRR-like genes,

(i) with less than 99 other genes between neighboring NBS-LRR-like genes and
(i) in which two neighboring NBS-LRR-like genes are less than 2500 kb (2.5 Mb) apart.




