S1 Table. Bacterial diversity
	Sample
	Richness
	Shannon
	Simpson
	Inverse 
Simpson
	Pielou's 
evenness
	Good’s 
coverage

	S1
	114
	4.32
	0.98
	52.09
	77.90
	82

	S2
	91
	3.59
	0.94
	17.44
	71.13
	87

	S3
	122
	4.57
	0.99
	75.99
	80.32
	80

	S4
	129
	4.38
	0.98
	44.99
	87.34
	81

	S5
	105
	3.86
	0.95
	20.40
	77.76
	87

	Mean  SE
	112.26.6a
	4.10.2a
	1.00.01a
	42.211a
	78.92.6a
	

	
	
	
	
	
	
	

	R1
	60
	3.49
	0.96
	22.88
	48.02
	87

	R2a
	50
	2.91
	0.88
	8.11
	46.86
	97

	R2b
	46
	3.25
	0.94
	17.85
	39.01
	98

	R3a
	71
	3.71
	0.96
	24.58
	54.16
	97

	R3b
	35
	2.19
	0.77
	4.43
	44.62
	97

	Mean  SE
	52.46.1b
	3.10.3b
	0.90.03a
	15.64b
	462.4b
	


Different letters indicate that the differences in mean between rhizosphere (R) and bulk soil (S) samples were significant (Paired t-test, P<0.05).
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