
 

 

Figure S8:  Phylogenetic tree of orthologues of QDE-1-like RNA-dependent RNA polymerase protein of 
C. zeina using representative fungal species from different orders in the class Dothideomycetes. C. zeina RdRp 
(PKS04443) is shown with a black dot. The tree was constructed using the Maximum Likelihood method in 
Mega-X, and was rooted using Fusarium graminearum and Neurospora crassa (class, Sordariomycetes) as an 
out-group. Bootstrap values greater than 50% are shown (1000 bootstraps). The scale bars indicate substitutions 
per site. 

 

 Lepidopterella palustris OCK74509

 Glonium stellatum OCL13653

 Mytilinidion resinicola XP033582926

Order Mytilinidiales

 Parastagonospora nodorum KAH3943948

 Bipolaris oryzae XP007688003

 Bipolaris maydis KAJ6192569

Order Pleosporales

 Saccharata proteae KAF2086382

 Lasiodiplodia theobromae XP035374059

 Diplodia corticola XP020126451

 Diplodia seriata OMP83035

Order Botryospaeriales

 Tothia fuscella KAF2430979

 Venturia effusa QDS77841

 Venturia inaequalis KAE9982761

 Venturia nashicola TLD27397

Order Venturiales

 Delphinella strobiligena KAF1343873

 Aureobasidium melanogenum KAG9522599

 Aureobasidium pullulans THW93957

Order Dothideales

 Zymoseptoria tritici XP003855160

 Sphaerulina musiva XP016763708

 Cercospora zeina PKS04443

 Cercospora zeae-maydis KAF2216356

 Cercospora beticola XP023457715

 Cercospora kikuchii XP044660999

Order Mycosphaerellales

Class Dothideomycetes

 Neurospora crassa EAA29811

 Fusarium graminearum KAI6766853
Class Sordariomycetes
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