Akt1 (S473 highlighted)
Human Sequence: NCBI Reference Sequence: NP_005154.2
Mousebird Sequence: GenBank: KFP32138.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

MSDVAIVKEGWLHKRGEY IKTWRPRYFLLKNDGTF IGYKERPQDVDQREAPLNNFSVAQC
——————————————— GEY IKTWRPRYFLLKNDGTF IGYKERPQDVDQRESPLNNFSVAQC

QLMKTERPRPNTFIIRCLQWTTVIERTFHVETPEEREEWTTAIQTVADGLKKQEEEEMDF
QLMKTERPKPNTF I IRCLQWTTVIERTFHVETPEEREEWTKAIQTVADSLKKQEEEMMDF

*okk

RSGSPSDNSGAEEMEVSLAKPKHRVTMNEFEYLKLLGKGTFGKV ILVKEKATGRYYANMK 1
RSGSPSDNSGAEEMEVSMTKPKHKVTMNEFEYLKLLGKGTFGKV ILVKEKATGRYYANMKI

LKKEV IVAKDEVAHTLTENRVLQNSRHPFLTALKYSFQTHDRLCFVMEYANGGELFFHLS
LKKEV IVAKDEVAHTLTENRVLQNSRHPFLTALKYSFQTHDRLCFVMEYANGGELFFHLS

RERVFSEDRARFYGAEIVSALDYLHSEKNVVYRDLKLENLMLDKDGHIKITDFGLCKEGI
RERVFSEDRARFYGAEIVSALDYLHSEKNVVYRDLKLENLMLDKDGHIKITDFGLCKEGI

KDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQDHEKLFEL
KDGATMKTFCGTPEYLAPEY — == = — = = — — — — o oo

ILMEEIRFPRTLGPEAKSLLSGLLKKDPKQRLGGGSEDAKE IMQHRFFAG I VWQHVYEKK

Percent identity where partial sequences overlap: 97.38%

60
45

120
105

180
165

240
225

300
285

360
305

420
305

480
305



GSK3a = no mousebird sequence available



GSK3b (S9 highlighted)

Human sequence: GenBank: CAG38748.1

Mousebird Sequence: NCBI Reference Sequence: XP_010198261.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

MSGRPRTTSFAESCKPVQQPSAFGSMKVSRDKDGSKVTTVVATPGQGPDRPQEVSYTDTK

VIGNGSFGVVYQAKLCDSGELVAIKKVLQDKRFKNRELQ IMRKLDHCN IVRLRYFFYSSG
—————————————————————————— flipltf----vnalividvsnllliIfffsssl
* * - -

- *k *- - = mkk kK

EKKDEVYLNLVLDYVPETVYRVARHYSRAKQTLPV1YVKLYMYQLFRSLAY IHSFGICHR
fgkdevylInlvldyvpetvyrvarhysrakgtipmiyvklymyglfrslayihsfgichr

DIKPQNLLLDPDTAVLKLCDFGSAKQLVRGEPNVSY ICSRYYRAPEL IFGATDYTSSIDV
dikpgnllldpdtaviklcdfgsakglvrgepnvsyicsryyrapelifgatdytssidv

WSAGCVLAELLLGQP IFPGDSGVDQLVE I IKVLGTPTREQIREMNPNYTEFKFPQ IKAHP
wsagcvilaelllggpifpgdsgvdglveiikvigtptreqiremnpnytefkfpgikahp

WTK-———m o= VFRPRTPPEAIALCSRLLEYTPTARLTPLEACAHSFFDELRDPN
wtkdssgtghftsgvrvfrprtppeaialcsrileytptarltpleacahsffdelrdpn

B

VKLPNGRDTPALFNFTTQELSSNPPLAT ILIPPHARIQAAASTPTNATAASDANTGDRGQ
vklIpngrekpalfnfttgelssnpslasilipaharngaaastptnataasdvnagervq
- *k - Hhxk

K-k -k Kx

TNNAASASASNST 420
tnsvatasasnst 343

*k * - FkhkAK A

Percent identity where partial sequences overlap: 88.79%

120

180
90

240
150

300
210

347
270

407
330



PTEN (5380 Highlighted)

Human Sequence: GenBank: AAD13528.1

Mousebird Sequence: NCBI Reference Sequence: XP_010208730.1

CLUSTAL 0(1-.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

MTATTKEIVSRNKRRYQEDGFDLDLTY 1 YPNI IAMGFPAERLEGVYRNNIDDVVRFLDSK

HKNHYKTYNLCAERHYDTAKFNCRVAQYPFEDHNPPQLEL IKPFCEDLDQWLSEDDNHVA
—————————— CAERHYDTAKFNCRVAQYPFEDHNPPQLEL I KPFCEDLDQWLSEDDNHVA

ATHCKAGKGRTGVMICAYLLHRGKFLKAQEALDFYGEVRTRDKKGVT IPSQRRYVYYYSY
ATHCKAGKGRTGVMICAYLLHRGKFLKAQEALDFYGEVRTRDKKGVT IPSQRRYVYYYSY

LLKNHLDYRPVALLFHKMMFET IPMFSGGTCNPQFVVCQLKVKIYSSNSGPTRREDKFMY
LLKNHLDYRPVALLFHKMMFET IPMFSSGTCNPQFVVYQLKVKIFTSPSGPSRREDKYMY

==k Kkk - kA kAk - kk

FEFPQPLPVCGD IKVEFFHKQNKMLKKDKMFHFWYNTFF IPGPEETSEKVENGS-LCDQE
FEFPQPLPVCGD IKVEFFHKQNKMLKKDKMFHFWVYNTFF 1 GL-DENSDKVENGSLVADQE

