
 

 

 

Figure S5: Phylogenetic tree of orthologues of the C. zeina DCL-2 protein using representative fungal species 
from different orders in the class Dothideomycetes. C. zeina DCL-2 (PKR98439) is shown with a black dot. 
The tree was constructed using the Maximum Likelihood method in Mega-X, and was rooted using 
Fusarium graminearum and Neurospora crassa (class, Sordariomycetes) as an out-group. Bootstrap values 
greater than 50% are shown (1000 bootstraps). The scale bars indicate substitutions per site. 

 

 Cercospora kikuchii XP044654652

 Cercospora beticola XP023460000

 Cercospora zeina PKR98439

 Cercospora zeae-maydis KAF2211562

 Sphaerulina musiva XP016756955

 Zasmidium cellare XP033673768

Order Mycosphaerellales

 Delphinella strobiligena KAF1351363

 Aureobasidium pullulans XP029756558

 Aureobasidium subglaciale XP013345036

 Aureobasidium namibiae XP013426914

 Aureobasidium melanogenum XP040882839

Order Dothideales

 Macrophomina phaseolina EKG11039

 Macrophomina phaseolina KAH7061277

 Aplosporella prunicola XP033398945

 Saccharata proteae KAF2089842

Order Botryosphaeriales

 Glonium stellatum OCL12126

 Cenococcum geophilum OCK88707

 Lepidopterella palustris OCK75355

Order Mytilinidiales

 Leptosphaeria maculans XP003836630

 Clathrospora elynae KAF1945170

 Alternaria alternata OWY44971

 Pyrenophora tritici-repentis XP001936053

 Bipolaris zeicola XP007717807

Order Pleosporales

 Trichodelitschia bisporula KAF2403577

 Verruconis gallopava XP016216160

 Tothia fuscella KAF2432072

 Venturia inaequalis KAE9975081

Order Venturiales

Class Dothideomycetes

 Fusarium graminearum XP011321198

 Neurospora crassa KHE87669
Class Sordariomycets
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