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GOCATTACTCACATGCACTCAATACCAAGCTCACGCTTCAGCETTCAAATCACGCTCCAACACCCETECCCCOCGCAATACCAAGOGECE
CTTTTIATIAATGTCHTCTCAGTACTATATAATAGTIZ22ACTTTCAACAACGllcaATcllTcTToeTTC TRGCATC] ATC AACAACGCAGCC A2 ATGE
GCCATTACTCACATGCACTCAATACCAAGCTCAGCTTCAGOGTTCAAATCACGCTCCAACAGGCETECCCCOCOERATACCAAGEEECGCAATETGCATT
CTTTTTATTAATETCNTCECAGTACTATATAATACTIR22ACTTTC 2ACAACCllcATclTCTTEETTCTEECATCEATC 2 ACAACGC AGCCARATGE
GCCATTACTCACATGCACTCAATACCAAGCTCAGCTTCAGEGTTCAAATCACGCTCCAACAGECRTECCCCOCOERATACCAAGEEECGCAATETGCGTT
CTTTTIATIAATGTCHNTCEcAGTACTATATAATAGTIZ 22 ACTTTCAACAACG Il c ATCIlTCTTGE T TC TGGCATCEATC A ACAACGCAGCCARATGE
CCCATTACTCACATGCACTCAATACCAAGCTCAGCTTCAGCGGTTCAAATCACGCTCCAACAGE ETGCI CCGCAATACCAAGGGCCGCAATGTGCGTT
CTTTTIATIAATGTCNTCEcAGTACTATATAATAGTIRARACTTTCAACAACG Il caTcllTcTToeTTC TRGCATC] ATC AACAACGC AGC] AR ATGE
GCCATTACTGACATGCACTCAATACCAAGCTGAGCTTGAGEGTTGARATCACGCTCCAACAGGCETECCCCCCOERATACCAAGGEGCGCAATGTGCGTT
CTTTTTATIAATGTCNTCTGAGTACTATATAATACTIA2AACTTTCAAC2ACGlcATCIlTCTTGETTCTGGCATCEATCAACAACGCAGCCARATGC
GOCATTACTCACATOCACTC AATACCAAGCTCAGCTTCAGOCTTEAAATCACGCTCCAACACECETOCCOCOCEEAATACCA AGCGECGCAATETGCOTT
CTTTTIATIAATETCHNTClcAGTACTATATAATAGTI222ACTTTCAACAACGl c ATC Il TCTTEETTC TEECATCEATC AACAACGCAGCCARATEE
GCCATTACTCACATGCACTCAATACCAAGCTCAGCTTCAGEGTTCAAATCACGCTCCAACAGGCE TECCCCCCOERATACCAAGGEECGCAATETGCGTT
CTTTTTATTAATGTCN CAGTACTATATAATAGTTARARACTTTCAACAACG Y ATCAACAACGCAGCCARATGC
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CAAACATTCCATCATTCACTCAATTCTGCAATTCACATTACTTATCGCATTTCOCTGCOTTCTTCATCCATGCCACAACCA
CATAAGTAATGTCAATTGCAGAATTCAGTCAATCATCCAATCTTTCAACGCACATTGCGCCCCTTECTATTCCGOGGEGCATGCCTCTTC

