Table S1b. Percentage amino sequence identity in the HA proteins of all sub-lineage I viruses
	Isolate
	W-04
/02
	AL19
/02
	NWY
/12
	MAS
/13
	338087
/15
	339678
/15
	341797
/15
	344378
/15
	344579
/15
	398997
/16
	401156
/16
	402385
/16
	404573
/16
	N2826
/16
	H44954
/16

	AL19/02
	99.6%
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	NWY/12
	92.6%
	92.6%
	
	
	
	
	
	
	
	
	
	
	
	
	

	MAS/13
	92.0%
	92.0%
	98.9%
	
	
	
	
	
	
	
	
	
	
	
	

	338087/15
	92.0%
	92.0%
	98.0%
	97.3%
	
	
	
	
	
	
	
	
	
	
	

	339678/15
	90.7%
	90.7%
	97.9%
	96.5%
	96.3%
	
	
	
	
	
	
	
	
	
	

	341797/15
	90.7%
	90.7%
	96.9%
	96.3%
	96.1%
	99.8%
	
	
	
	
	
	
	
	
	

	344378/15
	91.8%
	91.8%
	97.8%
	97.1%
	99.8%
	96.5%
	96.3%
	
	
	
	
	
	
	
	

	344579/15
	91.6%
	91.6%
	97.5%
	96.7%
	99.5%
	96.1%
	95.9%
	99.6%
	
	
	
	
	
	
	

	398997/16
	90.7%
	90.7%
	96.5%
	96.3%
	95.8%
	99.5%
	99.3%
	95.9%
	95.6%
	
	
	
	
	
	

	401156/16
	90.9%
	90.9%
	97.1%
	96.5%
	96.3%
	99.3%
	99.1%
	96.5%
	96.1%
	98.7%
	
	
	
	
	

	402385/16
	90.9%
	90.9%
	97.1%
	96.5%
	96.3%
	99.3%
	99.1%
	96.5%
	96.1%
	98.7%
	100%
	
	
	
	

	404573/16
	90.7%
	90.7%
	96.5%
	96.3%
	95.8%
	99.5%
	99.3%
	95.9%
	95.6%
	100%
	98.7%
	98.7%
	
	
	

	N2826/16
	90.5%
	90.5%
	96.9%
	96.3%
	96.1%
	99.8%
	99.6%
	96.3%
	95.9%
	99.3%
	99.1%
	99.1%
	99.3%
	
	

	H44954/16
	90.9%
	90.9%
	96.9%
	96.3%
	95.9%
	95.4%
	95.2%
	96.1%
	95.9%
	94.8%
	95.4%
	95.4%
	94.8%
	95.6%
	

	432/19
	90.5%
	90.5%
	95.9%
	95.4%
	95.0%
	94.4%
	94.2%
	95.2%
	95.0%
	93.8%
	94.4%
	94.4%
	93.9%
	94.2%
	96.7%
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