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Figure S10. The distribution of Poaceae-host-associated genes and conservation of
synteny across and between chromosomes and genomes. Poaceae-host-associated
genes distribution across each of the chromosomes as indicated by the blue lines. The
conservation of synteny and inversion between the relevant genomes are indicated in

the brown blocks and red lines. FTEMP = F. temperatum; chromosome size is given

in kbp.