CA2ACATTCCATCATTCACTCAATTCTGCAATTCACATTACTIATCGCATTTCGCTGCGTTCTTCATCCATECCA] Aacc2acAlllcaTclllcaTTaTT
CATAAGTAATGTCAATTGCACAATTCAGTCAATCATCCAATCTTTEAACGCACATTGCGCCCCTTEETATTCCGOGGOGCATACCTCTTCE AGCOTCATT
CARACATTCCATCATTCACTCAATTCTGCAATTCACATTACTIATCGCATTTCGCTGEGTTCTTCATCCATECCACAACCAACAcaTC I cGTTGTT
CATAAGTAATGTCAATTGCAGAATTCAGTGAATCATCCAATCTTTCAACGCACATTGCGCCCCTTGETATTCCGOGGEECATGCCTGTTCCAGCGTCATT
[:PJAEATTC[ATEATT[ACTEPATTCTG[FATT[:A[A'["[AC'I"IATCG[AT'[‘TCGCTGCGTTC'l"[‘[:ATC(A'[‘GC[:A[FACCPA[A.EATC-CGTTGTT
CATAAGTAATGTCAATTGCACAATTCAGTCAATCATCCAATCTTTCAACGCACATTGCGCCCCTTGETATTCCGEGGEECATGCCTCTTCCAGCGTCATT
CAAAGATTCCATGATTCACTGAATTCTGCAATTCACATTACTIATCGCATTTCGCTGCGTTCTTCATCCATECCACRACCAACAcATC Il cGTTGTT
CATAAGTAATGTCAATTGCACAATTCAGTCAATCATCCAATCTTTCAACGCACATTGCCCCCCTTGOTATTCCCOGGEECATGCCTCTTCCAGCCTCATT
CAAACATTCCATCATTCACTCAATTCTGCAATTCACATTACTIATCGCATTTCGCTGCATTCTTCATCCATECCACAACCAACAcaTclcaTTaTT
CATAAGTAATGTCAATTGCACAATTCAGTCAATCATCCAATCTTTCAACGCACATTGCGCCCCTTGETATTCCGOGGEECATGCCTCTTCCAGCGTCATT
CA2ACATTCCATCATTCACTCAATTCTGCAATTCACATTACTIATCGCATTTCGCTGCGTTCTTCATCCATECCA] Aacc2acAlllcaTclllcaTTaTT
CATAAGTAATGTCAATTGCACAATTCAGTCAATCATCCAATCTTTEAACGCACATTGCGCCCCTTEETATTCCGOGGOGCATACCTCTTCE AGCOTCATT
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CAARGTTTIAACTATIATATAGTACTCCACCACATIAATAARAACAGTTTTCATATTCTCTGGCCAGCATACAAGGCCCCCAACRAGCA

TCARCCCTCAAGCTCAGCTTEGTATTCACTCCATGTCAGTAATCECAGGCTCTAAR ATCAGTGECEECCCCOCTEEETCCTCAACETAGTAATATCTCTC
CAPAGTTTIRACTATIATATAGTACTCAGACCACATIAATAAP PACACTTTTCATATTCTCTGGCCAGCATAC2AGGCCCCCAAGIAccAG I cTC|
TCAACCOTCAAGCTCAGCTTEGTATTEACTCC ATGTC AGTAATCECAGOCTCTAAR ATC AGTGECECCECCOCTCOOTCOTCAACETAGTAATATCTCTC
CAAAGTTTIAACTATIATATAGTACTCACGACCACATIAATAAR AACAGTTTTCATATTCTCTGGCCACCATACAAGGCCcccAAClaccAc il cTc
TCARCCCTCAACCTCAGCTTCGTATTCACTCCATGTCACTAATCECAGCCTCTAAR ATCAGTGECEECCCCOCTCOETCCTCAACCTAGTAATATCTCTC
CAARGTTTIAACTATIATATAGTACTCAGACCACATIAATAARRACACTTTTCATATTCTCTGCCEAGC ATACAAGCCCeCE 2AClacc AclcTe
TCAACCCTCAAGCTCAGCTTEGTATTEACTCCATGTCAGTAATCECAGGCTCTAAR ATCAGTGECEECECCOCTCEETCCTCAACETAGTAATATCTCTC
CAARGTTTIAACTATIATATAGTACTCAGACCACATIAATAARPACAGTTTTCATATTCTCTGGCCAGCATACAAGGCCCCc A AClacc Al cTc
TCAACCCTCAAGCTCAGCTTGGTATTCAGTCCATGTCAGTAATGGCAGGCTCTAAAATCAGTGGCGGCGCCGCTGGGTCCTCAACGTAGTAATATCTCTC
CAARGTTTIAACTATIATATAGTACTCAGACCACATIAATAARAACAGTTTTCATATTCTCTGGCCAGCATACAAGGCCcCc AAClacc Al cTc
TCARCCCTCAAGCTCAGCTTEGTATTCACTCCATGTCAGTAATCECAGGCTCTAAR ATCAGTGECEECCCCOCTEEETCCTCAACETAGTAATATCTCTC
CAPAGTTTIRACTATIATATAGTACTCAGACCACATIAATAAP PACACTTTTCATATTCTCTGGCCAGCATAC2AGGCCCCCAAGIAccAG I cTC|
TCAACCOTCAAGCTCAGCTTEGTATTEACTCCATGTC AGTAATOECAGOCTCTAAR ATC AGTGOCECCECCOCTCAOTCOTCAACATAGTAATATCTOTC
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Figure S2. ITS sequences to identify and confirm the pathogen identity of the original CN15D1 isolates

and re-isolates from plantings inoculated with mycelia sub- cultured from CN15D1 isolate. The multiple

seaquence alignment was generated via Clustal W in BioEdit.



