Table S1. The mean separation for the nitrogen fixation variables that were evaluated for the improved
pigeonpea genotype (PP5-3021) which was used in the study.

Shoot dry Root dry Nodule Nodule dry Shoot fresh  Root fresh Nodule

Inoculum weight (g)  weight (g)  number weight (g)  weight (g)  weight (g) fresh
weight (g)

8b2p1 0.51302- 0.2310pe 8.0004- 0.07233b-e 1.9783abe 2.37602 0.2820p-
8a2p3 0.77702 0.249402> 10.443<d 0.091872bc 2.369742b¢ 1.61632 0.2961ad
32b2p5 0.688672 0.2275bc 12.667<de 0.07327b«d 2.9287a 1.7283¢f 0.35602-
32blp5 0.68062 0.229002 15.000b¢ 0.095404bc 2.8923% 1.43302 0.51172
6bp3 0.73802 0.1984b« 14.000P<d 0.123072® 2.93074b 1.5877¢f 0.5537abe
7a2p3 0.587824 0.49852 8.667dh 0.0775724 2.47474bc 3.2723a 0.57402®
30bp3 0.47002- 0.1843bc 5.5004h 0.0332548 2.0015qb¢ 2.34802 0.1895b-
30a2p3 0.5563¢de 0.138324 8.495¢de 0.04634¢<h 2.1155% 1.3305 0.278024
11a2p3 0.54472 0.1610b¢ 12.333¢f 0.089632b¢ 2.49474bc 1.6457<f 0.40472
10ap3 0.52402- 0.2693bc 27.5002 0.128372 2.30434bc 2.19434 0.36932
39a3p3 0.535842 0.5299- 12.667<de 0.05940¢f 2.31203bc 3.100720 0.2980p-
16a2pl 0.6173abe 0.1396b¢ 21.000qb¢ 0.08833abe 2.2437abe 2.507024 0.50532b¢
15apl 0.2411<de 0.0997¢ 10.667¢<h 0.05615¢f 2.1753qbe 1.7273¢f 0.3685¢
18ap3 0.4668< 0.1179¢ 11.667<8 0.07157b- 1.89974abc 1.6457<f 0.43202
35ap3 0.3010b- 0.1885b¢ 0.6678h 0.000s 0.8857¢ 1.33774ef 0.0240¢e
35bpl 0.41654 0.05640¢ 0.000s 0.000s 1.4025¢ 1.49150 0.000¢
37ap4 0.44502 0.2117b¢ 20.6674b¢ 0.05117¢8 2.06274be 2.3490% 0.35502-
5b2p1 0.4745 0.2650b¢ 7.6674h 0.07103¢f 1.9877abc 1.5640¢<f 0.50652b¢
27b2p5 0.6207 ke 0.2748pc 12.000¢8 0.04745¢8 2.5383qb 2.134742 0.396742
3lap4 0.253] cde 0.1657v¢ 7.0004- 0.03847¢8 1.4223abe 1.7090¢f 0.2370p-
31b2p3 0.3515fm 0.05814 6.5114s 0.030304-h 1.4310¢ 0.4255f 0.1656b¢
31b1p3 0.3515fm 0.05814 6.511d48 0.03130d-h 1.4310< 0.4155f 0.1646b<d
31blp5 0.3515fm 0.05664 6.5004-8 0.03020d-h 1.4300¢ 0.4145¢ 0.16500<d
38alp5 0.2485¢de 0.1589pc 4.3333dh 0.02813d-8 1.26972b¢ 1.7063¢f 0.1440¢de
33ap4 0.2485¢de 0.55572 25.333% 0.1163% 2.30874bc 2.6283¢bc 0.73502
17apl 0.45052¢ 0.0968¢ 14.333bcd 0.0725b- 2.260042< 0.9157¢ 0.384742
17alp3 0.5468%¢ 0.234452 7.0004-¢ 0.03280¢-h 1.2485% 1.8090>¢ 0.52032
14alp5 0.2978sm 0.2137be 0.000" 0.000s 1.0163b¢ 1.7623¢f 0.000¢
13b1p4 0.2353¢de 0.2031bc 0.000" 0.0008 1.0207b¢ 2.0517vf 0.000°
13bp3 0.2303¢de 0.1019¢ 0.000" 0.0008 0.8237¢ 1.6470¢f 0.000°
23ap5 0.1888¢ 0.0991¢ 1.000fsh 0.00057s 1.0390¢¢ 1.3593¢ef 0.000e
19bp5 0.2015¢d 0.3488 1.333¢h 0.01993¢fe 1.68373b¢ 2.9890 0.000¢
36ap5 0.41582 0.1204¢ 2.000¢h 0.00803f8 0.9807¢ 1.38674ef 0.1360¢de
34a2p5 0.2323¢de 0.0912¢ 0.667sh 0.00023s 0.9680¢¢ 1.1963¢f 0.0807¢e
22apl 0.1815¢ 0.1341bc 0.000" 0.000s 1.4983abe 1.5553¢f 0.0113de
29alp2 0.2082!m 0.1392b¢ 3.333d-h 0.04403¢¢ 1.99773be 1.5560¢f 0.000¢
29a2p2 0.432abcde 0.07070¢4 3.50048 0.01910eh 0.4190i 1.2025+f 0.000¢
26bp3 0.1892m 0.2134pbc 3.5004¢ 0.01910en 0.4181i 2.15932 0.245Qb-
Control 0.2713¢de 0.2130pe 0.000" 0.0008 1.0037b¢ 1.3415 vf 0.01874
LSDo.os 0.3937 0.2226 11.333 0.0529 1.6745 1.2066 0.4218
Pr>F 0.1236 0.0011 <.0001 <.0001 0.2629 0.0237 0.0164