=Kk K-kkkhkkhk - kkk

IDS1CSIERADNDKEYLVLTLTKNDLDKANKDKANRYFSPNFKVKLYFTKTVEEPSNPEA
LDGIFSTERSDNDKEYL ILTLTKNDLDKANKDKANRYFSPNFKVKLFFTKTVEEPSNPEA

-k Kk Kk Kk

SSSTSVTPDVSDNEPDHYRYSDTTDSDPENEPFDEDQHTQITKV 403
SSSTSVTPDVSDNEPDHYRYSDTTDSDPENEPFDEDQHTQITKV 333

Percent identity where partial sequence overlaps: 93.67%

120
50

180
110

240
170

299
229

359
289



RPS6 (S235/236)

Human Sequence: NCBI Reference Sequence: NP_001001.2

Mousebird Sequence: NCBI Reference Sequence: XP_010207307.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

mkInisfpatgcgklievdderklrtfyekrmatevaadalgeewkgyvvrisggndkgg

X

ipgltdttvprrigpkrasrirklfnlskeddvrgyvvrkplnkegkkprtkapkiqrilv
ipgltdttvprrigpkrasrirklfnlskeddvrqyvvrkplnkegkkprtkapkiqrlv

tprvighkrrrialkkgrtkknkeeaaeyakl lakrmkeakekrgeqiakrrrisslras
tprvighkrrrialkkgrtgknkeeaaeyakl lakrmkeakekrgeqiakrrrisslras

tsksessgk 249
tsksessgk 132

FhkFxhkrk Ak ok

Percent identity where partial sequence overlaps: 99.24%

120

180

240
123



TSC2 (S939 highlighted)

Human Sequence: GenBank: AAI50301.1

Mousebird Sequence: NCBI Reference Sequence: XP_010205705.1

CLUSTAL 0(1.-2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

makptskdsglkekfkillglgtprpnprsaegkqtefiitaeilrelsmecglnnrirm
makpqskdsglkekfrnlIglgtsrgsskssegkqtefl|tae|lkeIS|ecglsnr|ra

= ekek -

iggicevaktkkfeehavealwkavadl lgperplearhavlallkaivqgqgerligvir
|sq|cevaktkkleehavealwkvvadmquerpvearhavlhIIkS|vnggerIg|Ir

** *** ***

alffkvikdypsnedlherlevfkaltdngrhityleeeladfviqwmdvglsseflivi
ahffKV|rdypsnedIherlevfkaltengryltyleeeIadfvlqwmdvgIsseflIvI

***

vnlvkfnscyldeyiarmvgmicl lcvrtvssvdievslgvldavvcynclpaeslplfi
vnlkanscyledyvadmvhklclIC|qtssfvd|e|slqvldavvcynclpsenIpvfl

*********** * * ** - * * * ** **

vtlcrtinvkelcepcwkImrnllIgthlghsaiynmchlmedraymedapl lrgavffvg
itlcrtinvkelcepcwkImrnllgthlghsaiynmcrimedraymadaal lrgavffvg
. - - *x

malwgahrlyslrnsptsvilpsfygamacpnevvsyeivisitrlikkyrkelqvvawdi
malwgahrlnslknsptsvlpsflkamtcpnavvsyeleS|trl|kkygkelqavtwd|

** *k*k

IIniierllqqglgtldspelrtivhdl Ittveelcdgnefhgsgeryfelvercadqrpe
IIdlmerlIqqlqslesqelksuvhdlIttveechqnefhgseerffeIvercadqrpe

** * ******** * * ** -

sslInlisyragsihpakdgwignlgalmerffrsesrgavrikvidvisfvilinrgfy
ssvlnl|tyraqS|hpakdi|hanIImerffrnenrsavrlkadvIsvaS|nrqu

** *** * *

eeelinsvvisqglshipedkdhgvrklatgl Ivdlaegchthhfnslldiiekvmarsls
eeel|nIVV|sanh|pedkdhqukIatqIIvdlaegcnthhfnslIdllekvaahsls

* E =

pppeleerdvaaysasledvktavigllvilgtklytlpashatrvyemlvshiqglhykh
spseleerdlIsysasledvktavlgllllIqtklyslpsshamqueml|hthrhymy

** E ***** * * KKk -

sytlpiassirlgafdflllradsihriglpnkdgvvrfspycvcdymeper-gsekkt
ayslavaSS|rlqvfdfl———radslhrlgIsnkdgavrfspycchfveaekrtsekkp

* E ** * * EE =

sgplspptgppgpapagpavrigsvpyslifrviigclkgesdweviklvigripeslry
tgtlsppsgspsvpaqntalrvsnlpysmvfgvlchlkqetdwkvlklvlnklpeslry

* **** * * *** -k

kvliftspcsvdglcsalcsmlsgpktlerlrgapegfsrtdihlavvpvital isyhny
kvIfltspcnidllasalsymltdkkttdrihgtpegfsrtdihlavvpvitalisyhny

KAk = =kkkk =k K Kkk KKk - Kk =kk -k -

ldktkgremvycleqglihrcasqcvvalsicsvempdiiikalpvlvvklthisatasm
Idkaquelvyclehgl|yrcanqcvvalsvcsvempd|||kalpvllvklth|satanm

Fedeok = Kk - Rk ke - dokok - Kekek *

avplleflstlarlphlyrnfaaeqyasvfaislpytnpskfngyivclahhviamwfir
aiplleflstlarlphlyrnfaaeqyasvfaislpytnpskfngyivclahhviamwfir

