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TABLE S2. Diversity indices and amplicon size of 10 Teratosphaeria destructans microsatellite markers 

Locus 

Number of alleles Hexp
a E.5b Amplicon size (bp) 

Havenga et al. 

(2020b) 

This 

study 

Havenga et al. 

(2020b) 

This 

study 

Havenga et al. 

(2020b) 

This 

study 

Havenga et al. 

(2020b) 
This study 

A 2 3 0.12 0.27 0.51 0.53 195; 198 192; 195; 198 

B 2 2 0.43 0.4 0.88 0.82 384; 387 384; 387 

C 2 3 0.11 0.11 0.49 0.44 233; 235 233; 235; 237 

D 2 2 0.49 0.50 0.99 1.00 295; 298 295; 298 

E 2 2 0.12 0.10 0.50 0.48 312; 315 312; 315 

G 3 3 0.42 0.39 0.67 0.64 413; 415; 433 413; 415; 433 

H 3 3 0.33 0.43 0.67 0.82 311; 320; 323 311; 320; 323 

J 3 4 0.60 0.67 0.86 0.82 366; 372; 374 366; 372; 374; 382 

K 4 4 0.64 0.59 0.82 0.76 414; 438; 441; 444 414; 438; 441; 444 

L 2 3 0.24 0.43 0.63 0.65 399; 402 393; 399; 402 

Mean 2.5 2.9 0.35 0.39 0.70 0.70 N/A N/A 

a Gene diversity (Nei, 1978); Hexp =(n∕n−1)(1−Σp2
i). 

b Pielou’s evenness index (Pielou, 1975); E.5 = (H′/logS). 


