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Figure S1 is the flow diagram following the Preferred Reporting Items for Systematic Reviews and Meta-Analyses
(PRISMA) approach used for this systematic review and compilation of removal efficiencies of antibiotic -
resistant bacteria and antibiotic-resistance genes reported in actual wastewater treatment plants.

977 articles that were identified through PubMed Database, EBSCOhost
Online Research Databases, MEDLINE, ISI Web of Knowledge, African
§ Journals Online, and Scopus
5
= [ 575 of records of duplicate articles removed ]
4 191 articles that were
& [ 402 of articles that were screened screened out after title
g and abstract screening
A
211 of full-text articles \
were assessed for eligibility 98 of articles were excluded because:
E‘ 1. failed the quality criteria of the
S review
%ﬂ 2. articles that did not report any ARB
and ARGs in the influent and effluent
of WWTPs
3. no report of molecular genotyping
4. no report of disinfection method
4. report on food ARGs
il 5. report of ARBs and ARGs in other
- microorganisms (viruses, protozoan,
2 113 of articles were included in @minths) /
% the qualitative and quantitative
= (metaanalysis) synthesis of the
review

Figure S1: Flow diagram summarizing the process of literature search and selection.
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