60

120
120

180
180

240
240

300
300

360
360

420
420

480
480

540
540

600
600

659
657

719
717

779
r7

839
837

899
897



Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

cripfrkdfvpfitkglrsnvlIsfddtpekdsfrarstsinerpkslriarppkgglnn
cripfrkdfvpyitkglrsnvlIsfddtpekdsfrarstslnerpkr--—----——————-

sppvkefkessaaeafrcrsisvsehvvrsriqgtsltsaslgsadensvagaddsmknlh

pslplvhppshskapaqtpaeptpgyevgqrkrlissvedftefv 1784
--------------------------------------------- 944

Percent identity where partial sequence overlaps: 83.56%

959
944

1019
944

1079
944

1139
944

1199
944

1259
944

1319
944

1379
944

1439
944

1499
944

1559
944

1619
944

1679
944

1739
944



P70S6K (T412 highlighted)

Human Sequence: NCBI Reference Sequence: NP_003152.1

Mousebird Sequence: GenBank: KFP26724.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

mrrrrrrdgfypapdfrdreaedmagvfdidldgpedagsedeleeggqlnesmdhggvg
——————————————————————————————————————————————— gqglsesmdhggvg

*hkk Khkkkhkhkkikk

pyelgmehcekfeisetsvnrgpekirpecfel Irvigkggygkvfgvrkvtgantgkif
qydlgmehcekfeisetsvnrgpekirpecfel lrvigkggygkvfgvrkvtgantgkif
*-

amkvlkkamivrnakdtahtkaerni leevkhpfivdliyafgtggklylileylsggel
amkvlkkamivrnakdtahtkaerni leevkhpfivdliyafgtggklylileylsggel

fmgleregifmedtacfylaeismalghlhgkgiiyrdlkpenimIinhgghvkltdfglc
fmgleregifmedtacfylaeismalghlhgkgiiyrdlkpenimInhgghvkltdfglc

kesihdgtvthtfcgtieymapei Imrsghnravdwws lgalmydmltgappftgenrkk
kesihdgtvthtfcgtieymapei Imrsghnravdwws lgalmydmltgappftgenrkk

tidkilkckInlppyltgeardl Ikkl Ikrnaasrlgagpgdagevqahpffrhinweel
tidkilkckInlppyltgeardl Ikkl Ikrnaasrlgagpgdagevgahpffrhinwdel
-k%

larkveppfkpl lgseedvsgfdskftrgtpvdspddstlsesanqvflgftyvapsvie
larkveppfkpl lgseedvsgfdskftrqtpvdspddstlsesanqvflgftyvapsvie

svkekfsfepkirsprrfigsprtpvspvkfspgdfwgrgasastanpqtpveypmetsg
svkekfsfepkirsprrfigsprtpvspvkfspgefwgrgasasasntqtpveypmetsg
- - =%

iegmdvtmsgeasaplpirgpnsgpykkgafpmiskrpehlrmnl 525
iegmdvtvcgeasaplpirgpnsgpykkgafpmiskrpehlrmnl 478

Percent identity where partial sequence overlaps: 97.91%

60
13

120
73

180
133

240
193

300
253

360
313

420
373

480
433



IRS1 (S312 highlighted)

Human Sequence: NCBI Reference Sequence: NP_005535.1

Mousebird Sequence: NCBI Reference Sequence: XP_010200481.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens

masppe--sdgfsdvrkvgylrkpksmhkrffvlraaseaggparleyyenekkwrhkss
masptdssegffsdvrkvgylrkpksmhkrffvlraase sgparleyyenekkwrhksg

FhkKxk -

apkrsiplescfninkradsknkhlvalytrdehfaiaadseaeqdswyqgal Iglhnrak
apkrsiplencfninkradsknkhlvalytkdehfaiaadsepeqgeswygal Iqlhnrak

ghhdgaaalgagggggs-csgssglgeagedlsygdvppgpafkevwqvi lkpkglggtk
ghhhlhhhhhhhhsdvtfggsssgIgeaged sygevapgpafkevwqvi lkpkglggtk

Fkk AR Rk KRk kkk -k

nligiyricltsktisfvkinseaaavviqlmnirrcghsenfffievgrsavtgpgefw
nligiyricltnktisfvkinsdaaavviqlInirrcghsenfffievgrsavtgpgefw

mgvddsvvaqgnmheti leamramsdefrprsksqgsssncsnpisvplr-rhhlnnpppsq
mqudsvvaqnmhetlIeamramseefrprsksqsssncsnp|svplrsrhhvsnpppsq

ok - Kkkekokok

vgltrrsrtesitatspasmv----ggkpgsfrvrassdgegtmsrpasvdgspvspstn
vgIsrrsrtesvtatspaggggggtsgkpssfrvrassdgegtmsrpasvdgspvspsan

*** ******* ****** ***

rthahrhrgsarlhpplnhsrsipmpasrcspsatspvslsssstsghgstsdclfprrs
rthshrhrgnsrlhppInhsrs|pmpssrcspsatspvsIsssstsghgstsdclfprrs

***

sasvsgspsdggfissdeygsspcdfrssfrsvtpdslghtppargeeelsnyicmggkg
sasvsgspsdggfissdeygsspcdfrssfrsvtpdslghtppargdeel -nyicmggka
-kKxxk

ps---tltapnghyilsrggnghrctpgtglgtsp--alagdeaasaadldnrfrkrths
tssccslaapnghfiprac------ hpqqqprypstlccprggseevadIekafrkrths

