Supplementary Table S5: Substrate utilization of Bradyrhizobium strains a described Bradyrhizobium type strains of the B. elkanii supergroup.
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Results are indicated as ‘“+’ positive for substrate utilization, ‘w’ weak for substrate utilization, ‘-° negative for substrate utilization, ‘v’ for variable results

between strains within a species and grey blocks indicates no data available. Thick black lines are used to separate strains of the same species.

]solates are numbered (1-14): (1) Pear128, (2) Pear129, (3) Pear767, (4) Leo176, (5) 19AH, (6) 19AJ, (7) 10BBT, (8) 16BA nol,) (9) Arg62, (10 R5, (11)
Cham227, (12) Cham231, (13) Arg68 (14) Pear77".

Bradyrhizobium type strains: (a) B. elkanii USDA6" (This study), (b) B. pachyrhizi PAC48" (Ramirez-Bahena et al., 2009), (c) B. embrapense SEMIA6208"
(Delamuta et al., 2015), (d) B. tropiciagri SEMIA6148T (Delamuta et al., 2015), (e) B. erythrophlei CCBAU 533257 (Yao et al., 2015), (f) B. ferriligni CCBAU
515027 (Yao et al., 2015), (g) B. viridifuturi SEMIA690T (Helene et al., 2015), (h) B. mercantei SEMIA6399T (Helene et al., 2017), (i) B. brasilense (da Costa et
al., 2017), (j) B. ivorense CI-1B” (Fossou et al., 2019), (k) B. uaiense UFLA03-164T (Michel et al., 2020). Results of API 20NE and Biolog test for each

respective Bradyrhizobium described species (i.e. based on results available for all strains within a species) was obtained from published species descriptions.




