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GCA_005787785.1_GTDB_Ilumatobacteraceae-F1-20-MAGs119_sp005787785

GCA_000817085.1_GTDB_MedAcidi-G1-MedAcidi-G1_sp000817085

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCA_003161575.1_GTDB_RAAP-2-PALSA-457_sp003161575

GCF_000023265.1_GTDB_Acidimicrobiaceae-Acidimicrobium_ferrooxidans

GCA_007118345.1_GTDB_Microtrichaceae-SKRR01_sp007118345

MGR_bin42_AC-14

GCA_003159795.1_GTDB_Bog-793-Bog-793_sp003159795

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCA_007117775.1_GTDB_Ilumatobacteraceae-CSBr16-110_sp007117775

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCA_000817095.1_GTDB_UBA8592-MedAcidi-G2A_sp000817095

GCA_003453695.1_GTDB_UBA8190-UBA8190_sp003453695

MGR_bin167_SIRW01

GCA_001510385.1_GTDB_Ilumatobacteraceae-Casp-actino5_sp001510385

GCA_002348705.1_GTDB_MedAcidi-G1-UBA9410_sp002348705

GCA_003962875.1_GTDB_Microtrichaceae-AWTP1-35_sp003962875

GCA_004298555.1_GTDB_Acidimicrobiaceae-SCQM01_sp004298555

GCA_007122945.1_GTDB_Ilumatobacteraceae-SKSP01_sp007122945

GCA_003131945.1_GTDB_UBA8190-Palsa-661_sp003131945

MGR_bin99_Ilumatobacteraceae

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCA_003139255.1_GTDB_UBA8190-Bog-564_sp003139255

GCA_003139355.1_GTDB_Bog-793-Fen-455_sp003139355

GCA_004366205.1_GTDB_SIRW01-SIRW01_sp004366205

GCA_003151235.1_GTDB_RAAP-2-Palsa-461_sp003151235

GCA_003135595.1_GTDB_RAAP-2-Palsa-459_sp003135595

GCA_003577145.1_GTDB_Microtrichaceae-ATN2_sp003577145

GCA_003133545.1_GTDB_RAAP-2-Bog-473_sp003133545

GCA_002703045.1_GTDB_UBA8592-UBA8592_sp002703045

GCA_000817115.1_GTDB_MedAcidi-G1-MedAcidi-G2B_sp000817115

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCA_003244275.1_GTDB_QHCF01-QHCF01_sp003244275

MGR_bin303_NA

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

MGR_bin348_GCA-2861595

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCA_002731665.1_GTDB_TK06-UBA9040_sp002731665

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCA_003231645.1_GTDB_UBA11606-SZUA-87_sp003231645

MGR_bin104_SIRW01

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCA_002737635.1_GTDB_Ilumatobacteraceae-BACL27_sp002737635

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

MGR_bin324_Ilumatobacteraceae

GCA_005884125.1_GTDB_AC-35-AC-35_sp005884125

GCA_002470695.1_GTDB_TK06-UBA7388_sp002470695

MGR_bin119_GCA-2861595

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCA_002331465.1_GTDB_TK06-UBA2110_sp002331465

GCA_003155135.1_GTDB_RAAP-2-Bog-515_sp003155135

MGR_bin211_NA

GCA_005888295.1_GTDB_QHCF01-AC-9_sp005888295

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCA_001510335.1_GTDB_Ilumatobacteraceae-Casp-actino8_sp001510335

GCA_003485885.1_GTDB_UBA10347-UBA10347_sp003485885

GCA_002331255.1_GTDB_Ilumatobacteraceae-UBA2093_sp002331255

GCA_003158835.1_GTDB_Palsa-688-Fen-671_sp003158835

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

MGR_bin400_Ilumatobacteraceae

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_005888325.1_GTDB_AC-14-AC-14_sp005888325

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCA_005787345.1_GTDB_UBA8139-F1-20-MAGs160_sp005787345

MGR_bin439_Ilumatobacteraceae

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCA_001443545.1_GTDB_RAAP-2-RAAP-2_sp001443545

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCA_003151955.1_GTDB_UBA8190-PALSA-743_sp003151955

GCF_001025035.1_GTDB_Microtrichaceae-IMCC26207_sp001025035

GCA_002861595.1_GTDB_GCA-2861595-GCA-2861595_sp002861595

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCA_002296525.1_GTDB_TK06-UBA6944_sp002296525

MGR_bin230_SIRW01

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_004282895.1_GTDB_SHLQ01-SHLQ01_sp004282895

GCA_002329075.1_GTDB_MedAcidi-G1-S20-B6_sp002329075

GCA_006515795.1_GTDB_Ilumatobacteraceae-VFMC01_sp006515795

GCA_001438985.1_GTDB_Ilumatobacteraceae-UBA3006_sp001438985

MGR_bin107_UBA8139

GCA_002365325.1_GTDB_MedAcidi-G1-UBA3125_sp002365325

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCA_002694825.1_GTDB_UBA11606-UBA11606_sp002694825

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_003426815.1_GTDB_Ilumatobacteraceae-Desertimonas_flava

GCA_003133325.1_GTDB_RAAP-2-Palsa-742_sp003133325

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000299415.1_GTDB_Microtrichaceae-Microthrix_parvicella

GCA_000817105.1_GTDB_TK06-MedAcidi-G3_sp000817105

GCA_003514205.1_GTDB_Microtrichaceae-UBA11034_sp003514205

GCA_007121465.1_GTDB_UBA8139-SKKL01_sp007121465

GCA_003136185.1_GTDB_Bog-793-Palsa-601_sp003136185

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000949295.1_GTDB_Acidimicrobiaceae-Acidithrix_ferrooxidans

MGR_bin170_GCA-2861595

GCA_005777415.1_GTDB_Microtrichaceae-SXMI01_sp005777415

GCA_003156795.1_GTDB_Palsa-688-PALSA-688_sp003156795

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCA_002239105.1_GTDB_Bin134-Bin134_sp002239105

GCA_002299395.1_GTDB_Ilumatobacteraceae-UBA668_sp002299395

GCA_003156595.1_GTDB_Palsa-688-PALSA-693_sp003156595

GCA_000348785.1_GTDB_Ilumatobacteraceae-Ilumatobacter_A_coccineus
GCF_004364865.1_GTDB_Ilumatobacteraceae-Ilumatobacter_fluminis

GCA_003697065.1_GTDB_UBA11606-J010_sp003697065

GCF_900128965.1_GTDB_Acidimicrobiaceae-Ferrithrix_thermotolerans

GCA_002403895.1_GTDB_UBA8139-UBA4742_sp002403895

GCA_003231975.1_GTDB_SZUA-35-SZUA-35_sp003231975

GCF_000745905.1_GTDB_Acidimicrobiaceae-Ferrimicrobium_acidiphilum

GCA_005793215.1_GTDB_Ilumatobacteraceae-F1-60-MAGs027_sp005793215

GCA_003138855.1_GTDB_RAAP-2-Bog-756_sp003138855

GCA_005888395.1_GTDB_AC-14-AC-25_sp005888395
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a) Acidimicrobiales
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GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCA_002737665.1_GTDB_Palsa-965-GCA-2737665_sp002737665

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

MGR_bin173_B-17BO

MGR_bin440_NA

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

MGR_bin351_B-17BO

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCA_004297845.1_GTDB_Palsa-948-Palsa-948_sp004297845

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCA_003153435.1_GTDB_Palsa-965-Palsa-965_sp003153435

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_002342065.1_GTDB_B-17BO-UBA2475_sp002342065

GCA_003153315.1_GTDB_B-17BO-PALSA-968_sp003153315

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

MGR_bin362_2-12-FULL-35-15

MGR_bin339_B-17BO

GCA_001769385.1_GTDB_2-12-FULL-35-15-2-12-FULL-35-15_sp001769385

MGR_bin179_NA

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCA_002420145.1_GTDB_B-17BO-UBA4416_sp002420145

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCA_005772895.1_GTDB_2-12-FULL-35-15-2-12-FULL-35-15_sp005772895

GCA_005773695.1_GTDB_UBA4408-SXHM01_sp005773695

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_002389785.1_GTDB_UBA4408-UBA4408_sp002389785

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_002390745.1_GTDB_B-17BO-UBA4416_sp002390745

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_002319075.1_GTDB_B-17BO-UBA2475_sp002319075

GCA_005787585.1_GTDB_B-17BO-UBA2475_sp005787585

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCA_003151415.1_GTDB_Palsa-965-Palsa-965_sp003151415

GCA_003164895.1_GTDB_Palsa-948-Palsa-948_sp003164895

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

MGR_bin424_2-12-FULL-35-15

GCA_006218065.1_GTDB_Palsa-965-VBWE01_sp006218065

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCA_003151815.1_GTDB_2-12-FULL-35-15-2-12-FULL-35-15_sp003151815

GCA_005800865.1_GTDB_B-17BO-UBA4416_sp005800865
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MGR_bin269_Chitinophagaceae

GCA_002066995.1_GTDB_Chitinophagaceae-UTBCD1_sp002066995

GCF_000024005.1_GTDB_Chitinophagaceae-Chitinophaga_pinensis

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCA_002352105.1_GTDB_Chitinophagaceae-UBA2791_sp002352105

GCF_002212725.1_GTDB_UBA2359-UBA2359_sp002212725
GCA_001567255.1_GTDB_Saprospiraceae-OLB9_sp001567255

GCA_007125435.1_GTDB_Saprospiraceae-SLDF01_sp007125435

GCF_900107765.1_GTDB_Chitinophagaceae-Arachidicoccus_rhizosphaerae

GCF_004118265.1_GTDB_Chitinophagaceae-Lacibacter_luteus

GCA_003648285.1_GTDB_Saprospiraceae-B8-G4_sp003648285

GCA_001898405.1_GTDB_Chitinophagaceae-46-32_sp001898405

GCF_000759025.1_GTDB_Saprospiraceae-Phaeodactylibacter_xiamenensis

GCA_001898505.1_GTDB_Chitinophagaceae-UBA8621_sp001898505

MGR_bin122_Chitinophagaceae

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCA_003165895.1_GTDB_LD1-Bog-950_sp003165895

GCA_002435785.1_GTDB_Saprospiraceae-UBA6168_sp002435785

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCA_002473275.1_GTDB_BACL12-UBA7236_sp002473275

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_005233845.1_GTDB_Chitinophagaceae-Panacibacter_sp005233845

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000374045.1_GTDB_Chitinophagaceae-Segetibacter_koreensis

GCA_002344345.1_GTDB_Saprospiraceae-UBA2365_sp002344345

GCF_000374125.1_GTDB_Chitinophagaceae-Niabella_aurantiaca

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCA_001899685.1_GTDB_Chitinophagaceae-NS-102_sp001899685

GCA_002698985.1_GTDB_Saprospiraceae-GCA-2698985_sp002698985

GCA_003022985.1_GTDB_SW-11-45-7-SW-11-45-7_sp003022985

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_900110645.1_GTDB_Saprospiraceae-Lewinella_A_agarilytica

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_002344975.1_GTDB_Saprospiraceae-UBA2329_sp002344975

GCA_001623405.1_GTDB_Chitinophagaceae-Hydrotalea_flava

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000212735.1_GTDB_Saprospiraceae-Haliscomenobacter_hydrossis

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000974785.1_GTDB_Chitinophagaceae-Flavihumibacter_petaseus

GCA_002385265.1_GTDB_Chitinophagaceae-UBA3961_sp002385265

MGR_bin411_Chitinophagaceae

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCA_002390845.1_GTDB_Chitinophagaceae-UBA7600_sp002390845

GCF_001953305.1_GTDB_Chitinophagaceae-Cnuella_takakiae

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCA_002337145.1_GTDB_Chitinophagaceae-UBA1930_sp002337145

GCF_000425585.1_GTDB_Chitinophagaceae-Terrimonas_ferruginea

GCA_002050465.1_GTDB_Chitinophagaceae-Palsa-955_sp002050465

GCF_000246855.1_GTDB_Chitinophagaceae-Niastella_koreensis

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

MGR_bin419_Chitinophagaceae

GCA_002708985.1_GTDB_UBA8649-UBA8649_sp002708985

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCA_003241175.1_GTDB_Chitinophagaceae-QFOI01_sp003241175

GCF_900129295.1_GTDB_Chitinophagaceae-Flavisolibacter_ginsengisoli

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCA_004322425.1_GTDB_Chitinophagaceae-VBAS01_sp004322425

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_003991195.1_GTDB_Chitinophagaceae-Gynurincola_endophyticus

GCA_002307135.1_GTDB_Chitinophagaceae-UBA1312_sp002307135

GCF_000724545.1_GTDB_Saprospiraceae-Aureispira_sp000724545

GCA_002336725.1_GTDB_Chitinophagaceae-UBA1952_sp002336725

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

MGR_bin448_Chitinophagaceae

GCF_000511175.1_GTDB_Chitinophagaceae-Sediminibacterium_salmoneum

MGR_bin239_UBA10324

GCF_000379805.1_GTDB_Saprospiraceae-Lewinella_cohaerens

GCA_003456175.1_GTDB_Chitinophagaceae-UBA10646_sp003456175

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

MGR_bin290_Chitinophagaceae

GCA_003455275.1_GTDB_UBA10324-UBA10324_sp003455275

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

MGR_bin117_Chitinophagaceae

GCA_002471345.1_GTDB_Saprospiraceae-UBA7328_sp002471345
GCA_002335865.1_GTDB_Saprospiraceae-UBA1994_sp002335865

GCF_004291315.1_GTDB_Chitinophagaceae-Pseudobacter_ginsenosidimutans

GCA_001567165.1_GTDB_Chitinophagaceae-OLB11_sp001567165

MGR_bin353_Chitinophagaceae

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCA_002346225.1_GTDB_BACL12-UBA11426_sp002346225

GCA_003175935.1_GTDB_Chitinophagaceae-PSRI01_sp003175935

GCF_001644645.1_GTDB_Chitinophagaceae-Flavisolibacter_B_tropicus

GCA_001567405.1_GTDB_Saprospiraceae-OLB8_sp001567405

GCA_004299085.1_GTDB_Chitinophagaceae-FW021-bin31_sp004299085

GCA_002336805.1_GTDB_LD1-UBA1941_sp002336805

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_002646595.1_GTDB_Saprospiraceae-Flavilitoribacter_nigricans

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

MGR_bin208_Chitinophagaceae

GCF_003014535.1_GTDB_Chitinophagaceae-Taibaiella_A_chishuiensis

GCA_003559865.1_GTDB_Saprospiraceae-PWJY01_sp003559865

GCF_900115755.1_GTDB_Chitinophagaceae-Parafilimonas_terrae

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_001897535.1_GTDB_LD1-UBA7692_sp001897535

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_004366355.1_GTDB_Chitinophagaceae-Dinghuibacter_silviterrae