* EECEE = = = = U *** = *khkkhkkhkkhkkk

agtsptithgktpsgssvasieeytemmpayppgggsggrlpghrhsafvptrsypeegl
agtsptlshqktpsqssvas|eeytemIpsypcgg———srlpsyrhsafvpthsypeecl

* **k KKk *** ******** *hkkkk K

emhplerrgghhrpdsstlhtddgympmspgvapvpsgr--kgsgdympmspksvsapqq
emhhvds--ghhr- tnsaphtddgympmspgvapvpsgggppkggdympmspksvsap——
*

*kKk - - *kk*k AR S S o S S S

iinpirrhpgrvdpngymmmspsggcspdigggpsssssssnavpsgtsygklwtngvgg

hppepkspgeyvniefgsdgsgylsgpvafthsspsvrcpsqlgpapreeetgteeymkmd

58
59

118
119

177
178

237
238

296
298

352
358

412
418

472
477

527
531

587
588

645
643

705
643

765
643

825
643

885
643

945



Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Percent identity where partial sequence overlaps: 83.92%

10

643

1005
643

1065
643

1125
643

1185
643

1242
643



IR (Y1162/1163 highlighted, Note: the signal sequence is included in the human sequence so Y1162 is
at position Y1189)

Human Sequence: GenBank: AAA59452.1

Mousebird Sequence: GenBank: KFP29069.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

mgtggrrgaaaapllvavaal l Igaaghlypgevcpgmdirnnltrihelencsvieghl

————————————————————————————————— vcrsmdlrnnltrlnmlenctV|eghI
**

qillmfktrpedfrdisfpklimitdyll1frvygleslkdlfpnltvirgsriffnyal
qilImfktkpedfrelsfpkltmitdyllIfrvygleslkglfpnltvirgthlffnyal

vifemvhlkelglynImnitrgsvrieknnelcylatidwsrildsvednyivinkddne
vifemvhlkeiglynlmnitrgavrieknnelcylstidwsrildsvednyivankddke
- - - -%

ecgdicpgtakgktncpatvinggfvercwthshcgkveptickshgctaeglcchsecl
ecgdvcpgtvkgksncpptvingifiercwthdrcgrvcppacksqggctsegqcchsecl

KAEAEAK =KAAAKX AAK=KAKx KAAXAAKXx K=kkAkAkxkk =Kk*k-=-k*k*k KAK = kKK = kk KAk Akk*k

gncsgpddptkcvacrnfyldgrcvetcpppyyhfgdwrcvnfsfcqdlhhkcknsrrgg
gdctepndpekcvacrnfylegrcvdtcppgyyrfegwrcvtfsfcqeIhnkcknaresg

** ***

chqyvihnnkcipecpsgytmnssnl lctpclgpcpkvchllegektidsvtsagelrgc
ch——V|hnnecvhecpsgylmnssnIhctpcagpcpkvcdy gkektidsvtsagelrgc

**

tvingsliinirggnnlaaeleanlglieeisgylkirrsyalvslstfrkirlirgetl
tvingslvinirggnniaaeleanlglieeisgylkirrsyalvslsffrklhlirgetl

eignysfyaldngnlrglwdwskhnltitqggklffhynpklclseihkmeevsgtkgrge
eagnysfyaldnqnlrqdewskhnItlargklffhynpklcIselhrmeelsgtkgrqe

***

rndialktngdgascenel lkfsyirtsftdki l lrwepywppdfrdl 1gfmlfykeapyq
rndialktngdgascenel Ikfssirtshdki I Ik-kpywppdfrdl 1gfmlfykeapyq

nvtefdgqgdacgsnswtvvdidpplrsndpksgnhpgwlmrglkpwtgyaifvktivtfs
nvtefdquaogsnswtvvdvdppprsnepkaqaquwlIrglkpwtqyavaktlvtfs

- Ak Kk -

derrtygaksdiiyvqgtdatnpsvpldpisvsnsssqi i lkwkppsdpngnithylvfwe
derrtygakseiiyvqgtnatvpsvpldpisvsnsssqi i lkwkppsepngnithylvfwg

rqgaedselfeldyclkglklpsrtwsppfesedsgkhngseyedsageccscpktdsqil
qqaedselyeldyclkglklpsrtwsppfesedpgkyngsenedvsgeccscpktdsqgiq

keleessfrktfedylhnvvfvprktssgtgaedprpsrkrrslgdvgnvtvavptvaaf
keIeesafrktfenylhnevapryksqtl——sprwpsrkrrdIgsvanatVV|pt|ass

FhkkkAk dk kK kk - k- k-

pntsstsvptspeehrpfekvvnkeslvisglrhftgyrielqacngdtpeercsvaayv
pnnsaaga- enteeqkpfekvkskesIV|sglrhftgyrlelhacnhda ——————— qayv

Hk K- - - ekek -k - Hokk

sartmpeakaddivgpvtheifennvvhimwgepkepnglivlyevsyrrygd-eelhlc
sartmpeakaddivgpvsheliekntvhlkwgepkepnglivlyevnygrlgeteeahyc

mkk - =k mk Kkk * Kk k- Kk Kk X

11

60
27

120
87

180
147

240
207

300
267

360
324

420
384

480
444

540
503

600
563

660
623

720
683

780
741

840
793

899
853



Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

vsrkhfalergcrilrglspgnysvriratslagngswteptyfyvtdyldvpsniakiii
vsrkhfasqucklrglqunysvrlratsIagngswteptyfyvadylnaqpn|av i-i

