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Addendum S 
	[bookmark: _Hlk147834617]Isolates
	Patients
	Genome profile

	Isolate ID
	Source
	Isolation year
	population
	Ward type
	Sex
	Age (year)
	MLST
	cgST (s)
	cgLIN code
	Genome (Mbp)
	N50 (Kbp)
	GC contents (%)

	UP-KT-9CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Male
	62
	ST17
	cgST3854
	0_0_22_24_15_*_*_*_*_*
	5.5
	121
	57.2

	UP-KT-18CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Male
	47
	ST530
	cgST6811
	0_0_355_0_*_*_*_*_*_*
	5.7
	99
	56.7

	UP-KT-64CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Female
	0,75
	ST34
	cgST6911
	0_0_13_*_*_*_*_*_*_*
	5.7
	75
	57.2

	UP-KT-73CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Male
	50
	ST307
	cgST7951
	0_0_369_0_0_0_0_*_*_*
	5.8
	111
	57.0

	UP-KT-105CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Female
	47
	ST147
	cgST697
	0_0_197_0_*_*_*_*_*_*
	6.0
	59
	56.7

	UP-KT-118CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Female
	75
	ST2497
	cgST8168
	0_0_106_1_0_0_1_*_*_*
	5.9
	145
	56.5

	UP-KT-120CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Female
	46
	ST147
	cgST14577
	0_0_197_0_*_*_*_*_*_*
	5.8
	106
	56.6

	UP-KT-132CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Male
	59
	ST17
	cgST600
	0_0_22_24_24_*_*_*_*_*
	5.8
	156
	56.8

	UP-KT-162CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Female
	70
	ST152
	cgST2270/
cgST6044
	0_0_220_0_0_*_*_*_*_*
	5.6
	142
	57.3

	UP-KT-190CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Female
	66
	ST2497
	cgST8168
	0_0_106_1_0_0_1_0_*_*
	5.8
	79
	56.6

	UP-KT-202CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Female
	51
	ST17
	cgST600
	0_0_22_24_*_*_*_*_*_*
	5.8
	157
	56.8

	UP-KT-221CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Male
	65
	ST17
	cgST600
	0_0_22_24_*_*_*_*_*_*
	5.8
	186
	56.8

	UP-KT-228CKP
	Rectal carriage
	2021
	Inpatient
	unknown
	Female
	61
	ST2497
	cgST8168
	0_0_106_1_0_0_1_*_*_*
	5.9
	109
	56.5


Supplementary File 1-Table S-1: Characteristics of the carbapenemase-producing Klebsiella pneumoniae genomes


Supplementary File 1-Table S-1: Characteristics of the carbapenemase-producing Klebsiella pneumoniae genomes (continued)
	
Isolates
	
Patients
	
Genome profile

	Isolate ID
	Source
	Isolation year
	population
	Ward type
	Sex
	Age (year)
	MLST
	cgST (s)
	cgLIN code
	Genome (Mbp)
	N50 (Kbp)
	GC contents (%)

	UP-KT-23UKP
	Urine
	2021
	Inpatient
	Rehabilitation
	Male
	74
	ST152
	cgSTX
	0_0_220_0_0_0_0_2_0_0
	5.5
	143
	57.2

	UP-KT-25UKP
	Urine
	2021
	Inpatient
	ICU
	Female
	52
	ST2497
	cgST8168
	0_0_106_1_0_*_*_*_*_*
	5.7
	34
	56.7

	UP-KT-70UKP
	Urine
	2021
	Inpatient
	ICU
	Female
	14
	ST147
	cgST668
	0_0_197_0_4_*_*_*_*_*
	5.7
	123
	57.0

	UP-KT-74UKP
	Urine
	2021
	Inpatient
	ICU
	Female
	31
	ST353
	cgST7832
	0_0_111_0_*_*_*_*_*_*
	5.6
	215
	57.1

	UP-KT-118UKP
	Urine
	2021
	Inpatient
	ICU
	Female
	62
	ST2975
	cgST2805
	0_0_369_0_0_*_*_*_*_*
	5.9
	169
	56.6

	UP-KT-128UKP
	Urine
	2021
	Outpatient
	Outpatient
	Female
	79
	ST152
	cgST2270/
cgST6044
	0_0_220_0_0_*_*_*_*_*
	5.5
	123
	57.4

	UP-KT-139UKP
	Urine
	2021
	Inpatient
	General
	Female
	61
	ST307
	cgST2805
	0_0_369_0_0_0_0_*_*_*
	5.6
	176
	56.8

	UP-KT-151UKP
	Urine
	2021
	Inpatient
	ICU
	Female
	46
	ST307
	cgST7951
	0_0_369_0_0_0_0_*_*_*
	5.9
	162
	56.5

	UP-KT-195UKP
	Urine
	2021
	Inpatient
	General
	Female
	71
	ST2497
	cgST8168
	0_0_106_1_0_0_1_*_*_*
	5.9
	128
	56.5
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