
1 
 

Efficiencies of stationary sampling tools for tsetse Glossina fuscipes fuscipes in 
western Kenya 

Supplementary material 

Njelembo J Mbewe1,2,3*, Catherine L Sole2, Christian W W Pirk2, Daniel K Masiga1 and Abdullahi A 

Yusuf2 

1 International Centre of Insect Physiology and Ecology, P.O Box 30772-00100, Nairobi Kenya  

2 Department of Zoology and Entomology, University of Pretoria, Private Bag X20, Hatfield, Pretoria 

028, South Africa  

3 Department of Disease Control, London School of Hygiene and Tropical Medicine, London WC1E 

7HT, United Kingdom 

*Corresponding author email: njelembombewe@yahoo.com 

Catherine.sole@up.ac.za 

cwwpirk@zoology.up.ac.za 

dmasiga@icipe.org 

aayusuf@zoology.up.ac.za 

 



2 
 

 

Figure 1: Gel image after amplification of rRNA gene using primers 63F and TKSSsp.  M is 100bp DNA 

ladder, N is negative controls and numbers represent sample identity numbers. 

 

>Sample 33 DNA sequence (Vagococcus) 

ACCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCCAACAGAGGGGGATAA

CACTTGGAAACAGGTGCTAGTACCGCATAATTTGTTTTCCCGCATGGGAGAATAA

TAAAAGACGCTTCGGTGTCACTGTTGGATGGGCCCGCGCTGCATTAGTTAGTTGG

TGGGGTAATGGCCTACCAAGACCGTGATGCATAGCCGACCTGAGAGGGTGATCG

GCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGA

ATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGG

TTTTGGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGTGGGAGAGTAACTGTT

CCCACCTTGACGGTATCTTACCAGAAAGG 

 

>Sample 39 DNA sequence (Spiroplasma) 

TGAGTAACACGTATCTGATCTACCTCTGAGTGGGGGTGACAGTTGGGAACAACT

GCTAATACCACATATGACACCATTATGGCATCACAAGGTGTTGAAAGATCCCTTT

GGATCGCTGAAAAGATGAGGATGCGGCGTATTAGCTTGTAGGTGGGGTAATGGC

CTACCTATGCGATGATGCGTAACCGAACTGACAGGTTGATCGGCCACATTGGGA
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CTGAGATACTGCCCAGACTCCTACGGGAGGCAACACTACGGAATTTCCCACAAT

GGGCAAAAGCCTGAAGAATTAATGCCTGGTGAGTGATGAAAGTCATCAGATTGT

AAAGCTCTGTTGGAGGGGAAGAAATGCTAAAAGAGGAAAGTACCTTACCAGAAC

CCACGGCTAAGGTATCTTACCAGAAACACGGCTAA 

 

 


