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Figure S1 (a). Maximum likelihood phylogenetic tree of the PB2 genes (2,153 bp alignment). Viral
sequences from the present study are indicated with black dots, with prior South African virus
sequences indicated by grey dots.
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Figure S1 (b). Maximum likelihood phylogenetic tree of the PB2 genes (839 bp alignment). Viral
sequences from the present study are indicated with black dots, with prior South African virus

sequences indicated by grey dots.
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Figure S2. Maximum likelihood phylogenetic tree of the PB1 genes (2,271 bp alignment). Viral
sequences from the present study are indicated with black dots.



@ A/wild duck/South Africa/ZL121/2022 (HON2)

@ Ajwild duck/South Africa/ZL117/2022 (HON2)
100 [
I‘. Alwild duck/South Africa/ZL213/2022 (HON2)

@ A/wild duck/South Africa/ZL309/2022 (HIN2)
@ Aiwild duck/South Africa/ZL118/2022 (HON2)
‘F @ EPIISL 12852376 Afostrich/South Africa/070595/2020 (H7N1)

99

©® EPIISL 12852378 Alostrich/South Africa/653561/2020 (H7N1)
@ EPIISL 12852379 Alostrich/South Africa/080067/2020 (H7N1)
EPI ISL 338358 A/mallard/Novosibirsk region/988k/2018 (H4NG)
EPI ISL 250238 A/gadwall/Chany/97/2016A (HENS)
MT407046 AfAnas platyrhynchos/Belgium/7828/2018 (H12N5)
EPI ISL 337569 A/mallard/Novosibirsk region/963k/2018 (H3N2)
EPI ISL 337397 A/teal/Buryatia/63/2018 (H3N8)
EPII1SL 337401 A/mallard/Chany Lake/48/2018 (H3N8)
EPI ISL 390458 A/sandpiper/Tomsk/112/2012 (H14N7)
— MT439902 A/Anas platyrhynchos/Belgium/10402 H195386/2017 (H1N1)
MW188636 A/duck/Mongolia/451/2018 (H4N1)
EPI ISL 1184516 Alcommon teal/Russia Primorje/113T/2020 (H3N8)
EPI ISL 1041162 A/common teal/Sakhalin/110c/2020 (H3N8)
EPI ISL 1041164 A/lcommon teal/Sakhalin/81c/2020 (H3N8)
MK978959 A/duck/Mongolia/575/2018 (H3N1)
2_: EPI ISL 822837 Afgreen sandpiper/Netherlands/19011490-013/2019 (H5N1)
" b1 MW936241 A/duck/Vietnam/HN4793/2018 (H3N1)
— EPI ISL 338359 A/chicken/Central Russia/1/2017A (H5N2)
3[ EPI ISL 337145 A/gadwall/Novosibirsk region/982k/2018 (H3N8)
100 ' EPI ISL 337149 A/coot/Novosibirsk region/563/2018 (H3N8)
— MT272420 A/duck/Assam/DUOR1512100004/2015 (H3N8)
EPI ISL 339040 A/teal/Dagestan/23d/2018 (H3N8)
EPI ISL 400288 A/Shoveler/Omsk Region/111/2019 (H1N2)
EPI ISL 644127 A/goose/Omsk/0113/2020 (H5N8)
L MT020269 A/duck/Mongolia/876/2019 (H3N8)
el R'- MT020277 A/duck/Mongolia/961/2019 (H3N8)
[I: EPI ISL 355937 A/green sandpiper/Kurgan/1048/2018 (H3N8)
MH135397 Afduck/Bangladesh/33676/2017 (HANG)
— EPI ISL 337395 A/pintail/Novosibirsk region/519k/2018 (H3N8)
EPI ISL 400270 A/Common Teal/Chany Lake/40/2019 (H12N5)
10 |

78

b2
68

78
97

48

L
[=]

16 | EPI ISL 1184533 A/shoveler/Novosibirsk region/3465k/2020 (H3N8)

o EPI ISL 1184539 A/mallard/Novosibirsk region/3265k/2020 (H3N8)
MF694149 A/mallard duck/Georgia/10/2016 (H7N7)
|— EPI 1SL 10993166 A/Mallard/Netherlands/8/2021 (H5N1)
100 ' EPIISL 7053817 A/barnacle goose/Sweden/SVA211111520376/FB004496/2021 (H5N1)
e EPI ISL 9261739 A/Mallard/Netherlands/16/2021 (H5N2)
- KY835496 Asblack-tailed godwit/Bangladesh/24734/2015 (H7N5)
”_E KY635563 A/duck/Bangladesh/24704/2015 (H15N9)

3 KY616772 A/duck/Bangladesh/24035/2014 (H10N1)

62 KY635521 Alduck/Bangladesh/25891/2015 (H4NG)

EPI ISL 1096150 A/Environment/Jiangxi/07527/2015 (H10N3)
— CY185582 A/mallard/Republic of Georgia/13/2011 (HEN2)

©® EPIISL 12749975 A/Egyptian goose/South Africa/TP2118/2021 (HAN2)

|

0.010

Figure S3. Maximum likelihood phylogenetic tree of the PA genes (1,940 bp alignment). Viral

sequences from the present study are indicated with black dots, with prior South African virus
sequences indicated by grey dots.
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Figure S4. Maximum likelihood phylogenetic tree of the NP genes (1,372 bp alignment). Viral
sequences from the present study are indicated with black dots, with prior South African virus
sequences indicated by grey dots.
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Figure S5. Maximum likelihood phylogenetic tree of the N2 subtype NA genes (902 bp alignment).

Viral sequences from the present study are indicated with black dots, with prior South African virus
sequences indicated by grey dots.
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Figure S6. Maximum likelihood phylogenetic tree of the M genes (979 bp alignment). Viral
sequences from the present study are indicated with black dots, with prior South African virus
sequences indicated by grey dots.
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Figure S7. Maximum likelihood phylogenetic tree of the NS genes (832 bp alignment). Viral
sequences from the present study are indicated with black dots, with prior South African virus
sequences indicated by grey dots.