GCF_002355595.1_GTDB_Chitinophagaceae-Filimonas_lacunae

MGR_bin192_Chitinophagaceae

GCF_002954265.1_GTDB_Chitinophagaceae-Flavipsychrobacter_stenotrophus

GCF_000275825.1_GTDB_Saprospiraceae-Saprospira_grandis_A

GCA_001898465.1_GTDB_Chitinophagaceae-Ferruginibacter_sp001898465

GCA_001464625.1_GTDB_Chitinophagaceae-JJ008_sp001464625
GCA_005884665.1_GTDB_Chitinophagaceae-VBAT01_sp005884665

GCA_004294195.1_GTDB_Chitinophagaceae-SXYR01_sp004294195

GCA_002360455.1_GTDB_Saprospiraceae-UBA3362_sp002360455

MGR_bin340_UBA10324

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

MGR_bin243_UBA10324

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_002797735.1_GTDB_Chitinophagaceae-Thermoflavifilum_aggregans

GCA_006226345.1_GTDB_Saprospiraceae-M3007_sp006226345

GCA_004173235.1_GTDB_Chitinophagaceae-Flaviaesturariibacter_sp004173235

GCA_004292575.1_GTDB_Chitinophagaceae-RDXD01_sp004292575

GCA_003963365.1_GTDB_Chitinophagaceae-AWTP1-9_sp003963365

-881.47

-623.31

-2498.57

-582.09

-998.17

-2648.67

-1554.14

-1907.61

-545.02

-1116.96

-963.5

-1177.04

-380.14

-552.08

-2430.63

-618.73

-706.84

-813.3

-1678.12

-443.37

-372.26

-530.06

-439.92

-617.21

-816.83

-898.91

-1052.86

-3450.09

-95.5

-1294.69

-917.08

-387.64

-859.43

-2157.94

-433.37

-833.52

-474.53

-2234.65

-677.71

-1787.66

-1001.98

-3019.72

-1163.78

-442.79

-825.69

-590.42

-2735.02

-1476.99

-2293.51

-593.59

-647.33

-308.45

-2774.47

-430.12

-314.4

-169.64

-2756.71

-739.58

-326.51

-858.1

-770.63

-1933.54

-3216.5

-267.37

-542.97

-1571.97

-2690.64

-2894.24

-260.55

-1586.16

-677.99

-658.38

-1532.41

-456.17

-2249.67

-2223.5

-3255.43

-1381.52

-2239.33

-306.31

-2898.35

-839.99

-445.29

-3014.17

-393.85

-696.68

-1095.89

-657.21

-559.89

-775.22

-673.83

-437.4

-513.31

-305.8

-633.34

-329.16

-815.94

-1032.82

-1099.04

-2183.57

-900.44

-2579.6

-294.95

-2350.24

-771.79

-167.57

-473.72

-376.02

-743.89

-374.59

-2213.55

-2991.38

-999.81

-1398.81

-433.88

-1197.53

-1901.37

-2566.46

-745.52

c) Chitinophagales
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GCA_005887855.1_GTDB_UBA10450-AV55_sp005887855

GCA_003219265.1_GTDB_UBA10450-AV133_sp003219265

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCA_003218475.1_GTDB_UBA10450-AV55_sp003218475

GCA_007280915.1_GTDB_Terrimicrobiaceae-QYQL01_sp007280915

GCA_002298145.1_GTDB_Chthoniobacteraceae-UBA695_sp002298145

GCA_003218415.1_GTDB_UBA10450-AV55_sp003218415

GCA_003221295.1_GTDB_UBA10450-AV69_sp003221295

MGR_bin232_UBA10450

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCA_003218265.1_GTDB_UBA10450-AV55_sp003218265

GCA_001897195.1_GTDB_Terrimicrobiaceae-Terrimicrobium_sp001897195

GCA_002396485.1_GTDB_Terrimicrobiaceae-UBA967_sp002396485

GCA_003218815.1_GTDB_UBA10450-AV55_sp003218815

GCF_001318295.1_GTDB_Xiphinematobacteraceae-Xiphinematobacter_sp001318295

GCA_003169695.1_GTDB_UBA10450-AV80_sp003169695

MGR_bin418_UBA10450

GCA_005887825.1_GTDB_UBA10450-AV55_sp005887825

MGR_bin177_UBA10450

GCA_003219355.1_GTDB_UBA10450-AV55_sp003219355

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCA_003218525.1_GTDB_UBA10450-AV69_sp003218525

GCA_003134785.1_GTDB_UBA10450-AV80_sp003134785

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCA_003218705.1_GTDB_UBA10450-AV40_sp003218705

GCA_003219465.1_GTDB_UBA10450-AV55_sp003219465

GCA_003219095.1_GTDB_UBA10450-AV69_sp003219095

GCA_003218395.1_GTDB_UBA10450-AV55_sp003218395

GCA_003220005.1_GTDB_UBA10450-AV55_sp003220005

GCA_003218785.1_GTDB_UBA10450-AV55_sp003218785

MGR_bin344_UBA10450

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCA_003167365.1_GTDB_UBA10450-Palsa-1382_sp003167365

GCA_003244125.1_GTDB_UBA10450-AV69_sp003244125

MGR_bin412_UBA10450

GCA_003218375.1_GTDB_UBA10450-AV80_sp003218375
GCA_003134765.1_GTDB_UBA10450-AV80_sp003134765

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_003218945.1_GTDB_UBA10450-AV55_sp003218945

GCF_003054655.1_GTDB_Terrimicrobiaceae-Terrimicrobium_sp003054655

GCA_003219335.1_GTDB_UBA10450-AV55_sp003219335

GCA_003218755.1_GTDB_UBA10450-AV55_sp003218755

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCA_003218975.1_GTDB_UBA10450-AV55_sp003218975

GCA_002290555.1_GTDB_Terrimicrobiaceae-UBA967_sp002290555

MGR_bin282_UBA10450

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans
GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_003221405.1_GTDB_UBA10450-AV69_sp003221405

GCA_003221375.1_GTDB_UBA10450-AV55_sp003221375

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

MGR_bin70_UBA10450

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCA_003220075.1_GTDB_UBA10450-AV69_sp003220075

GCA_003218915.1_GTDB_UBA10450-AV55_sp003218915

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

MGR_bin58_UBA10450

GCA_003218135.1_GTDB_UBA10450-AV55_sp003218135

GCF_001613545.1_GTDB_Terrimicrobiaceae-Terrimicrobium_sacchariphilum

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_003219395.1_GTDB_UBA10450-AV55_sp003219395

GCA_003218735.1_GTDB_UBA10450-AV55_sp003218735

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCA_003219695.1_GTDB_UBA10450-AV55_sp003219695

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCA_003218885.1_GTDB_UBA10450-AV55_sp003218885

GCA_003219195.1_GTDB_UBA10450-UBA10450_sp003219195

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCA_003219115.1_GTDB_UBA10450-AV69_sp003219115

MGR_bin451_UBA10450

GCA_003217835.1_GTDB_UBA10450-AV55_sp003217835

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCA_003219995.1_GTDB_UBA10450-UBA10450_sp003219995

GCA_003219435.1_GTDB_UBA10450-AV55_sp003219435

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCA_003220155.1_GTDB_UBA10450-AV69_sp003220155

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCA_003402745.1_GTDB_Chthoniobacteraceae-Chth-196_sp003402745

GCA_003219125.1_GTDB_UBA10450-AV69_sp003219125

GCA_003218305.1_GTDB_UBA10450-AV80_sp003218305

GCA_003219175.1_GTDB_UBA10450-AV69_sp003219175

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCA_003217895.1_GTDB_UBA10450-AV55_sp003217895

MGR_bin234_UBA10450

GCA_003219215.1_GTDB_UBA10450-AV40_sp003219215

MGR_bin321_UBA10450

GCA_003244145.1_GTDB_UBA10450-AV80_sp003244145

GCA_003176035.1_GTDB_Xiphinematobacteraceae-PSRL01_sp003176035

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCA_003218615.1_GTDB_UBA10450-AV55_sp003218615

GCA_003445855.1_GTDB_UBA10450-UBA10450_sp003445855

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCA_003136515.1_GTDB_UBA6821-UBA6821_sp003136515

GCA_003217875.1_GTDB_UBA10450-AV55_sp003217875

GCA_003219945.1_GTDB_UBA10450-AV55_sp003219945

GCA_003217965.1_GTDB_UBA10450-AV69_sp003217965

GCA_003169975.1_GTDB_UBA10450-Palsa-1392_sp003169975

MGR_bin121_UBA10450

GCF_000173075.1_GTDB_Chthoniobacteraceae-Chthoniobacter_flavus

GCA_003221195.1_GTDB_UBA10450-AV55_sp003221195

GCA_003219495.1_GTDB_UBA10450-AV40_sp003219495

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCA_003218345.1_GTDB_UBA10450-AV55_sp003218345

MGR_bin166_UBA10450

MGR_bin298_UBA10450

GCA_003219415.1_GTDB_UBA10450-AV55_sp003219415

GCA_003219005.1_GTDB_UBA10450-AV55_sp003219005

GCA_003218535.1_GTDB_UBA10450-AV55_sp003218535

GCA_005791535.1_GTDB_Chthoniobacteraceae-SXWH01_sp005791535

GCA_003220055.1_GTDB_UBA10450-AV40_sp003220055

GCA_002452515.1_GTDB_UBA6821-UBA6821_sp002452515

GCA_003219925.1_GTDB_UBA10450-AV69_sp003219925

GCA_003167555.1_GTDB_UBA10450-AV80_sp003167555

MGR_bin46_UBA10450

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCA_003219225.1_GTDB_UBA10450-AV17_sp003219225

-365.41

-145.56

-233.79

-1445.54

-229.53

-121.47

-367.55

-132.75

-89.86

-1739.25

-74.34

-9.59

-1846.95

-203.05

-1622.63

-2875.66

-152.04

-16.55

-393.44

-60.43

-692.5

-328.02

-314.08

-622.78

-424.57

-302.64

-792.43

-1015.84
-2191.42

-2104.34

-253.48

-112.1

-2042.66

-256.34

-259.13

-2639.52

-99.57

-306.37

-659.77

-93.61

-198.68

-422.45

-394.37

-60.65

-132.84

-455.2

-230.92

-2382.43

-284.37

-169.72

-141.83

-144.39

-115.07

-394.27

-340.99

-1250.15

-1275.14

-45.6

-161.23

-178.27

-263.19

-300.62

-2227.13

-1836.08
-2186.09

-243.94

-289.84

-712.99

-206.11

-903.85

-479.2

-1668.53

-2520.31

-201.64

-62.81

-282.01

-545.63

-210.28

-558.12

-167.36

-588.93

-2327.25

-126.47

-1936.79

-122.23

-138.76

-596.37

-525.89 -288.24

-353.01

-923.04

-104.91

-65.07

-160.34

-385.33

-93.88

-129.61

-1606.06

-1847.44

-1127.74

-2155.29

-129.57

-2516.74

-118.31

-3451.91

-1798.87

-1735.51

-214.95

-189.56

-95.97

-112.75

-152.28

-273.77

-859.81

-3227.99

-1520.41

-307.59

-940.24

-36.6

-2062.32

-440.86

-133.25

-76.1d) Chthoniobacterales
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GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

MGR_bin30_CSP1-4

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCA_003141245.1_GTDB_CSP1-4-Fen-1039_sp003141245

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

MGR_bin300_CSP1-4

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCA_003156975.1_GTDB_CSP1-4-Fen-1039_sp003156975

GCA_003141955.1_GTDB_CSP1-4-Fen-1039_sp003141955
GCA_003157175.1_GTDB_CSP1-4-Fen-1039_sp003157175

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCA_004525275.1_GTDB_CSP1-4-SPCO01_sp004525275

GCA_003250155.1_GTDB_CSP1-4-UBA5189_sp003250155

GCA_003142755.1_GTDB_CSP1-4-Fen-1039_sp003142755

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

MGR_bin251_CSP1-4

MGR_bin394_CSP1-4

GCA_001795245.1_GTDB_CSP1-4-UBA5189_sp001795245

GCA_003171065.1_GTDB_CSP1-4-Fen-1039_sp003171065

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCA_003158295.1_GTDB_CSP1-4-Fen-1039_sp003158295

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCA_005889475.1_GTDB_CSP1-4-UBA5189_sp005889475

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

MGR_bin136_CSP1-4

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCA_003670455.1_GTDB_UBA10416-UBA10416_sp003670455

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCA_002413045.1_GTDB_CSP1-4-UBA5189_sp002413045

GCA_003476885.1_GTDB_UBA10416-UBA10416_sp003476885

GCA_004297395.1_GTDB_CSP1-4-UBA5189_sp004297395

GCA_003153755.1_GTDB_CSP1-4-Fen-1039_sp003153755

MGR_bin265_CSP1-4

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCA_005883615.1_GTDB_CSP1-4-CF-16_sp005883615

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_001794945.1_GTDB_CSP1-4-GWC2-73-18_sp001794945

GCA_003169655.1_GTDB_CSP1-4-Palsa-1033_sp003169655

GCA_003169735.1_GTDB_CSP1-4-Palsa-1032_sp003169735

MGR_bin190_CSP1-4

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

MGR_bin252_CSP1-4

MGR_bin285_CSP1-4

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

MGR_bin115_CSP1-4

MGR_bin278_CSP1-4

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCA_003141455.1_GTDB_CSP1-4-Fen-1039_sp003141455

MGR_bin7_CSP1-4

GCA_005882635.1_GTDB_CSP1-4-CF-46_sp005882635

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCA_004298915.1_GTDB_CSP1-4-UBA5189_sp004298915

MGR_bin338_CSP1-4

GCA_001443375.1_GTDB_CSP1-4-CSP1-4_sp001443375

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCA_003670475.1_GTDB_UBA10416-UBA10416_sp003670475

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_003165675.1_GTDB_CSP1-4-Fen-1039_sp003165675

GCA_003171035.1_GTDB_CSP1-4-Fen-1039_sp003171035

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCA_003152165.1_GTDB_CSP1-4-Palsa-1033_sp003152165

GCA_003171255.1_GTDB_CSP1-4-Fen-1039_sp003171255

GCA_003158875.1_GTDB_CSP1-4-Fen-1039_sp003158875

GCA_003158675.1_GTDB_CSP1-4-Fen-1039_sp003158675

MGR_bin130_CSP1-4

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCA_005880805.1_GTDB_CSP1-4-CF-16_sp005880805

GCA_003152995.1_GTDB_CSP1-4-Fen-1039_sp003152995

MGR_bin214_CSP1-4

GCA_003670745.1_GTDB_UBA10416-UBA10416_sp003670745

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCA_003158495.1_GTDB_CSP1-4-Fen-1039_sp003158495
GCA_003157875.1_GTDB_CSP1-4-Fen-1039_sp003157875

