
 

 

Figure S4: Phylogenetic tree of orthologues of the C. zeina DCL-1 protein using representative fungal species 
from different orders in the class Dothideomycetes. C. zeina DCL-1 (PKR99831) is shown with a black dot. 
The tree was constructed using the Maximum Likelihood method in Mega-X, and was rooted using 
Fusarium graminearum and Neurospora crassa (class, Sordariomycetes) as an out-group. Bootstrap values 
greater than 50% are shown (1000 bootstraps). The scale bars indicate substitutions per site. 

 

 Bipolaris oryzae XP007682742

 Leptosphaeria maculans XP003837397

 Parastagonospora nodorum XP001798832

 Periconia macrospinosa PVH96017

 Westerdykella ornata XP033651086

Order Pleosporales

 Mytilinidion resinicola XP033570036

 Lepidopterella palustris OCK73731

 Glonium stellatum OCL05832

 Cenococcum geophilum OCK90331

 Cenococcum geophilum OCK90331

Order Mytilinidiales

 Aplosporella prunicola XP033399364

 Macrophomina phaseolina EKG16741

 Neofusicoccum parvum EOD48230

 Diplodia seriata OMP86749

Order Botryosphaeriales

 Tothia fuscella KAF2423592

 Verruconis gallopava XP016209080

 Venturia inaequalis RDI80688

 Venturia nashicola TID25925

Order Venturiales

 Zymoseptoria tritici XP003849619

 Zasmidium cellare XP033663503

 Sphaerulina musiva XP016757518

 Cercospora zeae-maydis KAF2217209

 Cercospora zeina PKR99831

 Cercospora kikuchii XP044655730

 Cercospora beticola XP023449244

Order Mycosphaerellales

 Elsinoe ampelina KAF2226913

 Myriangium duriaei KAF2152570
Order Myriangiales

 Aureobasidium namibiae KAH0290221

 Aureobasidium melanogenum XP040880006

 Aureobasidium pullulans XP029764320

 Aureobasidium subglaciale XP013348705

Order Dothideales

Class Dothideomycetes

 Fusarium graminearum XP011328775

 Neurospora crassa XP961898
Class Sordariomycetes
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