* ** *** **k*k K K

gplifvfifsvvigsiylflrkrgpdgplgplyassnpeylsasdv---fpcsvyvpdew
vp||fa|||ag||gaayvlvkqutegptgpIyassnpeyIsasdepfpfcstvyvpdew

*******

evsrekitllrelgqgsfgmvyegnardiikgeaetrvavktvnesaslrerieflneas
evpreklalIrelgqgsfgmvyeg|akd|vkgepetrvavktvnesaslrerleflneas

** * ** *k*k

vmkgftchhvvrillgvvskggptlvvmelmahgdlksylrslrpeaennpgrppptligem
vmkgfschhvvrilgvvskggptlvvmelmahgdlksylrslrpdaennpgrppptlrem
- - -k%

igmaaeiadgmay Inakkfvhrdlaarncmvahdftvkigdfgmtrdiyetdyyrkggkg
igmaaeiadgmay Inakkfvhrdlaarncmvaedftvkigdfgmtrdiyetdyyrkggkg

I Ipvrwmapeslkdgvfttssdmwstgvviweitslaegpyqglsneqvikfvmdggyld
1 IpvrwmapeslkdgvftaysdvwsTgvvilweisslaegpyqglsneqvikfvmdggyld
- Kx%x- -

qgpdncpervtd Imrmcwgfnpkmrptfleivnl lkdd Ihpsfpevsffhseenkapesee
quncperlqsImqmcwqynpkmrptflel|em|kedIhpsfhevsffyseenkpletee

******** ** **** ******** ** - ** * **

lemefedmenvpldrsshcgreeaggrdggsslgfkrsyeehipythmnggkkngriltl
yemdfenmes|pIdpssysqrdkvlgrdngpsmalkgnyeeh|pythmnggkkngr|Ism
**

** ** ** *** ** KKk - -

prsnps 1382
prssps 1338

*kk KKk

Percent identity where partial sequence overlaps: 83.36%

12

959
912

1016
972

1076
1032

1136
1092

1196
1152

1256
1212

1316
1272

1376
1332



IGF1R (Y1135/1136 highlighted, Note: the signal sequence is present in the human sequence so Y1135

corresponds to 1164 in this sequence)

Human Sequence: GenBank: AAI43722.1

Mousebird Sequence: NCBI Reference Sequence: XP_010202369.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

mksgsgggsptslwgl Iflsaalslwptsgeicgpgidirndyqglkrienctviegylh

Icpgtmeekpmcekttinneynyrcwttnrcgkmepstcgkractennecchpeclgscs

————————————————————————————— mgrgvcpsscgkractdqnecchpecIgsct
- ***

apdndtacvacrhyyyagvcvpacppntyrfegwrcvdrdfcani Isaessdsegfvihd
apdnntacvacrnyfyegvcmptcppntykfegwrcvtkefcskvpatetseyerfv|hn

**** ******* * * *** * ****** E = = - -k=- % ****

gecmgecpsgfirngsgsmycipcegpcpkvceeekktktidsvtsagmlggctiftkgnl
decmaecpsgflrngsqsmfcspcegpcpklcedg ktktldsvtsaqmlqgctllkgnl

***

linirrgnniaselenfmglievvtgyvkirhshalvsisflknlrlilgeeglegnysf
linirrgnniaselenfmglietvtgyvkirhshalvslsflknlryilgeeqvdgnysf

yvidngnlgglwdwdhrnltikagkmyfafnpklcvseiyrmeevtgtkgrgskgdintr
yvidnhnlgglwdwnhhnltikegkmyfafnpklcvseiyrmeevsgtkgrqskgdinpr
- - - - *

nngerascesdvihftstttsknriiitwhryrppdyrdlisftvyykeapfknvteydg
nngerasceshlIrfvsnttlknrlkltweryrppdyrdl|sftvyykeapfknvteydg

FhAAKKKAAK -k -k K kk

qdacgsnswnmvdvdlppnkdvepgi I lhglkpwtgyavyvkavtltmvendhirgakse
qdacgsnswnmvdvdIppnkennpglIquIkpwtqyalyvkavtltmmenhh|hgakse

Sk ek - ekekokok

ilyirtnasvpsipldvisasnsssqgl ivkwnppslipngnlsyyivrwgrgpgdgylyrh
ivyirtnaavpsipldvisasnsssgl ivkwnppslipngnlsyyivrwgqqpgdsylyrh

nycskdkipirkyadgtidieevtenpktevcggekgpccacpkteaekqaekeeaeyrk
nycskdkvplrryadgt|dteeateptkpegcggekgpccacpkteaekqaekeeaeyrk

= Fekek - Fk Kk

vfenflhnsifvprperkrrdvmgvanttmssrsrnttaadty-nitdpeeleteypffe
vfenflhns|fvprpdrkrrdvfrlanatIvtrnrnvtgtdhftnvsdseeseveypffe

SooRkak- -k kk K -k Fommk Kk ok kkkkokok

srvdnkertvisnlrpftlyridihscnheaeklgcsasnfvfartmpaegaddipgpvt
tkvdgkertV|shlqpftlyr|d|hscnheadtIgcsasnfvfartmpsegadn|pgtva

SRk k-

weprpensiflkwpepenpngliImyeikygsqvedqrecvsrgeyrkyggaklnrinpg
Weakeentvylkwlepanpngl|Imye|kygqhgeekrecvsrqeykkIggaklthInpg

s Kk- - -dekok kk

13

120

180

240
31

300

360
150

420
210

480
270

540
330

600
390

660
450

720
510

779
570

839
630

899
690



Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

nytarigatslsgngswtdpvffyvgak--ryenfihliialpvavllivgglvimlyvf
nysarvqatsIagngswtep|sfyvqpksanygnflhI||vlp|afII||ggII|mevf