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCA_005881055.1_GTDB_CSP1-4-C-114_sp005881055

MGR_bin182_CSP1-4

-417.17

-705.18

-347.97

-321.13

-3450.61

-500.35

-290.98

-2255.61

-2480.53

-209.7

-488.37

-2719.88

-841.55

-420.11

-266.36

-210.29

-85

-2360.9

-2250.64

-3208.69

-223.51

-2956.09

-151.1

-3226.95

-123.23

-347.31

-1018.95

-2621.73

-1987.27

-685.41

-772.69

-783.11

-488.96

-3083.42

-209.62

-2987.69

-359.13

-1045.47

-397.75

-2341.28

-2978.37

-1182.39

-432.35

-156.8

-162.78

-368.44

-1616.21

-2700.13

-1567.69

-236.77

-2353.26

-1350.25

-228.41

-2277.53

-318.42

-2944.84

-363.41

-754.57
-858.61

-2673.24-3128.9

-2736.65

-353.74

-119.03

-517.69

-2082.17

-604.93

-269.42

-182.5

-182.85

-2805.51

-313.59

-2353.73

-521.32

-170.37

-2526.37

-3118.3

-688.83

-2724

-282.32

-539.55

-176.39

-591.74

-79.44

e) CSP1-4
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GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCA_007126835.1_GTDB_Egibacteraceae-SLAO01_sp007126835

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_003553565.1_GTDB_Egibacteraceae-PUKE01_sp003553565

GCA_007133145.1_GTDB_Egibacteraceae-T1Sed10-49_sp007133145

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_004322855.1_GTDB_Egibacteraceae-Egibacter_rhizosphaerae

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCA_007120845.1_GTDB_Egibacteraceae-SLAO01_sp007120845

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_003073135.1_GTDB_Euzebyaceae-Euzebya_rosea

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCA_003550425.1_GTDB_Egibacteraceae-PUKE01_sp003550425

MGR_bin73_NA

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_007119305.1_GTDB_Egibacteraceae-SKPY01_sp007119305

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_003074135.1_GTDB_Euzebyaceae-Euzebya_tangerina

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCA_003021615.1_GTDB_Egibacteraceae-QS-5-72-10_sp003021615

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

MGR_bin197_NA

MGR_bin183_NA

MGR_bin126_Egibacteraceae

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

MGR_bin271_Egibacteraceae

GCA_003553795.1_GTDB_Egibacteraceae-T1Sed10-49_sp003553795

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_003344865.1_GTDB_Euzebyaceae-Euzebya_sp003344865

GCA_007119035.1_GTDB_Egibacteraceae-SKQL01_sp007119035

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

-2.86

-739.15

-2969.78

-889.62

-2453.16

-2307.8

-383.62

-43.58

-3064.22

-1975.27

-2721.07

-178.4

-840.84

-465.75

-2840.23

-3210.77

-90.24

-650

-2481.95

-2359.63

-2995.43
-3450.58

-678.21

-436.63

-2894.82

-2564.45

-583.41

-2575.66

-1257.48

-2370.49

-2071.47

-2156.96

-2261.23

-1262.81

-2892.47

-625.21

-2300.16

-115.62

-279.55

-2844.65

-1924.94

-2724.05

-993.2

-2665.18

-1492.36

-542.67

-2481.83

-2105.86

-2770.81

f) Euzebyales
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MGR_bin88_Gaiellaceae

MGR_bin26_Gaiellaceae

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCA_005885565.1_GTDB_Gaiellaceae-AC-50_sp005885565

MGR_bin1_Gaiellaceae

MGR_bin272_Gaiellaceae

GCA_005884155.1_GTDB_Gaiellaceae-AC-32_sp005884155

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

MGR_bin32_Gaiellaceae

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

MGR_bin368_Gaiellaceae

MGR_bin85_Gaiellaceae

GCA_005883245.1_GTDB_Gaiellaceae-VAXT01_sp005883245

GCA_005883995.1_GTDB_Gaiellaceae-AC-21_sp005883995

MGR_bin8_Gaiellaceae

GCA_003161615.1_GTDB_Gaiellaceae-Palsa-739_sp003161615

MGR_bin262_Gaiellaceae

GCA_005888315.1_GTDB_Gaiellaceae-13-2-20CM-68-14_sp005888315

MGR_bin81_Gaiellaceae

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

MGR_bin82_Gaiellaceae

GCA_005883335.1_GTDB_Gaiellaceae-AC-32_sp005883335

MGR_bin198_Gaiellaceae
MGR_bin168_Gaiellaceae

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCA_005884575.1_GTDB_Gaiellaceae-AC-16_sp005884575

GCA_005884945.1_GTDB_Gaiellaceae-AC-21_sp005884945

MGR_bin78_Gaiellaceae

MGR_bin160_Gaiellaceae

GCA_003134505.1_GTDB_Gaiellaceae-PALSA-612_sp003134505

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_003351045.1_GTDB_Gaiellaceae-Gaiella_occulta

GCA_002413095.1_GTDB_Gaiellaceae-UBA5186_sp002413095

GCA_001920085.1_GTDB_Gaiellaceae-3-1-20CM-4-69-9_sp001920085

GCA_004366385.1_GTDB_Gaiellaceae-GMQP-bins7_sp004366385

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCA_005885085.1_GTDB_Gaiellaceae-3-1-20CM-4-69-9_sp005885085

GCA_005883355.1_GTDB_Gaiellaceae-3-1-20CM-4-69-9_sp005883355

GCA_003170995.1_GTDB_Gaiellaceae-Fen-549_sp003170995

MGR_bin399_Gaiellaceae

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCA_005885125.1_GTDB_Gaiellaceae-AC-21_sp005885125

GCA_003170155.1_GTDB_Gaiellaceae-Fen-549_sp003170155

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

MGR_bin108_Gaiellaceae

MGR_bin417_Gaiellaceae

MGR_bin292_Gaiellaceae

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

MGR_bin365_Gaiellaceae

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

MGR_bin72_Gaiellaceae

MGR_bin75_Gaiellaceae

GCA_007122215.1_GTDB_SKUG01-SKUG01_sp007122215

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_003136795.1_GTDB_Gaiellaceae-PALSA-600_sp003136795

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

MGR_bin294_Gaiellaceae

GCA_005883365.1_GTDB_Gaiellaceae-Palsa-739_sp005883365

GCA_001914705.1_GTDB_Gaiellaceae-13-2-20CM-68-14_sp001914705

GCA_005798855.1_GTDB_F1-60-MAGs149-F1-60-MAGs149_sp005798855

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

MGR_bin218_Gaiellaceae

MGR_bin246_Gaiellaceae

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

MGR_bin124_Gaiellaceae

GCA_005888435.1_GTDB_Gaiellaceae-3-1-20CM-4-69-9_sp005888435

GCA_005883965.1_GTDB_Gaiellaceae-AC-32_sp005883965

MGR_bin257_Gaiellaceae

MGR_bin309_Gaiellaceae

GCA_005884005.1_GTDB_Gaiellaceae-13-2-20CM-68-14_sp005884005

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

MGR_bin189_Gaiellaceae

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCA_003139545.1_GTDB_Gaiellaceae-Palsa-739_sp003139545

GCA_003132665.1_GTDB_Gaiellaceae-Fen-549_sp003132665

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

MGR_bin223_Gaiellaceae

GCA_003162235.1_GTDB_Gaiellaceae-Fen-549_sp003162235

GCA_003162055.1_GTDB_Gaiellaceae-Fen-549_sp003162055

GCA_005883235.1_GTDB_Gaiellaceae-AC-50_sp005883235

GCA_003152275.1_GTDB_Gaiellaceae-Palsa-739_sp003152275

GCA_005883955.1_GTDB_Gaiellaceae-13-2-20CM-68-14_sp005883955

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

MGR_bin84_Gaiellaceae

GCA_005888365.1_GTDB_Gaiellaceae-GMQP-bins7_sp005888365

GCA_005885245.1_GTDB_Gaiellaceae-3-1-20CM-4-69-9_sp005885245

-217.93

-623.27

-262.75

-144.99

-798.15

-591.38

-187.17

-368.35

-690.15

-362.56

-2320.68

-766.11

-541.1

-2111.81

-503.53

-254.92

-735.17

-94.13

-1805.08

-2838.5

-538.93

-158.98

-661.3

-927.73

-1060.97

-191.01

-2980.62

-354.02

-733.46

-2754.21

-738.83

-222.81

-349.8

-274.93

-191.34

-2237.3

-2282.54

-2623.77

-209.79

-97.61

-2541.39

-355.49

-2035.16

-849.72

-2759.9

-824.24

-299.92

-707.58

-1003.27

-983.85

-93.08

-1501.85
-2226.96

-281.58

-187.16

-2805.37

-2504.93

-436.8

-2676.37

-435.71

-858.42

-3451.37

-645.77

-2114.36

-789.34

-3001.25

-146.9

-3226.59

-2329.92

-1428.22

-113.65

-359.53

-3114.97

-236.51

-2703.84

-2707.62

-286.25

-827.15

-2932.9

-126.26

-3207.46

-506.19

-431.71

-2365.01

-124.31

-3087.57

-512.5

-279.1

-867.09

-300.83

-453.44

-2387.07

-441.06

-494.31

-1237.62

-295.14

-3126.31

-422.89

g) Gaiellales
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GCA_003222055.1_GTDB_GWC2-71-9-AG41_sp003222055

GCA_001724275.1_GTDB_Gemmatimonadaceae-SCN-70-22_sp001724275

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCA_003220955.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003220955

GCA_001919865.1_GTDB_GWC2-71-9-20CM-4-69-16_sp001919865

GCA_003136975.1_GTDB_Gemmatimonadaceae-Fen-1247_sp003136975

GCA_003221825.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003221825

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCA_003221985.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003221985

MGR_bin442_Gemmatimonadaceae

GCA_003222235.1_GTDB_GWC2-71-9-AG12_sp003222235

MGR_bin65_GWC2-71-9

GCA_003223425.1_GTDB_Gemmatimonadaceae-UBA4720_sp003223425

GCA_003220795.1_GTDB_GWC2-71-9-20CM-4-69-16_sp003220795

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCA_003221035.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003221035

GCA_003221075.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003221075

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

MGR_bin293_GWC2-71-9

GCA_004525055.1_GTDB_GWC2-71-9-SPDF01_sp004525055

MGR_bin308_Gemmatimonadaceae

GCA_001915025.1_GTDB_GWC2-71-9-20CM-2-65-7_sp001915025

MGR_bin345_GWC2-71-9

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCA_003222205.1_GTDB_GWC2-71-9-40CM-2-70-7_sp003222205

GCA_003220855.1_GTDB_GWC2-71-9-AG41_sp003220855

GCA_003222135.1_GTDB_GWC2-71-9-20CM-4-69-16_sp003222135

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCA_003221085.1_GTDB_GWC2-71-9-AG41_sp003221085

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

MGR_bin385_GWC2-71-9

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCA_001917665.1_GTDB_GWC2-71-9-20CM-4-69-16_sp001917665

GCA_003222195.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003222195

GCA_003222155.1_GTDB_GWC2-71-9-AG41_sp003222155

GCA_003171215.1_GTDB_Gemmatimonadaceae-Fen-1231_sp003171215

GCA_002331565.1_GTDB_Gemmatimonadaceae-Gemmatimonas_sp002331565

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus
GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCA_003222065.1_GTDB_Gemmatimonadaceae-AG2_sp003222065

MGR_bin61_GWC2-71-9

MGR_bin163_GWC2-71-9

GCA_003131365.1_GTDB_Gemmatimonadaceae-UBA4720_sp003131365

MGR_bin28_GWC2-71-9

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCA_003221995.1_GTDB_GWC2-71-9-AG29_sp003221995

GCA_003221805.1_GTDB_Gemmatimonadaceae-UBA4720_sp003221805

MGR_bin346_Gemmatimonadaceae

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

MGR_bin447_GWC2-71-9

GCA_003221005.1_GTDB_GWC2-71-9-AG25_sp003221005

GCA_003223455.1_GTDB_Gemmatimonadaceae-AG11_sp003223455

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

MGR_bin9_GWC2-71-9

GCA_003222035.1_GTDB_GWC2-71-9-AG41_sp003222035

GCA_003134685.1_GTDB_Gemmatimonadaceae-UBA4720_sp003134685

MGR_bin142_Gemmatimonadaceae

MGR_bin40_GWC2-71-9

MGR_bin320_Gemmatimonadaceae

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCA_003221895.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003221895

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_003152485.1_GTDB_Gemmatimonadaceae-Palsa-1248_sp003152485

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

MGR_bin221_GWC2-71-9

MGR_bin91_Gemmatimonadaceae

MGR_bin21_Gemmatimonadaceae

GCA_003222085.1_GTDB_GWC2-71-9-AG41_sp003222085

GCA_002215645.1_GTDB_Gemmatimonadaceae-2013-60CM-65-52_sp002215645

GCA_003222115.1_GTDB_GWC2-71-9-AG29_sp003222115

MGR_bin137_Gemmatimonadaceae

GCA_003220975.1_GTDB_GWC2-71-9-AG41_sp003220975

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCA_003220985.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003220985

MGR_bin347_Gemmatimonadaceae

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000695095.2_GTDB_Gemmatimonadaceae-Gemmatimonas_phototrophica

GCA_003141205.1_GTDB_Gemmatimonadaceae-FEN-1251_sp003141205

GCA_003223415.1_GTDB_GWC2-71-9-13-1-40CM-70-15_sp003223415

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCA_003157095.1_GTDB_GWC2-71-9-Fen-1245_sp003157095

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

MGR_bin17_GWC2-71-9

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_003220935.1_GTDB_GWC2-71-9-20CM-4-69-16_sp003220935

GCA_003142495.1_GTDB_Gemmatimonadaceae-FEN-1250_sp003142495

GCF_000522985.1_GTDB_Gemmatimonadaceae-Gemmatirosa_kalamazoonesis

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCA_002737115.1_GTDB_Gemmatimonadaceae-Gemmatimonas_sp002737115

GCA_002483225.1_GTDB_Gemmatimonadaceae-Gemmatimonas_sp002483225

GCA_003220905.1_GTDB_GWC2-71-9-AG41_sp003220905

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCA_003246755.1_GTDB_GWC2-71-9-SZUA-320_sp003246755

GCA_004357415.1_GTDB_GWC2-71-9-N074bin45_sp004357415

GCA_002923375.1_GTDB_GWC2-71-9-HRBIN33_sp002923375
GCA_003251175.1_GTDB_GWC2-71-9-SZUA-544_sp003251175

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

MGR_bin341_Gemmatimonadaceae

MGR_bin144_Gemmatimonadaceae

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCA_002404375.1_GTDB_Gemmatimonadaceae-UBA4720_sp002404375

