
Tree scale: 1

Lineage II

100% bootstrap support

Lineage I

n Gene support index (GSI) 
value <92

B. japonicum USDA6T (GCA_000284375.1)
M. S2_018_000_R3_107 (CGA_003240775.1)

M. B5P (GCF_900177325.1)
M. UBA1940 (CGA_002336975.1)

Aq. oceanicum B7T (CGA_001889605.1)
Aq. microcysteis NIBR3T (CGA_014495845.1)
Aq. carbonis B2-3T (GCF_003970795.1)

M. ephedrae 6GN-30T (GCF_003012745.1)
M. soli HC19T (GCF_014595955.1)

"M. denitrificans" LA-28T (GCF_003403035.1)
M. NBSH29 (CGA_015500055.1)

M. albiziae DSM 21822T (GCF_900114255.1)
M. Root554 (GCF_001427025.1)
M. terrae NIBRBAC000500504T (GCF_008727715.1)

M. Pch_S (CGA_004136315.1)
M. LU (GCF_002858745.1)
M. 1M_11 (GCF_001303895.1)

M. ZC4RG33 (CGA_003242525.1)
M. SCN18_13_7_16_R1_B_65_18 (CGA_017306545.1)

M. composti CC_YTH430T (GCF_004801285.1)
M. Root157 (GCF_001427385.1)
M. Root552 (GCF_001427285.1)
M. 61-13 (CGA_001897075.1)

P. manganicus JH-7T (GCF_002075885.1)
A. lusatiense DSM 11099T (GCF_014201615.1)

A. defluvii DSM 11603T (GCF 004363725 1
M. 65-26 (CGA_001899205.1)

M. M4B.F.Ca.ET.203.01.1.1 (GCF_004791025.1)
M. 131-2-1 (CGA_016756535.1)
M. M4B.F.Ca.ET.058.02.1.1 (CGA_003952505.1)

M. M3A.F.Ca.ET.080.04.2.1 (CGA_003952525.1)
M. tamadayense DSM 28320T (GCF_003863365.1)
M. WSM 3860 (GCF_002294995.1)
M. WSM 3862 (GCF_002294985.1)
M. M1C.F.Ca.ET.210.01.1.1 (GCF_004791585.1)
M. M1D.F.Ca.ET.043.01.1.1 (CGA_003952385.1)
"M. dulcispinae" VK23DTs (GCA_033977345.1)
M. silamurunense CCBAU 01550T (GCF_014843825.1)
M. UFLA 01.765 (GCF_001510895.1)
M. M. 1B F Ca ET 045 04 1 1 (CGA 003952465 1
"M. captivum" VK22ETs (GCA_033977165.1)
M. N.Ca.IN.012.14.1 (CGA_004020545.1)
M. M1E.F.Ca.ET.045.02.1.1 (CGA_003952485.1)
M. N.Ca.IN.005.04.1 (CGA_004963905.1)
M. ORS 3428 (GCF_001854785.1)
M. ORS 3324 (CGA_000824825.2)
"M. album" VK24DTs (GCA_033977205.1)

M. CU3 (GCF_006442965.1)
M. NFR06 (GCF_900115245.1)
M. WSM 3224 (GCF_000427725.1)
"M. montanum" MSK 1335Ts (GCA_033977145.1)
"M. australafricanum" VK9DTs (GCA_033977265.1)
M. M.2D.F.Ca.ET.226.01.1.1 (GCF_004022705.2)
M. GbtcB19 (CGA_019091085.1)
M. hawassense AC99bT (GCF_003289945.1)
"M. humile" VK2BTs (GCA_033977215.1)
M. B2-4-3 (GCF_006442815.1)
M. WSM 4313 (GCF_002294725.1)
M. B2-7-2 (GCF_006440775.1)

M. AWTP1-3 (CGA_003963455.1)
M. atlanticum CNPSo 3140T (GCF_003289965.1)
M. M.2E.F.Ca.ET.219.01.1.1 (GCF_004016445.2)
M. WSM 3859 (GCF_002295065.1)
M. N.Ca.IN.010.08.1 (CGA_004020875.1)
M. N.Ca.ET.125.02.1 (CGA_004017535.1)
M. ORS3359 (CGA_000824845.1)
M. M.2A.F.Ca.ET.046.03.2.1 (CGA_003952425.1)

"M. vachelliae" VK25ATs (GCA_033977325.1)
M. plurifarium STM 8773T (GCF_000824785.1)
M. J8 (CGA_016591715.1)
M. B4-1-3 (GCF_006439355.1)
M. SOD10 (CGA_000824805.1)
M. CA14 (GCF_020165195.1)
M. argentiipisinov.Cs1330R2N1Ts (CGA_037179585.1)
M. CA4 (GCF_020165075.1)
M. CA8 (GCF_020164955.1)