In each column, mean values followed by different letters are significantly different (P < 0.05) (Least
Significance Difference test).



Table S2. The mean separation for the nitrogen fixation variables that were evaluated for the
indigenous pigeonpea genotype (PP1-3018) which was used in the study.

Shoot dry Root dry Nodule Nodule dry Shoot fresh  Root fresh Nodule

Inoculum weight (g)  weight (g)  number weight (g)  weight (g)  weight (g) fresh
weight (g)

8b2pl 0.76707 0.229407® 10.333¢ 0.090873b¢ 2.36874bc 1.6063a-¢ 0.295024
8a2p3 0.77702 0.24942v 10.443<d 0.091872bc 2.369742b¢ 1.61632 0.2961ad
32b2p5 0.68062 0.229002 15.000b¢ 0.095404bc 2.8923% 1.43302 0.51172
32blp5 0.68062 0.229002 15.000b¢ 0.095404bc 2.8923% 1.43302 0.51172
6bp3 0.63072b¢ 0.213874b¢ 7.333def 0.0823724 2.54902 1.5027a 0.28302
7a2p3 0.62543bed 0.23220- 8.333cde 0.077532 2.4183¢bc 1.68502¢ 0.1887bcd
30bp3 0.5663¢de 0.319524 8.500<de 0.04665" 2.1075% 1.3105> 0.26802d
30a2p3 0.5563¢de 0.138324 8.495¢de 0.04634¢<h 2.1155% 1.3305 0.278024
11a2p3 0.551Qcdef 0.091074 17.667° 0.10400%® 1.9783xf 0.8410edf 0.4513%b
10ap3 0.5211cs 0.22773qb 32.0002 0.107272 1.92430h 1.64972< 0.3910ab¢
39a3p3 0.4886<h 0.09647¢ 5.00048 0.01463fsh 2.04702 1.2653x 0.43502>
16a2pl 0.4758¢ 0.14422 18.000v 0.090773be 2.147344 0.9883¢f 0.35432bc
15apl 0.4444< 0.078174 8.000¢f 0.033474h 1.8143b-h 0.7327¢f 0.25602
18ap3 0.4239¢k 0.12334 8.667<de 0.05250bh 1.7447v 1.1390v- 0.3393abe
35ap3 0.41654 0.05640¢ 0.0008 0.0000" 1.4025¢ 1.49150 0.0000¢
35bpl 0.41654 0.05640¢ 0.0008 0.0000" 1.4025¢ 1.49150 0.0000¢
37ap4 0.4031F! 0.153672 6.66748 0.05720%¢ 2.0887a¢ 1.974747bc 0.297324
5b2p1 0.3880e™ 0.146604 7.00048 0.066804+ 1.7437v 1.31402f 0.35302be