MGR_bin15_Gemmatimonadaceae

GCA_003155795.1_GTDB_Gemmatimonadaceae-Fen-1247_sp003155795

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_003169895.1_GTDB_GWC2-71-9-Palsa-1233_sp003169895

GCA_003221045.1_GTDB_GWC2-71-9-AG41_sp003221045

GCA_003223395.1_GTDB_GWC2-71-9-20CM-2-65-7_sp003223395

-370.85

-135.34

-2120.03

-459.51

-87.23

-2201.55

-1103.4
-305.73

-221.22

-2102.98

-2422.82

-64.11

-327.98

-2641.08

-88.83

-59.29
-192.87

-798.58

-1384.59

-803.28

-107.69

-243.78

-913.15

-869.94

-74.85

-928.16

-657.16

-97.99

-1414.39

-126.78

-260.7

-3091.25

-160.58

-706.86

-267.48

-463.06

-232.25

-2382.86

-133.46

-470.5

-327.43

-2518.86

-398.35
-519.49

-782.93

-2371.87

-2822.76

-394.28

-176.15-65.63

-92.18

-3450.15

-400.02

-74.96

-1936.36

-646.6

-200.8

-106.61

-672.65

-3017.01

-235.23

-449.21

-191.22

-98.36

-2588.24

-304.93

-820.93

-589.6

-872.83 -183.16

-2921.78

-2159.84

-324.58

-2620.33

-2210.48

-863.8

-686.74

-2777.54

-496.89

-2761.73

-936.54

-148.94

-2216.02

-345.58

-247.46

-306.24

-2548.71

-2490.6

-151.11
-653.96

-1272.73

-1097.62

-2826.68

-258.02

-521.37

-999.9

-210.04

-512.01

-260.08

-1670.61

-437.88

-2323.69

-198.91

-91.64
-591.78

-809.19

-648.9

-693.42

-2927.48

-1199.27

-2543.56

-353.74

h) Gemmatimonadales
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GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

MGR_bin195_Haliangiaceae

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

MGR_bin64_Haliangiaceae

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000024805.1_GTDB_Haliangiaceae-Haliangium_ochraceum

MGR_bin12_Haliangiaceae

GCA_003696105.1_GTDB_Haliangiaceae-J016_sp003696105

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCA_900696455.1_GTDB_Haliangiaceae-UBA2376_sp900696455

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCA_005779305.1_GTDB_Haliangiaceae-UBA2376_sp005779305

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCA_007133195.1_GTDB_Haliangiaceae-SLNH01_sp007133195

MGR_bin395_Haliangiaceae

MGR_bin37_Haliangiaceae

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

MGR_bin5_Haliangiaceae

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

MGR_bin54_Haliangiaceae

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCA_002344285.1_GTDB_Haliangiaceae-UBA2376_sp002344285

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides
-2216.71

-304.07

-233.76
-309.14

-2783.82

-1473.17

-870.5

-2579.05

-2940.86

-530.25

-2794.12

-275.08

-2517.72

-277.2

-2290.21

-2642.35

-2213.35

-2397.83

-2463.12

-2465.91

-3451.64

-2242.9

-2579.49

-2821.27

-2660.04

-454.76

-1964.96

-1205.23

-2474.31

-1022.7

-1205.92

-2240.05

-2508.77

-852.81

-2975.2

-2101.96

-3155.57

-2889.14

-253.89

-3048.88

-2160.25

-711.07

-2383.4

-399.42i) Haliangiales
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GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCA_001919995.1_GTDB_Ktedonobacteraceae-UBA11361_sp001919995

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_003253565.1_GTDB_Ktedonobacteraceae-Thermosporothrix_hazakensis

GCA_005880595.1_GTDB_Ktedonobacteraceae-UBA11361_sp005880595

GCA_005881495.1_GTDB_Ktedonobacteraceae-UBA11361_sp005881495

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCA_005880425.1_GTDB_Ktedonobacteraceae-UBA11361_sp005880425

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_003268475.1_GTDB_Ktedonobacteraceae-Thermogemmatispora_tikiterensis

GCF_001748285.1_GTDB_Ktedonobacteraceae-Thermogemmatispora_onikobensis

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCA_001920235.1_GTDB_Ktedonobacteraceae-UBA11361_sp001920235

GCA_005881295.1_GTDB_Ktedonobacteraceae-UBA11361_sp005881295

GCA_005881995.1_GTDB_Ktedonobacteraceae-CF-113_sp005881995

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

MGR_bin154_Ktedonobacteraceae

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_005879655.1_GTDB_Ktedonobacteraceae-CF-154_sp005879655

GCF_000178855.1_GTDB_Ktedonobacteraceae-Ktedonobacter_racemifer

MGR_bin248_Ktedonobacteraceae

MGR_bin402_NA

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_004208415.1_GTDB_Ktedonobacteraceae-SCAWS-G2_sp004208415

GCF_003967535.1_GTDB_Ktedonobacteraceae-Tengunoibacter_tsumagoiensis

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_003967555.1_GTDB_Ktedonobacteraceae-Dictyobacter_kobayashii

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000702505.1_GTDB_Ktedonobacteraceae-Thermogemmatispora_carboxidivorans

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_003967515.1_GTDB_Ktedonobacteraceae-Dictyobacter_aurantiacus

MGR_bin280_Ktedonobacteraceae

-753.97

-2151.7
-2427.44

-80.92

-111.77

-2494.05

-2724.73

-2686.23

-522.51

-476.29

-277.51

-2371.88

-367.15

-1416.52
-44.11

-412.81

-2565.21

-2574.21

-2815.52

-76.98

-2554.97

-1964.07

-2801.71

-325.53

-303.04

-627.67

-1255.12

-2123.04

-471.07

-2372.45

-739.79

-2418.4

-2607.32

-17.24

-269.43

-2224.31

-3451.14

-2451.13

-3059.92

-934.01

-1437.44

-3117.62

-2867.43

-2972.46

-5.6

-2821.83

-2792.93

-2327.68

-548.53

-2182.64

-49.66

-2042.76

j) Ktedonobacterales
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MGR_bin153_Legionellaceae

GCF_000512355.1_GTDB_Legionellaceae-Legionella_A_oakridgensis

GCF_001467025.1_GTDB_Legionellaceae-Tatlockia_brunensis

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000701265.1_GTDB_Legionellaceae-Legionella_wadsworthii

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_001467535.1_GTDB_Legionellaceae-Legionella_worsleiensis

GCF_001467945.1_GTDB_Legionellaceae-Legionella_parisiensis

GCF_000953135.1_GTDB_Legionellaceae-Legionella_fallonii

GCF_000236165.1_GTDB_Legionellaceae-Legionella_dumoffii

GCF_900167045.1_GTDB_Legionellaceae-Tatlockia_maceachernii

GCF_900640115.1_GTDB_Legionellaceae-Legionella_A_yabuuchiae

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000373765.1_GTDB_Legionellaceae-Legionella_shakespearei

GCF_900637585.1_GTDB_Legionellaceae-Legionella_pascullei

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_001467825.1_GTDB_Legionellaceae-Legionella_A_londiniensis

GCF_001468035.1_GTDB_Legionellaceae-Legionella_tucsonensis

GCA_002342175.1_GTDB_Legionellaceae-UBA2653_sp002342175

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCA_001804735.1_GTDB_Legionellaceae-2-12-FULL-37-14_sp001804735

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_001467615.1_GTDB_Legionellaceae-Legionella_C_erythra

GCF_900639915.1_GTDB_Legionellaceae-Legionella_A_nagasakiensis

GCF_004571175.1_GTDB_Legionellaceae-Legionella_D_israelensis

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCA_000586315.1_GTDB_Legionellaceae-Legionella_fraseri

MGR_bin148_Legionellaceae

GCF_002776555.1_GTDB_Legionellaceae-GCF-002776555_sp002776555

GCA_002403515.1_GTDB_Legionellaceae-UBA10507_sp002403515

GCF_000770585.1_GTDB_Legionellaceae-Legionella_norrlandica

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCA_002863045.1_GTDB_Legionellaceae-GCA-2863045_sp002863045

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCA_003507515.1_GTDB_Legionellaceae-DDPF01_sp003507515

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_001468005.1_GTDB_Legionellaceae-Legionella_steelei

GCF_003989735.1_GTDB_Legionellaceae-Legionella_sp003989735

GCF_004283175.1_GTDB_Legionellaceae-Legionella_longbeachae

GCF_900635815.1_GTDB_Legionellaceae-Legionella_cherrii

GCF_000008485.1_GTDB_Legionellaceae-Legionella_pneumophila

GCF_004571195.1_GTDB_Legionellaceae-Legionella_B_geestiana

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_900640175.1_GTDB_Legionellaceae-Tatlockia_sp900640175

GCA_002786165.1_GTDB_Legionellaceae-GCA-2786165_sp002786165

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_001467585.1_GTDB_Legionellaceae-Tatlockia_drozanskii

GCF_003990155.1_GTDB_Legionellaceae-Legionella_sp003184185

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_001467695.1_GTDB_Legionellaceae-Legionella_gratiana

GCF_000953635.1_GTDB_Legionellaceae-Tatlockia_micdadei

GCF_001467625.1_GTDB_Legionellaceae-Tatlockia_feeleii
GCF_900452385.1_GTDB_Legionellaceae-Tatlockia_donaldsonii
GCF_000308315.1_GTDB_Legionellaceae-Tatlockia_tunisiensis

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_900639875.1_GTDB_Legionellaceae-Legionella_A_impletisoli

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_001467895.1_GTDB_Legionellaceae-Tatlockia_nautarum

GCF_900452515.1_GTDB_Legionellaceae-Legionella_C_birminghamensis

GCF_900637865.1_GTDB_Legionellaceae-Legionella_A_adelaidensis

GCF_001468065.1_GTDB_Legionellaceae-Legionella_steigerwaltii

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_001468085.1_GTDB_Legionellaceae-Legionella_waltersii

GCF_000953655.1_GTDB_Legionellaceae-Tatlockia_hackeliae

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_001648595.1_GTDB_Legionellaceae-Legionella_bozemanae

GCF_900187355.1_GTDB_Legionellaceae-Tatlockia_lansingensis

MGR_bin151_Legionellaceae

GCF_900452395.1_GTDB_Legionellaceae-Legionella_C_beliardensis

GCF_003990055.1_GTDB_Legionellaceae-Legionella_A_sp003990055

GCA_002352055.1_GTDB_Legionellaceae-Legionella_sp002352055

GCF_001467975.1_GTDB_Legionellaceae-Legionella_C_quinlivanii

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_001468135.1_GTDB_Legionellaceae-Legionella_santicrucis

GCF_900461525.1_GTDB_Legionellaceae-Legionella_C_busanensis
GCF_000621525.1_GTDB_Legionellaceae-Tatlockia_fairfieldensis

GCA_003489505.1_GTDB_Legionellaceae-UBA10507_sp003489505

GCF_001468125.1_GTDB_Legionellaceae-Legionella_C_rubrilucens

GCF_900186965.1_GTDB_Legionellaceae-Legionella_C_spiritensis

GCF_003265995.1_GTDB_Legionellaceae-Legionella_C_quinlivanii_A

GCF_000162755.2_GTDB_Legionellaceae-Legionella_drancourtii

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_002240035.1_GTDB_Legionellaceae-Tatlockia_clemsonensis

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCA_001803185.1_GTDB_Legionellaceae-2-12-FULL-35-11_sp001803185

GCF_000756815.1_GTDB_Legionellaceae-Tatlockia_massiliensis

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_900452415.1_GTDB_Legionellaceae-Legionella_cincinnatiensis

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_001467955.1_GTDB_Legionellaceae-Legionella_quateirensis

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

MGR_bin135_Legionellaceae

GCA_002423125.1_GTDB_Legionellaceae-UBA11403_sp002423125

GCF_900156395.1_GTDB_Legionellaceae-Legionella_gormanii

GCA_002786205.1_GTDB_Legionellaceae-Legionella_sp002786205

GCA_004297865.1_GTDB_Legionellaceae-Legionella_sp004297865

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_001467745.1_GTDB_Legionellaceae-Tatlockia_jamestowniensis

MGR_bin59_Legionellaceae

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_900637635.1_GTDB_Legionellaceae-Tatlockia_jordanis

GCF_900639985.1_GTDB_Legionellaceae-Legionella_rowbothamii

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_001465875.1_GTDB_Legionellaceae-Legionella_saoudiensis

GCA_001899505.1_GTDB_Legionellaceae-Legionella_sp001899505

GCF_900637685.1_GTDB_Legionellaceae-Legionella_sainthelensi

GCF_000423305.1_GTDB_Legionellaceae-Legionella_moravica

GCF_003070665.1_GTDB_Legionellaceae-Legionella_C_taurinensis

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_900639865.1_GTDB_Legionellaceae-Legionella_C_gresilensis

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_001467525.1_GTDB_Legionellaceae-Legionella_anisa

-873.43

-219.98

-179.75

-522.4

-49.72

-1821.18

-640.76

-1903.03

-673.1

-314.16

-3000.07

-3450.37

-48.45

-1549.22

-889.72

-31.28

-143.84

-97.82
-308.84

-168.04

-579.24

-988.21

-92.61

-1422.34

-24.74

-59.31

-760.61

-131.25

-1636.32

-163.6

-274.29-462.82

-151.63

-68.23

-2425.2

-32.86

-71.18

-241.29

-2899.46

-1564.36

-95.94

-71.1

-351.05

-1442.23

-96.79

-2287.5

-612.97

-208.59

-2012.02

-382.05

-519.6

-202.47

-1889.06

-114.62

-2087.23

-693.72

-71.25

-60.27

-2582.94

-403.56

-155.18

-354.9

-194.2

-259.92

-2362.98

-1272.81

-1186.6

-1565.78

-288.69

-152.85

-622.64

-61.65

-53.77

-1006.63

-42.91

-1321.86

-1729.1

-1836.95

-175.42

-731.85

-2081.21

-554.15

-195.07

-1828.72

-309.8

-827.96

-526.28

-432.86

-2719.15

-2137.78

-123.64

-425.46

-230.26

-41.02

-33.79

-494.22

-451.16

-575.27

-316.68

-249.98

-809.94

-226.43

-115.54

-933.2

-818.82

-708.79

-1570.76

-100.71

-2795.07

-2459.47

-404.64

-113.17

-458.73

-1092.97

-346.62

k) Legionellales
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GCF_000195955.2_GTDB_Mycobacteriaceae-Mycobacterium_tuberculosis

GCF_900221005.1_GTDB_Geodermatophilaceae-Blastococcus_aggregatus

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000720965.1_GTDB_Micromonosporaceae-Actinocatenispora_sera