M. waimense ICMP19557T (GCF_003601975.1)
M. CCBAU 01570 (GCF_014843845.1)
M. CCNWGS0123 (GCF_001686985.1)

M. STM 4661 (GCF_000359125.1)
M. metallidurans STM 2683T (GCF_000350085.1)
M. helmanticense CSLC115NT (GCF_003034915.1)
M. LSHC420B00 (GCF_000503055.1)
M. N.Ca.ET.084.02.1 (CGA_005063415.1)
M. LSJC280B00 (GCF_000502835.1)
M. M00.F.Ca.ET.216.01.1.1 (GCF_004010325.2)
M. M9A.F.Ca.ET.002.03.1.2 (CGA_003952365.1)
M. tianshanense CGMCC 1.2546 (GCF_007830515.1)

M. N.Ca.IN.015.11.1 (CGA_004962245.1)
M. wenxiniae WYCCWR 10195T (GCF_002284535.1)
M. temperatum SDW018T (GCF_002284575.1)
M. N.Ca.IN.013.02.1 (CGA_004020645.1)
M. N.Ca.IN.012.02.1 (CGA_004020315.1)
M. mediterraneum USDA 3392T (GCF_002284565.1)
M. N.Ca.ET.094.01.2 (CGA_004962925.1)
M. N.Ca.IN.015.10.1 (CGA_004020365.1)
M. muleiense CGMCC 1.11022T (GCF_900099905.1)
M. prunaredense STM 4891T (GCF_900156895.1)
M. L-2-11 (CGA_016756595.1)

M. AFS083231 (CGA_900472295.1)
M. LSHC432A00 (GCF_000502715.1)
M. neociceri CCANP35T (GCF_013520985.1)
M. caraganae LMG 24397T (GCF_016836705.1)
M. WSM 4306 (GCF_007003975.1)

M. INR15 (CGA_015500075.1)
M. qingshengii CGMCC 1.12097T (GCF_900103325.1)
M. Ach 343 (GCF_003253745.1)
M. sangaii DSM 100039T (GCF_014207355.1)
M. sophorae ICMP 19535T (GCF_002270415.1)
M. LNHC252B00 (GCF_000502955.1)
M. N.Ca.ET.020.02.1 (CGA_004017275.1)
M. 582 (GCF_014189435.1)
M. norvegicum 10.2.2T (GCF_004919685.1)
M. loti DSM 2626T (GCF_003148495.1)
M. Root102 (GCF_001425625.1)
M. M7A.F.Ca.US.008.03.1.1 (GCF_003997495.1)
M. WSM 1271 (GCF_000185905.1)
M. M7A.F.Ca.US.006.01.1.1 (GCF_003997935.1)
M. WSM 4083 (GCF_000519305.1)
M. L2C084A000 (GCF_000502875.1)
M. M7A.T.Ca.US.000.02.2.1 (GCF_003996995.1)

M. B2-4-7 (GCF_006442685.1)
M. M00.F.Ca.ET.205.01.1.1 (CGA_004791255.1)
M. B2-4-15 (GCF_006658505.1)
M. dw_380 (GCF_018588885.1)
M. opportunistum WSM 2075T (GCF_000176035.2)
M. NZP2042 (GCF_013170705.1)
M. NZP2298 (CGA_013170825.1)
M. erdmanii USDA 3471T (GCF_000472705.1)
M. NZP2077 (CGA_013170805.1)

M. R88b (GCF_013170845.1)
M. CJ3sym (GCF_000472785.1)

M. TONO (GCF_002356515.1)
M. huakuii 583T (GCF_014189455.1)
M. carmichaelinearum ICMP 18942T (GCF_900199455.1)
M. 113.3.3 (CGA_016756495.1)
M. japonicum MAFF 303099T (GCF_000009625.1)
M. jarvisii LMG 28313T (GCF_003601985.1)
M. intechi BD68T (GCF_002879535.1)
M. WSM 4311 (GCF_002295115.1)
M. SCN18_10_11_15_R5_B_64_12 (CGA_017306585.1)
M. 3P27G6 (GCF_005503535.1)

M. B2-3-4 (GCF_006442315.1)
M. B2-3-12 (GCF_006442205.1)

M. australicum WSM 2073T (GCF_000230995.2)
M. M8A.F.Ca.ET.218.01.1.1 (GCF_004791165.1)
M. SARCC RB16n (GCF_008520305.1)
M. B3-2-1 (GCF_006439515.1)
M. B2-1-8 (CGA_006442545.2)
M. Cs1299R1N1 (GCA_037179655.1)
M. Cs1299R1N3 (GCA_037178625.1)
M. WSM 3626 (GCF_000513935.1)
M. Cs1321R2N1 (GCA_037179725.1)
M. salmacidum sp. nov. Ld1326N3Ts (GCA_037179605.1)
M. B2-3-11 (CGA_006442215.1)
M. B2-3-13 (CGA_006442195.1)
M. B2-5-4 (CGA_006441095.1)
M. B2-6-5 (CGA_006441015.1)
M. B2-5-13 (CGA_006440535.1)
M. B2-5-5 (CGA 006440585.1)
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