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	Gene locus
	Epitope positions with inner primers used in the present study
	[bookmark: _GoBack]Published epitopes using outer primers (GenBank JF451936 and JF451856 for Tp1 and Tp2, respectively) [34, 36]

	
	Epitope
	Amino acid sequence*
	Nucleotide sequence*
	

	Tp1
	Tp135-45
	35VGYPKVKEEML45
	104GTAGGGTATCCAAAGGTTAAAGAAGAAATGCTA136
	Tp1214-224

	Tp2
	Tp220-30
	20SHEELKKLGML30
	58AGTCATGAAGAACTAAAAAAATTGGGAATGCTA90
	Tp227–37

	
	Tp233-41
	33DGFDRDALF41
	97GATGGTTTCGACAGGGATGCATTGTTC123
	Tp240–48

	
	Tp242-52
	42KSSHGMGKVGK52
	124AAATCATCACATGGTATGGGAAAGGTAGGAAAA156
	Tp249–59

	
	Tp289-97
	89FAQSLVCVL97
	265TTTGCACAAAGCCTAGTGTGCGTATTA291
	Tp296–104

	
	Tp291-99
	91QSLVCVLMK99
	271CAAAGCCTAGTGTGCGTATTAATGAAA297
	Tp298–106

	
	Tp2131-140
	131KTSIPNPCKW140
	391AAAACAAGTATTCCAAATCCATGTAAATGG420
	Tp2138–147


*The numbers flanking epitope sequences represent their positions in the Tp1 and Tp2 antigen gene fragment
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