GCF_002155995.1_GTDB_Pseudonocardiaceae-Crossiella_equi

GCF_000379625.1_GTDB_Pseudonocardiaceae-Actinomycetospora_chiangmaiensis

GCF_000527155.1_GTDB_Micromonosporaceae-Haloglycomyces_albus

GCF_004362825.1_GTDB_Pseudonocardiaceae-Labedaea_rhizosphaerae

GCF_900100325.1_GTDB_Jatrophihabitantaceae-MT45_sp900100325

GCF_004345645.1_GTDB_Pseudonocardiaceae-Actinocrispum_wychmicini

GCA_003244095.1_GTDB_QHCA01-QHCA01_sp003244095

GCF_000023245.1_GTDB_Pseudonocardiaceae-Actinosynnema_mirum

GCF_001457455.1_GTDB_Mycobacteriaceae-Corynebacterium_diphtheriae

GCF_000379685.1_GTDB_Micromonosporaceae-Catelliglobosispora_koreensis

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000427825.1_GTDB_Pseudonocardiaceae-Thermocrispum_municipale

GCF_000058485.1_GTDB_Frankiaceae-Frankia_alni

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000716715.1_GTDB_Micromonosporaceae-Dactylosporangium_aurantiacum

GCA_005885115.1_GTDB_Micromonosporaceae-AC-43_sp005885115

GCF_004006015.1_GTDB_Mycobacteriaceae-X156_sp004006015

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

MGR_bin279_Pseudonocardiaceae

GCF_900637185.1_GTDB_Mycobacteriaceae-Nocardia_asteroides

GCF_900101745.1_GTDB_Micromonosporaceae-Glycomyces_harbinensis
GCF_000024545.1_GTDB_Micromonosporaceae-Stackebrandtia_nassauensis

GCF_000379465.1_GTDB_Pseudonocardiaceae-Sciscionella_marina

GCF_000380485.1_GTDB_Mycobacteriaceae-Jongsikchunia_kroppenstedtii

GCF_000428945.1_GTDB_Micromonosporaceae-Hamadaea_tsunoensis

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_900103775.1_GTDB_Pseudonocardiaceae-Allokutzneria_albata

GCA_004299215.1_GTDB_SCTD01-SCTD01_sp004299215

GCF_000717135.1_GTDB_Micromonosporaceae-Catenuloplanes_japonicus

GCF_000719115.1_GTDB_Pseudonocardiaceae-Lentzea_albidocapillata

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000504245.1_GTDB_Pseudonocardiaceae-Amycolatopsis_C_halophila

MGR_bin38_Geodermatophilaceae
MGR_bin60_Geodermatophilaceae

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_003003235.1_GTDB_Geodermatophilaceae-Antricoccus_suffuscus

GCA_000715825.1_GTDB_Pseudonocardiaceae-Goodfellowiella_coeruleoviolacea

GCF_000429185.1_GTDB_Pseudonocardiaceae-Actinoalloteichus_cyanogriseus

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_004362515.1_GTDB_Pseudonocardiaceae-Alloactinosynnema_album

GCF_003610235.1_GTDB_Micromonosporaceae-Catellatospora_citrea

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCA_003243915.1_GTDB_Jatrophihabitantaceae-QHCC01_sp003243915

GCF_000023865.1_GTDB_Pseudonocardiaceae-Saccharomonospora_viridis

GCA_900067225.1_GTDB_Frankiaceae-Frankia_A_californiensis

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

MGR_bin242_Geodermatophilaceae

GCF_004382795.1_GTDB_Geodermatophilaceae-Cumulibacter_soli

GCF_001653095.1_GTDB_Mycobacteriaceae-Hoyosella_altamirensis

GCF_000092225.1_GTDB_Mycobacteriaceae-Tsukamurella_paurometabola

GCF_004340875.1_GTDB_Pseudonocardiaceae-Tamaricihabitans_halophyticus

MGR_bin396_Geodermatophilaceae

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_003337235.1_GTDB_Pseudonocardiaceae-Halopolyspora_algeriensis

GCF_900156495.1_GTDB_Mycobacteriaceae-Williamsia_B_sterculiae

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri
GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000421445.1_GTDB_Jatrophihabitantaceae-Iso899_sp000421445

GCF_900113015.1_GTDB_Micromonosporaceae-Actinoplanes_philippinensis

GCF_900115565.1_GTDB_Pseudonocardiaceae-Yuhushiella_deserti

GCF_000092825.1_GTDB_Mycobacteriaceae-Segniliparus_rotundus

MGR_bin74_Geodermatophilaceae

MGR_bin315_Pseudonocardiaceae

GCF_000024365.1_GTDB_Nakamurellaceae-Nakamurella_multipartita

GCF_001598915.1_GTDB_Mycobacteriaceae-Williamsia_muralis

MGR_bin52_Micromonosporaceae

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

MGR_bin22_Geodermatophilaceae

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000379825.1_GTDB_Micromonosporaceae-Longispora_albida

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

MGR_bin245_Geodermatophilaceae

GCF_000964005.1_GTDB_Mycobacteriaceae-Williamsia_A_herbipolensis

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_003002815.1_GTDB_Pseudonocardiaceae-Umezawaea_tangerina

MGR_bin219_Pseudonocardiaceae

GCF_900188115.1_GTDB_Pseudonocardiaceae-Haloechinothrix_alba

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000585375.1_GTDB_Cryptosporangiaceae-Cryptosporangium_arvum

GCF_004364325.1_GTDB_Pseudonocardiaceae-Actinophytocola_oryzae

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

MGR_bin413_Pseudonocardiaceae

GCF_003635025.1_GTDB_Pseudonocardiaceae-Saccharopolyspora_antimicrobica

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCA_003244055.1_GTDB_Pseudonocardiaceae-GCA-003244245_sp003244055

GCF_900129455.1_GTDB_Jatrophihabitantaceae-Jatrophihabitans_endophyticus

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_006716365.1_GTDB_Geodermatophilaceae-Modestobacter_multiseptatus

GCF_001646865.1_GTDB_Mycobacteriaceae-Aldersonia_kunmingensis

GCF_004216555.1_GTDB_Pseudonocardiaceae-Herbihabitans_rhizosphaerae

GCA_003244255.1_GTDB_QHCD01-QHCD01_sp003244255

GCF_005405885.1_GTDB_Pseudonocardiaceae-UICC-B-83_sp005405885

MGR_bin2_Geodermatophilaceae

GCF_900110555.1_GTDB_Geodermatophilaceae-Blastococcus_A_endophyticus

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCA_002919305.1_GTDB_Micromonosporaceae-RSA1_sp002919305

MGR_bin188_Geodermatophilaceae

GCF_003634935.1_GTDB_Pseudonocardiaceae-Saccharothrix_australiensis

GCF_000024785.1_GTDB_Mycobacteriaceae-Gordonia_bronchialis

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_002926165.1_GTDB_Micromonosporaceae-Micromonospora_chalcea

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_004299665.1_GTDB_Jatrophihabitantaceae-FW021-bin43_sp004299665

GCF_900101025.1_GTDB_Geodermatophilaceae-Klenkia_marina

GCA_003243955.1_GTDB_QHCE01-QHCE01_sp003243955

GCF_000371785.1_GTDB_Pseudonocardiaceae-Actinopolyspora_halophila

GCF_001293125.1_GTDB_Mycobacteriaceae-Lawsonella_clevelandensis

GCF_000525635.1_GTDB_Pseudonocardiaceae-Kutzneria_albida

GCF_003600225.1_GTDB_Pseudonocardiaceae-QZFT01_sp003600225

MGR_bin93_Geodermatophilaceae

MGR_bin270_Pseudonocardiaceae

GCA_007130245.1_GTDB_Micromonosporaceae-SLSW01_sp007130245

GCF_000478275.1_GTDB_Pseudonocardiaceae-Amycolatopsis_orientalis

GCF_001552615.1_GTDB_Mycobacteriaceae-Millisia_brevis

MGR_bin100_Geodermatophilaceae

GCF_001552855.1_GTDB_Mycobacteriaceae-Skermania_piniformis

GCF_000524475.1_GTDB_Mycobacteriaceae-Tomitella_biformata

GCF_001630765.1_GTDB_Mycobacteriaceae-Dietzia_maris

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_002934265.1_GTDB_Pseudonocardiaceae-Actinokineospora_auranticolor

GCF_900176515.1_GTDB_Pseudonocardiaceae-Kibdelosporangium_aridum

GCF_900129375.1_GTDB_Pseudonocardiaceae-Streptoalloteichus_hindustanus

GCF_900142365.1_GTDB_Pseudonocardiaceae-Pseudonocardia_thermophila

MGR_bin86_Geodermatophilaceae

GCF_000380645.1_GTDB_Mycobacteriaceae-Smaragdicoccus_niigatensis

GCF_003387075.1_GTDB_Micromonosporaceae-Asanoa_ferruginea

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000025345.1_GTDB_Geodermatophilaceae-Geodermatophilus_obscurus

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_900187265.1_GTDB_Mycobacteriaceae-Rhodococcus_rhodochrous

-241.44

-725.88

-228.14

-165.92

-688.11

-2719.27

-762.23

-2044.43

-613.82

-1274.92

-389.06

-658.04

-1102.85

-396.59

-209.42

-537.32

-2196.54

-406.77

-254.3

-2352.5

-497.74

-485.81

-147.13

-450.56

-1386

-967.93

-491.74

-1065

-401.67

-387.06

-598.06

-892.88

-909.95

-2994.04

-747.78

-550.61

-541.96

-492.3

-2754.38

-599.67

-1941.68

-825.69

-85.02

-3187.89

-643.1

-692.85

-456.85

-748.69

-99.19

-376.87

-2279.86

-351.23

-444.48

-182.7

-2758.42

-609.13

-3305.25

-360.41

-2747.63

-606.66

-481.17

-252.48

-526.5

-502.79

-243.29

-1498.69

-228.26

-436.12

-588.87

-518.27

-298.34

-378.53

-525.09

-2511.87

-646.24

-257.93

-765.12

-163.54

-192.1

-365.57

-1024.54

-3043.37

-574.32

-270.94

-2066.54

-1186.19

-3021.31

-320.71

-1016.12

-659.97

-2611.35

-400.57

-292.46

-406.55

-142.15
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-489.03
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-977.66
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-323.24

-599.59

-801.18

-419.47

-844.39
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-863.48
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-249.35

-220.15

-898.17
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-2295.1

-383.24

-2344.7

-326.14

-901.95

-260.25

-792.31

-1014.57

-195.12

-1411.38

-2264.6

-716.83

-304.41

-422.02

-3450.45

-1192.28

-511.15-1487.29

-455.37

-150.05

-3153.33

-365.47

-166.47

-427.6

l) Mycobacteriales
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GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_901000775.1_GTDB_Rhabdochlamydiaceae-Rhabdochlamydia_sp901000775

MGR_bin34_Parachlamydiaceae

GCA_001897225.1_GTDB_Parachlamydiaceae-Neochlamydia_sp001897225

GCF_900000175.1_GTDB_Criblamydiaceae-Estrella_lausannensis

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

MGR_bin127_Parachlamydiaceae

GCF_000092785.1_GTDB_Waddliaceae-Waddlia_chondrophila

GCA_002709385.1_GTDB_GCA-2709385-GCA-2709385_sp002709385

GCA_001464115.1_GTDB_Rhabdochlamydiaceae-Ga0074140_sp001464115

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

MGR_bin260_Parachlamydiaceae

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

MGR_bin328_Parachlamydiaceae

GCA_003176115.1_GTDB_Rhabdochlamydiaceae-Rhabdochlamydia_sp003176115

GCA_007124415.1_GTDB_SLFE01-SLFE01_sp007124415

GCF_000011565.1_GTDB_Parachlamydiaceae-Protochlamydia_amoebophila

MGR_bin366_Parachlamydiaceae

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000829755.1_GTDB_Parachlamydiaceae-HS-T3_sp000829755

GCA_003164155.1_GTDB_Parachlamydiaceae-BOG-1457_sp003164155

MGR_bin407_Parachlamydiaceae

GCA_002402025.1_GTDB_Simkaniaceae-GCA-2402025_sp002402025

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCA_002773795.1_GTDB_SM23-39-2-02-FULL-45-22_A_sp002773795

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_003228815.1_GTDB_Rhabdochlamydiaceae-SZUA-160_sp003228815

GCA_001794935.1_GTDB_SM23-39-O2-12-FULL-49-9_sp001794935

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000875975.1_GTDB_Parachlamydiaceae-Parachlamydia_acanthamoebae

GCF_001499655.1_GTDB_Parachlamydiaceae-Protochlamydia_naegleriophila

GCA_002773835.1_GTDB_SM23-39-21-14-0-10-35-9_sp002773835

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCA_001796285.1_GTDB_SM23-39-2-02-FULL-45-22_sp001796285

MGR_bin429_Parachlamydiaceae

GCA_000756735.1_GTDB_Parachlamydiaceae-Rubidus_massiliensis

GCA_003151315.1_GTDB_SM23-39-PALSA-1448_sp003151315

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCA_002401865.1_GTDB_Simkaniaceae-GCA-2401865_sp002401865

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCA_001303765.1_GTDB_SM23-39-SM23-39_sp001303765

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000237205.1_GTDB_Simkaniaceae-Simkania_negevensis

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCA_003153295.1_GTDB_Rhabdochlamydiaceae-PALSA-1444_sp003153295

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_001796155.1_GTDB_SM23-39-O2-12-FULL-27-8_sp001796155

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCA_002786175.1_GTDB_Parachlamydiaceae-Parachlamydia_sp002786175

GCF_001545115.1_GTDB_Parachlamydiaceae-Protochlamydia_sp001545115

GCF_000648235.2_GTDB_Parachlamydiaceae-Neochlamydia_sp000813665

GCA_007132595.1_GTDB_Waddliaceae-SLOH01_sp007132595

GCA_001796315.1_GTDB_Rhabdochlamydiaceae-2-02-FULL-49-12_sp001796315

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000750955.1_GTDB_Criblamydiaceae-Criblamydia_sequanensis

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum
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m) Parachlamydiales
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MGR_bin390_Nocardioidaceae

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_003674065.1_GTDB_Nocardioidaceae-4Q3S-7_sp003674065

MGR_bin210_Nocardioidaceae

GCF_900141915.1_GTDB_Propionibacteriaceae-Tessaracoccus_bendigoensis

MGR_bin155_Nocardioidaceae

GCF_900101785.1_GTDB_Propionibacteriaceae-Auraticoccus_monumenti

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii
GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

MGR_bin33_NA

MGR_bin125_Nocardioidaceae

GCF_003752505.1_GTDB_Nocardioidaceae-Marmoricola_aurantiacus

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000425285.1_GTDB_Propionibacteriaceae-Acidipropionibacterium_jensenii

