Myriangium hispanicum CBS 247.33
Myriangium duriaei AFTOL 1D 304
Mendogia macrostroma MFLU 13-0642

Gobabebomyces vachelliae CBS 146779 .
Lembosiniella eucalyptorum CBS 144603 Incertae sedis

|| rnes | Dissoconium aciculare CBS 204.89 Dissoconiaceae

— Venturia inaequalis CBS 594.70 :
-—100’99 L Venturia saliciperda CBS 480.61 VR

Dothiora cannabinae CBS 737.71
Dothidea sambuci AFTOL-ID 274 Dothideaceae
Endoconidioma euphorbiae CBS 146776

Didymella exigua CBS 183.55
Leptosphaerulina australis CBS 317.83

poerem g D

100/99 Montagnula opulenta AFTOL-ID 1734
Montagnula thailandica MFLUCC 17-1508 Didymosphaeriaceae
Kalmusia scabrispora KT 1023

Mytilinidion mytilinellum CBS 303.34 Mytilinidiaceae

Glonium circumserpens EB 0332 Gloniaceae

Fig.S4.MaximumLikelihood (ML)phylogenetictree ofthe RPB2sequencealignmentofthenewgenus Endophytiumandrelated meri icandmeri ic-likefungiin Dothideomycetes.Newtaxaareinboldface. Thickenedbranchesindicatefull
statisticalsupportinallanalyses. ConfidencevaluesforML-BS270% (UFboot2/RAxML) areincludednearthenodesandthe“-"indicates statistical supportbelowthethresholdvalues. The scale barrepresentsthe expectednumberofchanges persite.

ThetreewasrootedtoXylaria(Xylariales, Sordariomycetes)and Sordaria(Sordariales, Sordariomycetes). Familiesandordersareshownincolouredblocksandindicatedtotherightofthetree.
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