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Figure S1: Genealogical concordance phylogenetic species recognition (GCPSR) based on analyses of the ITS, tef-1a, -

tub and rpb2 sequence data. Bootstrap values above 70% and PP values above 0.95 are shown at the nodes. Isolates in

bold were obtained in this study. The trees are rooted to isolates of Melanops tulasnei (CB5116805, CBS116806)
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