GCF_002250475.1_GTDB_Propionibacteriaceae-NML-160184_sp002250475

GCF_000423485.1_GTDB_Propionibacteriaceae-Propionimicrobium_lymphophilum

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_900289045.1_GTDB_Propionibacteriaceae-Micropruina_glycogenica

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_002797495.1_GTDB_Nocardioidaceae-Mumia_flava

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

MGR_bin373_Nocardioidaceae

MGR_bin139_Nocardioidaceae

GCF_003386795.1_GTDB_Actinopolymorphaceae-Thermasporomyces_composti

GCF_000270245.1_GTDB_Propionibacteriaceae-Microlunatus_phosphovorus

GCF_004168035.1_GTDB_Nocardioidaceae-Nocardioides_B_iriomotensis

MGR_bin432_Nocardioidaceae

GCF_006335005.1_GTDB_Nocardioidaceae-Nocardioides_albidus

MGR_bin227_Nocardioidaceae

MGR_bin201_Nocardioidaceae

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000940845.1_GTDB_Propionibacteriaceae-Propionibacterium_freudenreichii

GCF_004364645.1_GTDB_Propionibacteriaceae-Naumannella_halotolerans

GCF_000423085.1_GTDB_Propionibacteriaceae-Granulicoccus_phenolivorans

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

MGR_bin43_NA

GCF_000423465.1_GTDB_Propionibacteriaceae-Propionicicella_superfundia

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_002563675.1_GTDB_Propionibacteriaceae-Propionicimonas_paludicola

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_001509405.1_GTDB_Nocardioidaceae-Aeromicrobium_erythreum

GCF_003030305.1_GTDB_Propionibacteriaceae-Cutibacterium_acnes

GCF_900104745.1_GTDB_Actinopolymorphaceae-Actinopolymorpha_singaporensis

GCF_900182665.1_GTDB_Propionibacteriaceae-Propioniciclava_tarda

MGR_bin185_NA

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

MGR_bin106_NA

GCA_003153855.1_GTDB_Propionibacteriaceae-Fen-668_sp003153855

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

MGR_bin66_Propionibacteriaceae

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

MGR_bin226_Nocardioidaceae

GCF_000024345.1_GTDB_Kribbellaceae-Kribbella_flavida

GCF_003752415.1_GTDB_Propionibacteriaceae-Luteococcus_japonicus

GCA_900067705.1_GTDB_Nocardioidaceae-Nocardioides_A_massiliensis

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

MGR_bin191_Nocardioidaceae

GCF_000421525.1_GTDB_Propionibacteriaceae-Aestuariimicrobium_kwangyangense

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

MGR_bin114_NA

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

MGR_bin220_Nocardioidaceae

GCF_002250625.1_GTDB_Propionibacteriaceae-DSM-21351_sp002250625

GCF_900110855.1_GTDB_Propionibacteriaceae-Friedmanniella_flava

GCA_002384855.1_GTDB_Nocardioidaceae-UBA4001_sp002384855

MGR_bin129_NA

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_900092135.1_GTDB_Propionibacteriaceae-Raineyella_antarctica

GCF_000312105.1_GTDB_Nocardioidaceae-Aeromicrobium_A_massiliense

GCF_900105385.1_GTDB_Propionibacteriaceae-Microlunatus_A_soli

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

MGR_bin237_Nocardioidaceae

MGR_bin180_NA

GCF_006716235.1_GTDB_Propionibacteriaceae-Propioniferax_innocua

-701.01

-175.43

-2030.96

-2637.31

-697.09

-2790.41

-2728.91

-500.63

-1278.63

-363.34

-1349.83

-2744.13

-235.55

-644.62

-592.12

-151.47

-512.77
-408.31

-1885.71

-1924.44

-923.92

-421.52

-2244.98

-490.1

-306.04

-2423.93

-1161.53

-983.86

-800.54

-2462.47

-1060.98

-1774.77

-627.14

-2098.51

-834.06

-342.2

-290.35

-2910.92

-717.6

-927.79

-425.99

-875.62

-2178.14

-2693.16

-293.4

-336.48

-512.6

-615.05

-554.96

-3467.93

-795.49

-283.2

-842.07

-2855.8

-2326.42

-565.27

-871.72

-2402.93

-731.29

-505.77

-1438.64

-391.4

-703.36

-808.43

-2022.14

-2233.61

-2899.33

-651.07

-456.24

-576.02

-332.21

-330.04

-2195.62

-587.7

-1068.03

-324.06

-2565.23

-2790.41

-927.03

-2594.4

-470.46

-2612.03

-590.79

-395.31

-615.83

-218.7

n) Propionibacteriales
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GCA_003168335.1_GTDB_Pyrinomonadaceae-UBA11740_sp003168335

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

MGR_bin159_Pyrinomonadaceae

GCA_002483395.1_GTDB_Pyrinomonadaceae-OLB17_sp002483395

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

MGR_bin377_Pyrinomonadaceae

GCA_001464665.1_GTDB_Pyrinomonadaceae-OLB17_sp001464665

MGR_bin196_Pyrinomonadaceae

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

MGR_bin35_Pyrinomonadaceae

MGR_bin268_Pyrinomonadaceae

MGR_bin174_Pyrinomonadaceae

GCF_000820845.2_GTDB_Pyrinomonadaceae-Pyrinomonas_methylaliphatogenes

MGR_bin306_Pyrinomonadaceae

MGR_bin450_Pyrinomonadaceae

MGR_bin10_Pyrinomonadaceae

GCA_003222855.1_GTDB_Pyrinomonadaceae-UBA11740_sp003222855

GCA_002050355.1_GTDB_Pyrinomonadaceae-GCA-002050365_sp002050355

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCA_003222945.1_GTDB_Pyrinomonadaceae-QHXM01_sp003222945

GCA_003175865.1_GTDB_Pyrinomonadaceae-PSRF01_sp003175865
GCA_003487805.1_GTDB_Pyrinomonadaceae-UBA11740_sp003487805

MGR_bin209_Pyrinomonadaceae

MGR_bin13_Pyrinomonadaceae

MGR_bin101_Pyrinomonadaceae

MGR_bin386_Pyrinomonadaceae

GCA_002050455.1_GTDB_Pyrinomonadaceae-GCA-002050365_sp002050455

GCA_005790265.1_GTDB_Pyrinomonadaceae-SXVE01_sp005790265

GCA_001567505.1_GTDB_Pyrinomonadaceae-OLB17_sp001567505

MGR_bin31_Pyrinomonadaceae

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

MGR_bin254_Pyrinomonadaceae
GCA_002333435.1_GTDB_Pyrinomonadaceae-OLB17_sp002333435

GCA_003697135.1_GTDB_Pyrinomonadaceae-J014_sp003697135

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_003223025.1_GTDB_Pyrinomonadaceae-OLB17_sp003223025

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

MGR_bin138_Pyrinomonadaceae

MGR_bin165_Pyrinomonadaceae

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

MGR_bin323_Pyrinomonadaceae

GCA_003488005.1_GTDB_Pyrinomonadaceae-UBA11741_sp003488005

MGR_bin67_Pyrinomonadaceae

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_003222895.1_GTDB_Pyrinomonadaceae-UBA11740_sp003222895

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCA_002360555.1_GTDB_Pyrinomonadaceae-OLB17_sp002360555

GCA_001920415.1_GTDB_Pyrinomonadaceae-3-1-20CM-3-53-8_sp001920415

GCA_002427845.1_GTDB_Pyrinomonadaceae-UBA11741_sp002427845

MGR_bin132_Pyrinomonadaceae

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_003385635.1_GTDB_Pyrinomonadaceae-QQUY01_sp003385635

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCA_003223975.1_GTDB_Pyrinomonadaceae-OLB17_sp003223975

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi
GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

MGR_bin205_Pyrinomonadaceae
MGR_bin266_Pyrinomonadaceae

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

MGR_bin51_Pyrinomonadaceae

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

MGR_bin96_Pyrinomonadaceae

GCA_002050365.1_GTDB_Pyrinomonadaceae-GCA-002050365_sp002050365

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCA_001464455.1_GTDB_Pyrinomonadaceae-OLB17_sp001464455

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCA_003223935.1_GTDB_Pyrinomonadaceae-QHXQ01_sp003223935

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

MGR_bin128_Pyrinomonadaceae

GCA_003577445.1_GTDB_Pyrinomonadaceae-OLB17_sp003577445

MGR_bin336_Pyrinomonadaceae

MGR_bin354_Pyrinomonadaceae

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

MGR_bin392_Pyrinomonadaceae

GCA_003222975.1_GTDB_Pyrinomonadaceae-QHXN01_sp003222975

-1790.45

-2.42
-138.22

-2764.39

-251.2

-2710.94

-289.06

-599.83

-374.19

-1996.92

-2261.76

-114.23

-2054.23

-2050.6

-264.67

-74.93

-679.5

-493.22

-2400.14

-647.31

-234.41

-2634.12

-2355.08

-586.45

-186.13

-192.25

-0.36

-1134.77

-2579.09

-568.86

-2994

-373.5

-2113.48

-349.35

-2699.65

-178.65

-735.26

-127.11

-866.38

-320.08

-79.26

-1392.23

-2707.93

-3449.48

-2207.2

-2688.55

-302.18

-540.59

-524.17

-2427.55

-398.19

-592.73

-1283.35

-339.72

-747.97

-183.54

-271.85

-315.47

-148.82

-306.06

-945.41

-2072.23

-2329.26

-135.4

-555.67

-2319.28

-2442.4

-634.5

-337.52

-1031.09

-2068.7

-430.18

-2829.26

-320.76

-2088.22

-409.54

-487.85

-2875.18

-440.41

-507.63

-437.98

-152.28

-2357.85

-249.03

-197.24

-426.38

o) Pyrinomonadales
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GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

MGR_bin164_QHBO01

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCA_005880165.1_GTDB_QHBO01-CF-82_sp005880165

MGR_bin446_QHBO01

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

MGR_bin359_QHBO01

MGR_bin288_QHBO01

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCA_005879815.1_GTDB_QHBO01-CF-82_sp005879815

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

MGR_bin319_QHBO01

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCA_003243965.1_GTDB_QHBO01-QHBO01_sp003243965

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

MGR_bin295_QHBO01

GCA_005879775.1_GTDB_QHBO01-CF-167_sp005879775

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCA_005882055.1_GTDB_QHBO01-CF-82_sp005882055

-3115.08

-2537.35

-2425.78

-2678.93

-2892.04

-2892.55

-1931.92

-2258.59

-2662.65

-2921.75

-188.21

-2265.64

-138.8

-1567.75

-377.78

-2761.4

-1254.61

-2545.43

-2650.86

-2282.3

-3451.22

-2501.65

-2515.93

-3215.33

-2449.44

-483.14

-302.43

-309.62

-693.82

-2095.28

-733.03

-283.26

-2235.34

-2901.59

-2625.17

-2882.08

-2784.33

-576.44

-70.97

-381.47

-2341.74

-3027.79

p) QHBO01
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MGR_bin435_Rubrobacteraceae

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_004337705.1_GTDB_Rubrobacteraceae-Rubrobacter_C_taiwanensis

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

MGR_bin401_Rubrobacteraceae

MGR_bin48_Rubrobacteraceae

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

MGR_bin133_Rubrobacteraceae

GCF_001029505.1_GTDB_Rubrobacteraceae-Rubrobacter_A_aplysinae

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

MGR_bin397_Rubrobacteraceae

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

MGR_bin261_Rubrobacteraceae

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

MGR_bin332_Rubrobacteraceae

MGR_bin27_Rubrobacteraceae

MGR_bin253_Rubrobacteraceae

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

MGR_bin330_Rubrobacteraceae

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

MGR_bin449_Rubrobacteraceae

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

MGR_bin199_Rubrobacteraceae

GCF_000014185.1_GTDB_Rubrobacteraceae-Rubrobacter_B_xylanophilus

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

MGR_bin143_Rubrobacteraceae

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_003568865.1_GTDB_Rubrobacteraceae-Rubrobacter_indicoceani

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

MGR_bin231_Rubrobacteraceae

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCA_007164525.1_GTDB_Rubrobacteraceae-Rubrobacter_B_xylanophilus_A

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_004563715.1_GTDB_Rubrobacteraceae-SIRX01_sp004563715

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_900175965.1_GTDB_Rubrobacteraceae-Rubrobacter_radiotolerans

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

MGR_bin80_Rubrobacteraceae

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

-2461.91

-576.42

-2695.05

-2417.67

-166.77

-1032.55

-2158.05

-2387.32

-729.98

-2529.62

-559.97

-2200.99

-2848.15

-840.08

-267.2

-720.88

-2831.93

-2553.55

-92.4

-1261.83

-3085.05

-79.67

-2923.62

-3450.88

-2316.09

-408.45

-1377.51

-2141.33

-504.1

-2495.76

-2137.9

-1957.92

-629.49

-213.59

-2055.44

-107.25

-2719.28

-2960.94

-340.08

-2650.99

-282.14

-2794.76

-175.41

-146.22

-2614.18

-2293.87

-243.85

-2784.15

-472.3

-485.87

-2282.4

-312.35

-2033.23

q) Rubrobacterales
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GCA_002390225.1_GTDB_UBA6960-UBA2589_sp002390225

GCA_003564555.1_GTDB_UBA6960-T3Sed10-66_sp003564555

GCA_007126035.1_GTDB_RSA9-SLCC01_sp007126035

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCA_002501085.1_GTDB_UBA6960-UBA887_sp002501085

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCA_003695865.1_GTDB_UBA6960-J028_sp003695865

GCA_007121435.1_GTDB_UBA6960-PXFI01_sp007121435

GCA_003562075.1_GTDB_UBA6960-CSSed11-55_sp003562075

GCA_007121775.1_GTDB_UBA6960-CSSed11-55_sp007121775

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCA_003242735.1_GTDB_RSA9-RSA9_sp003242735

GCA_002348265.1_GTDB_UBA6960-UBA2589_sp002348265

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCA_002348465.1_GTDB_UBA6960-UBA2589_sp002348465

GCA_007125125.1_GTDB_UBA6960-SLDT01_sp007125125

GCA_002346665.1_GTDB_UBA6960-UBA2988_sp002346665

GCA_002500925.1_GTDB_UBA6960-UBA2589_sp002500925

GCA_003556585.1_GTDB_UBA6960-T3Sed10-66_sp003556585

GCA_007126575.1_GTDB_UBA6960-SLBA01_sp007126575

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCA_007121455.1_GTDB_UBA6960-SKKN01_sp007121455

GCA_007127575.1_GTDB_UBA6960-SKZC01_sp007127575

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCA_002346625.1_GTDB_UBA6960-UBA6934_sp002346625

GCA_007130605.1_GTDB_UBA6960-SLBA01_sp007130605

GCA_003564295.1_GTDB_UBA6960-PXFI01_sp003564295

GCA_002731735.1_GTDB_UBA6960-UBA822_sp002731735

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCA_003559555.1_GTDB_UBA6960-PWLA01_sp003559555