27b2p5 0.3747em 0.08515¢ 2.500¢fs 0.03690¢h 1.4565¢ 0.91554ef 0.30802
31blp5 0.3515fm 0.056554 6.5004-8 0.030204-h 1.4300¢7 0.4145¢ 0.16500b<d
31b2p3 0.3515fm 0.05805¢ 6.5114s 0.030304-h 1.4310¢ 0.4155¢ 0.1656b¢
31b1p3 0.3515fm 0.05805¢ 6.511d8 0.03130¢-h 1.4310¢ 0.4155¢ 0.1646b
3lap4 0.3415fm 0.05455¢ 6.44048 0.031104h 1.4280< 0.4145f 0.16500<d
38alp5 0.3485fm 0.11200¢ 1.000% 0.02520eh 1.4553¢ 1.45230¢ 0.1440bcd
33ap4 0.3302&m 0.074134 21.333b 0.04350<h 1.9600>¢ 0.7870f8 0.1440bcd
17apl 0.2978sm 0.234452 7.0004-8 0.03280¢-h 1.2485% 1.8090>¢ 0.52032
17alp3 0.2978sm 0.234452 7.0004-8 0.03280¢-h 1.2485% 1.8090>¢ 0.52032
14alp5 0.2902h-m 0.20913¢abe 2.667¢f 0.00457gh 1.5613b- 2.17802 0.30202¢
13b1p4 0.2848h-m 0.077534 3.333d8 0.02867h 1.11374; 1.23602 0.01934
13bp3 0.2838h-m 0.077404 3.3434s 0.02887eh 1.11474; 1.2460 0.01954
23ap5 0.2828hm 0.12770b- 0.00078 0.0000" 0.9555¢ 1.53052¢ 0.1237¢
19bp5 0.2745im 0.131402¢ 0.00078 0.0000" 0.8880Mi 2.03552 0.0004
36ap5 0.2655+m 0.0774474 0.000fs 0.0000" 1.0853¢i 0.8710edt 0.000¢
34a2p5 0.2411im 0.12150bd 0.000fs 0.0000" 0.9290s7 1.46202e 0.000¢
22apl 0.2182km 0.09625¢ 0.000fs 0.0000" 0.9190s7 1.36354f 0.000¢
29apl 0.2082!m 0.055784 1.00018 0.00150n 0.7573ii 1.3267 0.0004
29alp2 0.2180!m 0.05588¢ 1.00018 0.00151h 0.7575i 1.3267 0.0004
29a2p2 0.2082!m 0.055864 1.010% 0.00153h 0.7575 1.3272a+ 0.000¢
26bp3 0.1892m 0.07070¢4 3.5004¢ 0.01910en 0.4190i 1.20254 0.0187¢
Control 0.2519im 0.10660< 0.00078 0.0000n 1.0817¢ 1.3530> 0.1485bd
LSDo.os 0.2108 0.1097 7.2205 0.0533 1.0448 1.0221 0.3089
Pr>F <0.0001 0.002 0.0001 0.0001 0.0009 0.2137 0.0016

In each column, mean values followed by different letters are significantly different (P < 0.05) (Least
Significance Difference test).