** ** * ** **** ** * *** *** E

hrkrnnsrigngvlyasvnpeyfsaadvyvpdewevarekitmsrelgqggsfgmvyegva
nkkrnsdrIgngvIyasvnpeyfsasdvyvpdewevprek|tmcrenggsfgmvyeg|a

- ***

kgvvkdepetrvaiktvneaasmrerieflneasvmkefnchhvvrllgvvsqggptlvi
kgvvkdepetrvaiktvnesasmrerieflneasvmkefnchhvvrilgvvsqggptlvi

melmtrgdlksylrslrpemennpvlappslskmigmageiadgmaynankfvhrdlaa
melmtrgdlksylrslrpdtennpgqapptlkkmlqmage|adgmay|nankfvhrdIaa

*** *

rncmvaedftvkigdfgmtrdiyetdyyrkggkgl IpvrwmspeslkdgvfttysdvwsT
rncmvaedftvkigdfgmtrdiyetdyyrkggkgl lpvrwmspeslkdgvftthsdvwsT

gvviweiatlaeqpyqglsneqvirfvmeggl Idkpdncpdmlfelmrmcwgynpkmrps
gvviweiatlaeqpyqgmtneqvlrfvmeggl lekpdncpdmlfelmrmcwqynpkmrps

Tleiissikeemepgfrevsftyyseenklpepeeldlepenmesvpldpsassssiplpd
flel|QS|kdeIdpafkevsffyseenkppdteeIdIetenmeS|pIdpss———tqutd

***** *** * * *

rhsghkaengpgpgvivilrasfdergpyahmnggrkneralplpgsstc 1366
khsghkaeng——pgvvvlraafeerqpyahmnggrkneralplpqssac 1154

********* ***

Percent identity where partial sequence overlaps: 84.27%

14

957
750

1017
810

1077
870

1137
930

1197
990

1257
1050

1317
1107



mTOR (S2448 highlighted)

Human Sequence: NCBI Reference Sequence: NP_004949.1

Mousebird Sequence: NCBI Reference Sequence: XP_010207987.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

mlgtgpaaattaattssnvsvilqqfasglksrneetrakaakelghyvtmelremsqgees
—————————————— msgtvsi lqggfanglksrseetrakaakdlghyvtmelremsgees

trfydglnhhifelvsssdanerkggilaiasligveggnatrigrfanylrnllpsndp
trfydglnhhifelvsssdanerkggilaiasligveggnatrigrfanylrnllpsndp

vvmemaskaigrlamagdtftaeyvefevkralewlgadrnegrrhaavlvlrelaisvp
vvmemaskaigrlamagdtftaeyvefevkralewlgadrnegrrhaavlvirelaisvp

tfffgqvqpffdnifvavwdpkgairegavaalraclilttqgrepkemgkpgwyrhtfee
tfffgqvgpffdnifvavwdpkgairegavsalraclilttgrepkemgkpgwyrhtyee

aekgfdetlakekgmnrddrihgallilnelvrissmegerlreemeeitqqqlvhdkyc
aekgfdetlakekgmnrddrihgallilnelvrissmegerlreemeeitqqqlvhdkyc

kdImgfgtkprhitpftsfgavgpqqgsnalvgllgysshqglmgfgtspspakstlvesr
kdImgfstkprh|tpftsqulqpsqsnalagIIgysahqg|mgfatspvpakstlvesr

SRk - kkk ok kekekekokokok koo

ccrdlmeekfdgvcgwvikecrnsknsligmtiInlIprlaafrpsaftdtqylgdtmnhv
ccrdlmeekquchwvlkcrtsknsl|qmtvlnlIprlaafrpsaftadqylpdtmnhv

*hkk dkAkhkk

Iscvkkekertaafgalgl Isvavrsefkvylprvlidiiraalppkdfahkrgkamgvda
IscvkkekertaafqalglIsvavrsefqaylpkvlel|kaalppkdfahqukquvda

5k - ek - ek -

tvftcismlaramgpgiqqdikellepmlavglspaltavlydlsrqipglkkdiqgdgll
tvftcismlaramgpsiqqdikellepmlavglspaltavlydlsrqipglkkdigdgll

kmlslvimhkplrhpgmpkglahqglaspglttlpeasdvgsitlalrtlgsfefeghslt
kmIslvimhkplrhpgmpkglahglaspsltnipeasdvgsitlalrtlgsfefeghsit

gfvrhcadhflnsehkeirmeaartcsriltpsihlisghahvvsqgtavgvvadviskll
gfvrhcadhflnsehkeirmeaartcsriltpsihlisghahvvsqtavgvvadviskll

vvgitdpdpdirycvlaslderfdahlagaenlqalfvalndqvfeirelaictvgriss
vvgitdpdpdirfcvlaslderfdahlagaenlgalfvalndgvfeirelaictvgriss

mnpafvmpflrkmliqiltelehsgigrikegsarmlghlvsnaprlirpymepilkali
mnpafvmpflrkmliqgiltelehsgvgrikegsarmlghlvsnaprlirpymepilkali

Ikl kdpdpdpnpgvinnvlatigelagvsglemrkwvdelfiiimdmlqgdssllakrgva
vklkdpdpdpnpgvinnvlatigelaqvsglemrkwvdelfiiimdmlqdssllakrqva