MGR_bin289_SKRI01

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCA_007132965.1_GTDB_UBA6960-PWLA01_sp007132965

GCA_002311875.1_GTDB_UBA6960-UBA887_sp002311875

GCA_003567615.1_GTDB_UBA6960-CSSed11-55_sp003567615

GCA_007129525.1_GTDB_UBA6960-PWLA01_sp007129525

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_007125845.1_GTDB_UBA6960-SLCK01_sp007125845

GCA_002347035.1_GTDB_UBA6960-UBA2982_sp002347035

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCA_003447875.1_GTDB_UBA6960-UBA1138_sp003447875

GCA_003248075.1_GTDB_UBA6960-SZUA-318_sp003248075

GCA_002712565.1_GTDB_UBA6960-UBA822_sp002712565

GCA_002238865.1_GTDB_UBA6960-Bin94_sp002238865

MGR_bin145_SKRI01

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCA_007118565.1_GTDB_SKRI01-SKRI01_sp007118565

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

MGR_bin184_SKRI01

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

MGR_bin443_SKRI01

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCA_007120305.1_GTDB_UBA6960-SKNW01_sp007120305

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCA_007124095.1_GTDB_UBA6960-SLCK01_sp007124095

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCA_002724575.1_GTDB_UBA6960-UBA887_sp002724575

GCA_002718595.1_GTDB_UBA6960-GCA-2718595_sp002718595

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCA_002238605.1_GTDB_UBA6960-BD2-11_sp002238605

GCA_007121555.1_GTDB_UBA6960-CSSed11-55_sp007121555

GCA_007122885.1_GTDB_UBA6960-SKSR01_sp007122885

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_002313925.1_GTDB_UBA6960-UBA887_sp002313925

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae-2921.65

-5.73

-575.81

-271.03

-2638.29

-884.63

-1464.93

-2028.78

-2791.73

-972.35

-1079.55

-468.32

-1394.1

-2435.87

-82.79

-506.27

-2515.68

-115.89

-543.85

-469.43

-1996.79

-153.49

-2378.38

-40.29

-1012.62

-369.59

-713.04

-2530.91

-585.78

-533.53

-2173.62

-3450.61

-772.09

-2067.91

-639.31

-867.26

-1865.25

-2859.5

-55.24

-509.28

-49.95

-2256.12

-1263.25

-220.53

-933.08

-692.42

-2686.81

-510.63

-631.23

-789.55

-602.97

-2178.64

-2542.09

-994.96

-158.94

-638.19-1818.24

-2721.61

-290.43

-2489.21

-1136.38

-1209.75

-839.32

-2448.47

-2288.04

-3128.48
-2013.3

-304.27

-2865.06

-308.8

-1176.63

-40.08

-461.28

-2096.29

-314.04

-2406.93

-76.28

r) SG8-23
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GCA_005798685.1_GTDB_Solirubrobacteraceae-F1-60-MAGs163_sp005798685

MGR_bin120_Thermoleophilaceae

GCA_005884305.1_GTDB_70-9-AC-57_sp005884305

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCA_005788585.1_GTDB_Solirubrobacteraceae-SYBY01_sp005788585

MGR_bin204_Solirubrobacteraceae

GCA_003134675.1_GTDB_Solirubrobacteraceae-Palsa-744_sp003134675

MGR_bin102_Thermoleophilaceae

GCA_005884115.1_GTDB_Solirubrobacteraceae-Palsa-744_sp005884115

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCA_003137075.1_GTDB_Solirubrobacteraceae-Palsa-465_sp003137075

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

MGR_bin6_Solirubrobacteraceae

MGR_bin287_70-9

GCF_000519325.1_GTDB_Solirubrobacteraceae-Patulibacter_minatonensis

GCA_002919115.1_GTDB_70-9-RSA11_sp002919115

MGR_bin53_Thermoleophilaceae

GCF_003633755.1_GTDB_Solirubrobacteraceae-Solirubrobacter_pauli

MGR_bin162_Thermoleophilaceae

MGR_bin233_Thermoleophilaceae

GCA_005883295.1_GTDB_Thermoleophilaceae-AC-37_sp005883295

GCA_003133565.1_GTDB_Solirubrobacteraceae-Palsa-513_sp003133565

GCF_000420025.1_GTDB_Solirubrobacteraceae-Patulibacter_americanus

MGR_bin158_Solirubrobacteraceae

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

MGR_bin434_Solirubrobacteraceae

MGR_bin92_Thermoleophilaceae

MGR_bin374_Solirubrobacteraceae

GCA_002898855.1_GTDB_Thermoleophilaceae-Thermoleophilum_sp002898855

MGR_bin193_70-9

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCA_005883415.1_GTDB_Solirubrobacteraceae-Palsa-465_sp005883415

GCF_000025265.1_GTDB_Solirubrobacteraceae-Conexibacter_woesei

GCA_003244205.1_GTDB_Solirubrobacteraceae-QHBW01_sp003244205

GCA_003151895.1_GTDB_Solirubrobacteraceae-Palsa-744_sp003151895

GCA_003138355.1_GTDB_Solirubrobacteraceae-Palsa-513_sp003138355

GCF_000240225.1_GTDB_Solirubrobacteraceae-Patulibacter_medicamentivorans

GCA_003244035.1_GTDB_Solirubrobacteraceae-Palsa-465_sp003244035

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

MGR_bin207_Thermoleophilaceae

MGR_bin420_70-9

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

MGR_bin41_Thermoleophilaceae

GCF_900108055.1_GTDB_Thermoleophilaceae-Thermoleophilum_album

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCA_001897355.1_GTDB_70-9-67-14_sp001897355

GCA_005885165.1_GTDB_Thermoleophilaceae-AC-37_sp005885165

MGR_bin157_Solirubrobacteraceae

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

MGR_bin228_Thermoleophilaceae

MGR_bin71_Thermoleophilaceae

GCF_000424625.1_GTDB_Solirubrobacteraceae-Conexibacter_A_woesei_A

MGR_bin90_Thermoleophilaceae

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

MGR_bin186_Thermoleophilaceae

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCA_003165655.1_GTDB_Solirubrobacteraceae-Palsa-465_sp003165655

GCF_003044185.1_GTDB_Solirubrobacteraceae-SEOHO-28_sp003044185

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

MGR_bin98_Thermoleophilaceae

MGR_bin283_Thermoleophilaceae

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_005883255.1_GTDB_Solirubrobacteraceae-AC-38_sp005883255

MGR_bin259_Solirubrobacteraceae

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCA_003157595.1_GTDB_Solirubrobacteraceae-Palsa-513_sp003157595

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCA_005883905.1_GTDB_Solirubrobacteraceae-AC-49_sp005883905

GCF_000425945.1_GTDB_Solirubrobacteraceae-Solirubrobacter_sp000425945

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCA_005888335.1_GTDB_Solirubrobacteraceae-VAWY01_sp005888335

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

MGR_bin203_70-9

GCA_005883215.1_GTDB_Solirubrobacteraceae-AC-64_sp005883215

MGR_bin281_Solirubrobacteraceae

MGR_bin103_Thermoleophilaceae

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000423665.1_GTDB_Solirubrobacteraceae-Solirubrobacter_soli

MGR_bin110_Thermoleophilaceae

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

MGR_bin235_Thermoleophilaceae

GCF_000688095.1_GTDB_Solirubrobacteraceae-Conexibacter_A_sp000688095

GCA_005885515.1_GTDB_Solirubrobacteraceae-Palsa-744_sp005885515

GCA_003132505.1_GTDB_Solirubrobacteraceae-Palsa-513_sp003132505

MGR_bin83_Solirubrobacteraceae

GCA_005885405.1_GTDB_70-9-VAYN01_sp005885405

MGR_bin263_Thermoleophilaceae

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

MGR_bin4_Thermoleophilaceae

GCA_005884985.1_GTDB_70-9-AC-56_sp005884985

MGR_bin200_Solirubrobacteraceae

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

MGR_bin181_Thermoleophilaceae

MGR_bin406_Solirubrobacteraceae

-323.59

-2851.11

-520.01

-695.71

-564.13

-702.71

-1068.27

-719.34

-292.5

-223.42

-1505.71

-1021.94

-128.97

-1948.24

-2244.92

-361.24

-604.43

-150.38

-2844.73

-415.71

-331.14

-150.45

-638.77

-592.71

-2498.13

-647.97

-817.41

-855.54

-2693.26

-418.11

-2609.39

-2541.69

-3169.41

-736.21

-494.08

-616.76

-2526.29

-898.43

-301.53

-796.1

-832.21

-133.16

-882.53

-741.17

-427.41

-2158.38

-1500.06

-1199.75

-971.18

-317.16

-601.24

-823.26

-1111.08

-3100.06

-168.75

-2679.04

-435.61

-259.73

-356.59

-2217.82

-140.96

-954.52

-499.69

-697.59

-662.5

-1343.8

-2864.67

-595.62

-374.77

-2574.93

-356.12

-798.21

-727.49

-2258.72

-440.75

-2410.91

-270.52

-337.68

-2298.31

-668.56

-567.48

-513.37

-337.09

-647.59

-746.27

-2688.15

-2131.59

-2184.51

-276.93

-155.15

-718.91

-558.68

-2200.82

-1151.48

-825.9

-913.82

-2999.8

-2424.76

-3451.33

-222.3

-2863.88

-2814.65

-545.75

-801.58

s) Solirubrobacterales
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GCF_006385135.1_GTDB_Emcibacteraceae-Emcibacter_A_congregatus

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_003605475.1_GTDB_Sphingomonadaceae-Erythrobacter_B_aquimixticola

GCF_000512205.2_GTDB_Sphingomonadaceae-Sphingomonas_D_sanxanigenens

GCF_000333335.1_GTDB_Sphingomonadaceae-B12_sp000333335

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_003933235.1_GTDB_Sphingomonadaceae-Sphingorhabdus_B_wooponensis

MGR_bin112_Sphingomonadaceae

GCF_003860345.1_GTDB_Sphingomonadaceae-Caenibius_tardaugens

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_003201955.1_GTDB_Sphingomonadaceae-Blastomonas_natatoria

GCA_003694205.1_GTDB_Rhodothalassiaceae-J134_sp003694205

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

MGR_bin161_Sphingomonadaceae

GCF_003634215.1_GTDB_Sphingomonadaceae-Sphingosinicella_microcystinivorans

GCF_900128895.1_GTDB_Sphingomonadaceae-Sphingorhabdus_A_marina

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_003050615.1_GTDB_Sphingomonadaceae-Sphingomonas_H_oleivorans

GCF_000420305.1_GTDB_Sphingomonadaceae-Elkelangia_baekryungensis

GCF_000420765.1_GTDB_Sphingomonadaceae-Sandarakinorhabdus_limnophila

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_001661675.2_GTDB_Sphingomonadaceae-Croceicoccus_marinus

GCF_001598375.1_GTDB_Sphingomonadaceae-Novosphingobium_capsulatum

GCF_000974765.1_GTDB_Sphingomonadaceae-Sphingomonas_B_changbaiensis

GCA_002401685.1_GTDB_Kordiimonadaceae-GCA-2401685_sp002401685

GCF_003958635.1_GTDB_Sphingomonadaceae-Altererythrobacter_E_xinjiangensis

MGR_bin414_Sphingomonadaceae

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

MGR_bin349_Sphingomonadaceae

GCF_003590775.1_GTDB_Sphingomonadaceae-K2R01-6_sp003590775

GCA_002700365.1_GTDB_Emcibacteraceae-GCA-2700365_sp002700365

GCF_005518185.1_GTDB_Sphingomonadaceae-UBA1936_sp005518185

GCF_001687545.1_GTDB_Sphingomonadaceae-Erythrobacter_E_namhicola

GCA_004356215.1_GTDB_SMXR01-SMXR01_sp004356215

GCF_000013005.1_GTDB_Sphingomonadaceae-Altererythrobacter_D_litoralis_A

GCF_003385775.1_GTDB_Sphingomonadaceae-Parasphingopyxis_lamellibrachiae

GCA_002390425.1_GTDB_Emcibacteraceae-UBA4441_sp002390425

GCA_003695065.1_GTDB_J090-J090_sp003695065

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000176355.1_GTDB_Sphingomonadaceae-Citromicrobium_bathyomarinum

GCA_002278985.1_GTDB_Sphingomonadaceae-34-65-8_sp002278985

GCF_000375545.1_GTDB_Kordiimonadaceae-Kordiimonas_gwangyangensis

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

MGR_bin431_Sphingomonadaceae

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000715015.1_GTDB_Sphingomonadaceae-Erythrobacter_longus

MGR_bin57_Sphingomonadaceae

GCF_004341375.1_GTDB_Rhodothalassiaceae-Rhodothalassium_salexigens

GCF_000710935.1_GTDB_Rhodothalassiaceae-Q-1_sp000710935

GCA_003695555.1_GTDB_Rhodothalassiaceae-J084_sp003695555

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_004681125.1_GTDB_Sphingomonadaceae-Polymorphobacter_sp004681125

GCA_007097155.1_GTDB_Sphingomonadaceae-LB1R16_sp007097155

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

MGR_bin317_Sphingomonadaceae

GCF_003012815.1_GTDB_Sphingomonadaceae-Allosphingosinicella_vermicomposti

MGR_bin56_Sphingomonadaceae

GCF_001698205.1_GTDB_Sphingomonadaceae-Altererythrobacter_B_dongtanensis

GCF_000787715.1_GTDB_Sphingomonadaceae-Sphingomonas_parapaucimobilis

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000342165.1_GTDB_Sphingomonadaceae-Pacificimonas_flava

GCF_003515075.1_GTDB_Sphingomonadaceae-ZDH117_sp003515075

MGR_bin224_Sphingomonadaceae

GCF_004358425.1_GTDB_Sphingomonadaceae-Qipengyuania_sediminis

GCF_001719165.1_GTDB_Sphingomonadaceae-Erythrobacter_D_litoralis

MGR_bin343_Sphingomonadaceae

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

MGR_bin352_Sphingomonadaceae

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_001663175.1_GTDB_Sphingomonadaceae-Porphyrobacter_neustonensis

GCA_005144965.1_GTDB_Sphingomonadaceae-GCA-005144965_sp005144965

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_003340475.1_GTDB_Sphingomonadaceae-ZODW24_sp003340475

GCF_000175255.2_GTDB_Sphingomonadaceae-Zymomonas_mobilis

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000711715.1_GTDB_Sphingomonadaceae-Sphingomonas_A_astaxanthinifaciens

GCA_003577275.1_GTDB_J090-PRO5_sp003577275

GCF_000315525.1_GTDB_Sphingomonadaceae-Sphingobium_yanoikuyae

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_001008165.2_GTDB_Sphingomonadaceae-Croceibacterium_atlanticus

