Supporting Table 5: Parameter estimates from a generalized linear mixed model (GLMM) used to evaluate the fit of CSR2 values (outcome variables) of four joint-species distribution models (JSDMs). The full model incorporated all covariates, while the three covariate-specific models included only host social, host biological, and environmental covariates, respectively.
 
	Estimate
	B
	SE
	z
	P

	(Intercept)
	1.03
	0.10
	9.85
	<0.001

	Full model vs ‘host social covariates only’ model
	0.32
	0.04
	7.08
	<0.001

	Full model vs ‘host biological covariates only’ model
	0.36
	0.05
	7.78
	<0.001

	Full model vs ‘environmental covariates only’ model
	0.11
	0.04
	2.54
	0.011