IwtlgglvastgyvvepyrkyptllevlInflktegnqgtrreairvigllgaldpykhk
IwtlgglvastgyvvepyrkyptllevlInflktegnqgtrreairvigllgaldpykhk

15

60
46

120
106

180
166

240
226

300
286

360
346

420
406

480
466

540
526

600
586

660
646

720
706

780
766

840
826

900
886



Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens

vnigmidgsrdasavslseskssqdssdystsemlvnmgnlpldefypavsmvalmrifr
vnigmidgsrdasavslseskssqdssdystsemlvnmgnlpldefypavsmvalmrifr

dgslIshhhtmvvgai tfifkslglkcvgflpgvmptfinvirvcdgaireflfgglgmlv
dgslsghhtmvvgaitfifkslglkcvgflpgvmptfinvirvcdgaireflfqqlgmlv

sfvkshirpymdeivtimrefwvmntsiqgstiillieqivvalggefklylpgliphmlr
sfvrshlrpymde|vtlmrdfwvmnn3|qst||II|eq|vvalggefklylpql|phmlr

***

vimhdnspgrivsikllaaiglfganlddylhlllppivklfdapeaplpsrkaaletvd
vfmhdnsqsrvvsvklInalqlfganlddylhllIpp|vklfdapdvpvvarkaaletvd

*hkkkkk * ** *k*k *********

ritesldftdyasriihpivrtldgspelrstamdtisslvfglgkkyqgifipmvnkviv
ritesldftdyasriihpivrtldgspelrttamdtisslvfqlgkkyqifipmvnkviv

rhrinhgrydvlicrivkgytladeeedpliyghrmlrsgqgdalasgpvetgpmkklhv
rhrinhgrydvilicrivkgytladeeedpliyghrmlrsnqgetlasgpvetgpmkklhv
Kk - -

stinlgkawgaarrvskddwlewlrrislel lkdssspslrscwalagaynpmardlfna
stinlgkawgaarrvskddwlewlrrislellkdssspslrscwalagaynpmardlfna

afvscwselnedqqdelirsielaltsqdiaevtqgtl Inlaefmehsdkgplplrddngi
afvscwselnedqqdelirsielaltsqdiaevtqtlInlaefmehsdkgplplrddngi

vl lgeraakcrayakalhykelefgkgptpaileslisinnklqqpeaaagvleyamkhf
vl lgeraakcrayakalhykelefgkgptpaileslisinnklqqpeaaagvleyamkhf

geleigatwyeklhewedalvaydkkmdtnkddpelmlgrmrclealgewgglhqgccek
geleigatwyeklhewedalvaydkkmdtnkddpelmlgrmrclealgewgqglhqgccek

wtlvndetgakmarmaaaaawg lggwdsmeeytcmiprdthdgafyravlalhgdlfsla
wtgvndetgakmarmaaaaawg lggwdsmeeytcmiprdthdgafyravlalhgdlfsla
**

qqcidkardl ldaeltamagesysraygamvschmlseleevigyklvperreiirgiww
qqcidkardl ldaeltamagesysraygamvscgmlseleeviqgyklvperreiirgiww

erlggcqrivedwgkilmvrslvvsphedmrtwlkyaslcgksgrilalahktiviligvd
erlggcqrivedwqgrilmvrslvvnphedmrtwlkyaslcgksgrilalahktiviligvd

psrqldhplptvhpgvtyaymknmwksarkidafghmghfvgtmgggaghaiatedqghk
psrqldhplptvhpgvtyaymkhmwksarkidafghmghfvgtmgggaghaiatedqghk

gelhkImarcflklgewglnlqginestipkvlqyysaatehdrswykawhawavmnfea
gelhkImarcflklgewglInlqginestipkvlqyysaatehdrnwykawhawavmnfea

vlhykhgngardekkklrhasganitnattaattaatatttastegsnseseaestensp
vlhykhgngardekkklrhasgasits---———-———————-— antegsnsesdaestensp

*k

tpsplgkkvtedlsktl Imytvpavqgffrsislsrgnnliqdtlrvitlwfdyghwpdvn
ipspvgkkvtedlsktl Imytvpavggffrsislsrgnnlgdtlrvitiwfdyghwpdvn

Hokk -

ealvegvkaiqgidtwlgvipgliaridtprplvgrlihglltdigryhpgaliypltvas

16

960
946

1020
1006

1080
1066

1140
1126

1200
1186

1260
1246

1320
1306

1380
1366

1440
1426

1500
1486

1560
1546

1620
1606

1680
1666

1740
1726

1800
1786

1860
1832

1920
1892

1980



Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

ealvegvkaigidtwlgvipgliaridtprplvgrlihglltdigryhpgaliypltvas

kstttarhnaankilknmcehsntlvggammvseelirvailwhemwhegleeasrlyfg
kstttarhnaanki lknmcehsntlvggammvseelirvailwhemwhegleeasrlyfg

ernvkgmfevleplhammergpgtlketsfngaygrdImeagewcrkymksgnvkdltga
ernvkgmfevleplhammergpgtlketstngaygrdlImeagewcrkymksgnvkdltga

wdlyyhvfrriskglpgltslelqyvspklImcrdlelavpgtydpngpiir
wdlyyhvfrriskqglpgltslelqyvspklImcrdlelavpgtydpngpiir

siapsl

iq
igsiapsl

qvitskqrprkltimgsnghefvfllkghedlrgdervmglfglvntllandptslrknl
qvitskqrprkltimgsnghefvfllkghedlrqdervmglfglvntllandptslrknl