GCF_002355275.1_GTDB_Sphingomonadaceae-Rhizorhabdus_dicambivorans

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCA_002422945.1_GTDB_Sphingomonadaceae-UBA6174_sp002422945

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_001890385.1_GTDB_Sphingomonadaceae-JJ-A5_sp001890385

GCF_003391115.1_GTDB_Sphingomonadaceae-Sphingomonas_I_crusticola

GCF_001281485.1_GTDB_Sphingomonadaceae-Altererythrobacter_epoxidivorans

GCF_003688555.1_GTDB_Kordiimonadaceae-Eilatimonas_milleporae

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_001235865.1_GTDB_Sphingomonadaceae-Erythrobacter_A_citreus

GCA_002783485.1_GTDB_Sphingomonadaceae-1-14-0-65-65-10_sp002783485

GCF_003034225.1_GTDB_Sphingomonadaceae-Sphingomonas_E_fennica

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_006385175.1_GTDB_Emcibacteraceae-Emcibacter_nanhaiensis

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCA_004356955.1_GTDB_SMXS01-SMXS01_sp004356955

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_900113315.1_GTDB_Sphingomonadaceae-Sphingomonas_G_jatrophae

MGR_bin370_Sphingomonadaceae

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCA_002422985.1_GTDB_Sphingomonadaceae-Sandaracinobacter_sp002422985

GCF_001314325.1_GTDB_Sphingomonadaceae-Sphingopyxis_macrogoltabida

GCF_001028625.1_GTDB_Sphingomonadaceae-Altererythrobacter_A_marensis

-587.31

-477.88

-926.81

-498.1

-307.3

-200.61

-495.83

-2366.76

-522.54

-650.88

-569.58

-1131.11

-645.94

-1526.16

-437.58

-86.99

-333.89

-1117.73

-293.75

-1771.43

-805.97

-2113.51

-283.1

-575.61

-3449.95

-1288.24

-740.01

-2496.69

-2378.36

-101.3

-2216.44

-614.34

-471.07

-798.03

-545.3

-1885.67

-587.34

-358.17

-2596.61

-261.51

-622.91

-724.58

-774.31

-124.64

-319.76

-1699.41

-220.62

-1929.59

-840.03

-679.19

-360.85

-308.37

-598.1

-1045.41

-501.83

-2476.34

-267.32

-3250.38

-268.08

-1226.39

-1408.28

-1985.54

-1966.57

-352.25

-356.7

-581.01

-1886.21

-165.19

-425.51

-2217

-964.93

-485.48
-399.38

-402.55

-2910.77

-2125.58

-272.75

-603.63

-2005.95

-1143.98

-2737.73

-1903.54

-1195.02

-1583.35

-958.65

-880.54

-157.32

-803.24

-1544.63

-430.77

-480.34

-417.18

-1016.48

-251.53

-1519.76

-980.89

-709.25

-246.42

-691.25 -553.56

-214.81

-532.46

-1386.58

-1539.69

-357.01

-391.82

-1605.61

-198.27

-2622.09

t) Sphingomonadales
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GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCA_007124395.1_GTDB_Thermomicrobiaceae-SLMJ01_sp007124395

MGR_bin16_UBA6265

GCA_002898975.1_GTDB_Thermomicrobiaceae-Thermomicrobium_sp002898975

MGR_bin225_CFX8

GCA_003577355.1_GTDB_CFX8-CFX8_sp003577355

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

MGR_bin284_UBA6265

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

MGR_bin215_UBA6265

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

MGR_bin45_UBA6265

MGR_bin116_UBA6265

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

MGR_bin109_UBA6265

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000024985.1_GTDB_Thermomicrobiaceae-Sphaerobacter_thermophilus

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

MGR_bin25_UBA6265

MGR_bin337_UBA6265

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCA_007133615.1_GTDB_Thermomicrobiaceae-SLMJ01_sp007133615

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCA_007123655.1_GTDB_Thermomicrobiaceae-SLMJ01_sp007123655

MGR_bin276_UBA6265

MGR_bin202_UBA6265

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000021685.1_GTDB_Thermomicrobiaceae-Thermomicrobium_roseum

GCA_002898875.1_GTDB_Thermomicrobiaceae-HRBIN26_sp002898875

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

MGR_bin301_UBA6265

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCA_002440805.1_GTDB_UBA6265-UBA6265_sp002440805

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCA_002898255.1_GTDB_Thermomicrobiaceae-Thermomicrobium_sp002898255

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000297255.1_GTDB_Thermomicrobiaceae-Nitrolancea_hollandica

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

MGR_bin118_UBA6265

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCA_007122555.1_GTDB_Thermomicrobiaceae-SLMJ01_sp007122555

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

MGR_bin87_UBA6265

MGR_bin178_UBA6265

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_000744775.1_GTDB_Thermomicrobiaceae-Thermorudis_peleae

MGR_bin68_UBA6265
-151.91

-1783.18

-2859.42

-2467.72

-3054.67

-486.86

-2468.15

-1953.55

-2573.29

-2595.51

-2315.16

-590.26

-683.1

-2366.96

-2838.88

-267.45

-1208.95

-207.91

-3450.57

-745.58

-2177.57

-793.59

-2186.49

-451.56

-573.81

-1059.67

-161.03

-2050.85

-2472.85

-72.05

-2131.43

-95.49

-992.49

-866.37

-2722.25

-1232.98

-277.67

-1937.78

-2535.94

-2949.15

-720.55

-964.59

-637.72

-277.02

-2489.31

-796.01

-825.99

-1451.44

-2230.84

-230.39

-218.36

-1967.15

-2927.81

-391.99

-714.3

-695.24

-1347.57

-1932.55

-2823.76

-2682.15

u) Thermomicrobiales
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GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCA_003485715.1_GTDB_UBA7966-UBA7966_sp003485715

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCA_002299125.1_GTDB_UBA7966-UBA7966_sp002299125

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCA_002007425.1_GTDB_UBA7966-USCg-Taylor_sp002007425

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

MGR_bin62_UBA7966

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

MGR_bin175_UBA7966

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

-699.99

-2844.23

-665.97

-2995.84

-2188.98

-2560.7

-50.64

-2757.54

-2310.22

-2633.9

-2262.88

-1181.26

-3005.26

-1937.23

-62.02

-2774.68

-2541.44

-2188

-266.95

-2578.56

-1535.54

-2320.5

-2203.07

-2145.54

-1038.25

-1403.5

-2448.97

-2468.07

-2386.89

-2438.35

-2239.05

-2767.07

-2518.6

-2901.7

-3097.3

-3451.29

v) UBA7966
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GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCA_005801395.1_GTDB_UBA11346-BOG-1363_sp005801395

MGR_bin361_UBA11346

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCA_007131555.1_GTDB_UBA11346-SLQH01_sp007131555

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCA_003136555.1_GTDB_UBA11346-BOG-1363_sp003136555

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCA_003482625.1_GTDB_UBA11346-UBA11346_sp003482625

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

MGR_bin423_UBA11346

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

MGR_bin356_UBA11346

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

MGR_bin222_UBA11346

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

MGR_bin350_UBA11346

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

MGR_bin416_UBA11346

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

-2774.49

-2145

-2292.95

-2695.66

-2342.56

-732.3

-1131.11

-2131.68

-2003.82

-337.27

-509.42

-2290.36

-3187.31

-2219.57

-264.12

-795.71

-1344.12

-3048.68

-676.97

-2804.09

-226.05

-2733.34

-1730.79

-1973.36

-1475.24

-2450.18

-2182.97

-962.48

-1869.43

-1939

-600.55

-679.34

-2098.03

-2291.86

-1832.88

-2596.64

-2459.3

-2634.42

-2495.86

-3451

-2471.78

w) UBA11346
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MGR_bin44_UBA2999

GCF_000016085.1_O_Chlorobiaceae-Chlorobium_phaeovibrioides

GCF_000008765.1_O_Clostridiaceae-Clostridium_S_acetobutylicum

GCF_000172155.1_O_Verrucomicrobiaceae-Verrucomicrobium_spinosum

GCA_001724025.1_GTDB_SCN-69-37-SCN-69-37_sp001724025

GCA_002696705.1_GTDB_UBA823-UBA8106_sp002696705

GCA_002730735.1_GTDB_UBA823-UBA11600_sp002730735

MGR_bin29_2-12-FULL-66-21

MGR_bin422_SCN-69-37

GCF_001886815.1_O_Calditrichaceae-Caldithrix_abyssi

GCA_002730525.1_GTDB_UBA823-UBA2161_sp002730525

GCF_000013365.1_O_Xanthobacteraceae-Rhodopseudomonas_palustris_J

MGR_bin258_Vicinamibacteraceae

GCF_000284335.1_O_Caldisericaceae-Caldisericum_exile

GCF_000170755.1_O_Lentisphaeraceae-Lentisphaera_araneosa

GCA_001768615.1_GTDB_UBA2999-12-FULL-67-14b_sp001768615

GCA_002726085.1_GTDB_UBA8438-UBA8438_sp002726085

GCF_001878485.1_O_Campylobacteraceae-Campylobacter_D_jejuni

GCF_000284215.1_O_Microcystaceae-Synechocystis_sp000284455

GCF_000020145.1_O_Elusimicrobiaceae-Elusimicrobium_minutum

GCA_003222535.1_GTDB_UBA2999-Gp6-AA45_sp003222535

GCA_003222635.1_GTDB_UBA2999-Gp6-AA40_sp003222635

GCA_003509065.1_GTDB_UBA823-UBA8106_sp003509065

GCA_001464065.1_GTDB_Vicinamibacteraceae-Luteitalea_sp001464065

GCA_002346475.1_GTDB_UBA2999-UBA2999_sp002346475

MGR_bin296_2-12-FULL-66-21

GCF_000022565.1_O_Acidobacteriaceae-Acidobacterium_capsulatum

GCA_004297655.1_GTDB_SCN-69-37-SCUN01_sp004297655

GCA_002720285.1_GTDB_UBA823-UBA11600_sp002720285

GCF_000011385.1_O_Gloeobacteraceae-Gloeobacter_violaceus

GCF_001618865.1_GTDB_Vicinamibacteraceae-Luteitalea_pratensis

GCA_002328835.1_GTDB_UBA823-UBA2161_sp002328835

GCA_002296225.1_GTDB_UBA823-UBA823_sp002296225

MGR_bin97_2-12-FULL-66-21

GCA_001767195.1_GTDB_UBA2999-2-12-FULL-68-19_sp001767195

GCF_000023325.1_O_Kosmotogaceae-Kosmotoga_olearia

MGR_bin172_2-12-FULL-66-21

GCA_001767525.1_GTDB_UBA2999-2-12-FULL-68-19_sp001767525

GCA_003170135.1_GTDB_Fen-181-Fen-181_sp003170135

GCF_000010305.1_O_Gemmatimonadaceae-Gemmatimonas_aurantiaca

GCA_003223775.1_GTDB_UBA2999-Gp6-AA45_sp003223775

GCF_000427095.1_O_Chthonomonadaceae-Chthonomonas_calidirosea

GCA_002737365.1_GTDB_UBA2999-12-FULL-67-14b_sp002737365

GCF_000196115.1_O_Pirellulaceae-Rhodopirellula_baltica

GCA_001767435.1_GTDB_UBA2999-2-02-FULL-65-29_sp001767435

GCA_001767495.1_GTDB_UBA2999-2-12-FULL-65-11_sp001767495

GCF_000008625.1_O_Aquificaceae-Aquifex_aeolicus

GCF_000177635.2_O_Chrysiogenaceae-Desulfurispirillum_indicum

GCF_000604125.1_O_Treponemataceae-Treponema_pallidum

GCA_003157675.1_GTDB_Fen-181-FEN-299_sp003157675

GCF_000237805.1_O_Dethiosulfovibrionaceae-Jonquetella_anthropi

GCA_002717745.1_GTDB_UBA823-UBA11600_sp002717745

GCA_003242705.1_GTDB_SCN-69-37-SCN-69-37_sp003242705

GCF_000317285.1_O_Nostocaceae-Chlorogloeopsis_fritschii

GCF_000317535.1_O_Nostocaceae-Cylindrospermum_stagnale

GCF_000146505.1_O_Fibrobacteraceae-Fibrobacter_succinogenes

GCF_000152145.1_O_Chloroflexaceae-Oscillochloris_trichoides

GCF_000068585.1_O_Chlamydiaceae-Chlamydia_trachomatis

GCA_001767455.1_GTDB_2-12-FULL-66-21-2-12-FULL-66-21_sp001767455

GCA_003223835.1_GTDB_2-12-FULL-66-21-Gp6-AA38_sp003223835

GCA_005778315.1_GTDB_UBA8438-UBA8438_sp005778315

GCA_002347025.1_GTDB_UBA8438-UBA8438_sp002347025

GCF_000020965.1_O_Dictyoglomaceae-Dictyoglomus_thermophilum

GCF_000482825.1_O_Thermodesulfovibrionaceae-Thermodesulfovibrio_yellowstonii

GCF_000146065.2_O_Cloacimonadaceae-Cloacimonas_acidaminovorans

GCA_003222675.1_GTDB_2-12-FULL-66-21-QHWT01_sp003222675

GCA_003222395.1_GTDB_UBA2999-Gp6-AA56_sp003222395

GCA_002712885.1_GTDB_UBA8438-UBA8438_sp002712885

GCF_000012385.1_O_Rickettsiaceae-Rickettsia_bellii

GCA_003533545.1_GTDB_UBA8438-UBA8438_sp003533545

GCF_000217795.1_O_Thermodesulfatatoraceae-Thermodesulfatator_indicus

MGR_bin331_2-12-FULL-66-21

MGR_bin286_2-12-FULL-66-21

GCA_002714165.1_GTDB_UBA823-UBA11600_sp002714165

GCF_000005845.2_O_Enterobacteriaceae-Escherichia_flexneri

GCF_900115095.1_O_Streptosporangiaceae-Spirillospora_madurae

GCA_002346545.1_GTDB_UBA8438-UBA8438_sp002346545

GCA_001917905.1_GTDB_UBA2999-40CM-4-65-8_sp001917905

GCA_005799825.1_GTDB_SCN-69-37-SYFT01_sp005799825
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-1032.81
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-592.19

-688.98

-968.93

-2315.01

-2743.9

-521.58

-2621.92

-2782.28

-713.52

-598.37

-497.53

-306.61

-1217.77

-572.34

-235.98

-925.83

-163.65

-405.56

-2423.96

-211.32

-2205.84

-526.98

-390.37

-449.97

-315.52

-559.63

-3166.59

-881.06

-1011.59

-273.37

-308.78

-89.29

-3111.39

-2485.77

-2845.66

-791.38

-465.53

-2178.22

-2465.13

-2611.68

-316.16
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-292.32

x) Vicinamibacterales
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