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Online Resource 3
Comparison of average changes in (a) cell wall thickness, (b) cell wall area, (c) lumen area and (d) cross-sectional area of Populus alba
xylem fibres transformed with IAA13+. The black dot represents the mean value. Error bars represent 95% confidence intervals. 
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 AUX/INDOLE-3-ACETIC ACID 13 (EgrIAA13) is a novel transcriptional regulator of xylogenesis