sigryaviplstnsgligwvphcdtlhalirdyrekkkillniehrimlrmapdydhltl
sigryaviplstnsgligwvphcdtlhalirdyrekkkillniehrimlrmapdydhltl

mgkvevfehavnntagddlakl lwlkspssevwfdrrtnytrslavmsmvgyilglgdrh
mgkvevfehavnntagddlakl lwlkspssevwfdrrtnytrslavmsmvgyilglgdrh

psnimldrisgkilhidfgdcfevamtrekfpekipfritrmltnamevtgldgnyritc
psnimldrisgkilhidfgdcfevamtrekfpekipfritrmltnamevtgldgnyritc

htvmevlrehkdsvmavleafvydpl Inwr Imdtntkgnkrsrtrtdsysaggsveildg
htvmevlrehkdsvmavleafvydpl Inwr Imdtntkgnkrsrtrtdsysasqgsvemlds

velgepahkktgttvpesihsfigdglvkpealnkkaiqiinrvrdkltgrdfshddtld
velgetahkktgttvpesihsfigdglvkpealnkkaiqiinrvrdkltgrdfshdetld

-kkx

vptgvellikgatshenlcqcyigwcpfw 2549
vptgvellikgatshenlcqcyigwcpfw 2521

Percent identity: 97.14%

17

1952

2040
2012

2100
2072

2160
2132

2220
2192

2280
2252

2340
2312

2400
2372

2460
2432

2520
2492



elF2a (S51 highlighted)

Human Sequence: NCBI Reference Sequence: NP_001305975.1 (short isoform #5 used as S51 refers to

51° residue in the truncated form)

Mousebird Sequence: NCBI Reference Sequence: XP_010195358.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

wepcwaddeslcarnvnnevhffenndfstianklhlgkvndfvispgagptkvavyvpg

———————————————————————— mfgevkadkvtmlwnkkatavilviastdvdktgasy
skgapsfvrilygypnfsgpgsalanksffkadkvtmlwnkkatavlviastevdktgasy

ygeqtlhyiatngesavvqlpkngpiydvvwnssstefcavygfmpakatifnlkcdpvf
ygeqtlhyiatngesavvqlpkggpiydvvwspnsvefcavygfmpakatvfnlkcdpvf

dfgtgprnaayysphghilvlagfgnlrggmevwdvknykl iskpvasdstyfawcpdge
dfgtgprnaayysphghilvlagfgnlrggmevwdvknykl iskpvasdstyfawcpdge

hiltatcaprilrvnngykiwhytgsilhkydvpsnae lwgvswgpfldgifpaktityga
hlvtatcaprlrvsngyklwhytgslIhsyevpsneequvswqpfldgvfaakavkyqa

ok - s Kk k- S kk- - Sekok

vpsevpneepkvatayrppalrnkpitnsklheeeppgnmkpgsg-ndkplsktalknqr
vpselpraeqkpaqayrppalrnkpvtasklhedeppqnmkppvgcsdkpIsktalknqr

Fkkk =K

kheakkaakgearsdkspdlaptpapgstprntvsgsisgdpeidkkiknlkkklkaieq
kheakkaakqeakadanqeppqppapqsapqsavpaptsgdpevdkk|knIrkklkaleq

Fkdk kI KA A I AK - -k FkKkk -k -

lIkeqaatgkqgleknglekigketallgeledlelgi 371
lIkeqaaagkqgleknglekigketallgelenlelgl 576

Percent identity in overlapping areas: 84.10%

18

36
240

96
300

156
360

216
420

275
480

335
540



elF4b (S422 highlighted)

Human Sequence: NCBI Reference Sequence: NP_001287750.1

Mousebird Sequence: NCBI Reference Sequence: XP_010205818.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

maasakkknkkgktisltdflaedggtgggstyvskpvswadetddlegdvsttwhsndd
——————————————————————————————————————————————————— sttwhsndd

FhkFkhkdhkhkk

dvyrappidrsilptapraarepnidrsrilpksppytafignlpydvteesikeffrgln
dvyrappidrsllIptapraarepnidrsrilpksppytafignlpydvteesikdffrgln

isavriprepsnperlkgfgyaefedldsllsalslneeslgnrrirvdvadgaqdkdrd
|savrlpreptnperlkgfgyaefed|dslfqalslneeslgnrr|rvdvadqaqdkdrd

= ekok -

drsfgrdrn--rdsdktdtdwrarpa-tdsfddypprrgddsfgdkyrdrydsdryrdgy
drcfgrdrdrfrdserfesdwrarpaasesfddypprrgddgfgd ———————————————

ok Kekkdeok - Fokk - - kil

rdgyrdgprrdmdryggrdryddrgsrdydrgydsrigsgrrafgsgyrrdddyrgggdr

yaalsvdgedenegedyae 616
------------------- 174

Percent identity in overlapping areas with partial sequence: 90.64%
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120
69

180
129

237
174

297
174

357
174

417
174

477
174

537
174

597
174



elF4G (S1109 highlighted)

Human Sequence: NCBI Reference Sequence: NP_937885.1

Mousebird Sequence: NCBI Reference Sequence: XP_010202007.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens

mngppgiapkrerktirirdpngggkditeeimsgartastptppgtggglepgangetp

qqgprkeprkiiatvimtediklnkaekawkpsskrtaadkdrgeedadgsktqdlfrrv
———————————————————————————————————————————————————— sqelfrrv

=k =kkkkk

rsilnkltpgmfqglmkgvtglaidteerlkgvidlifekaisepnfsvayanmcrclma
rsilnkltpgmlqqlmkgvmelsidteerlkgvidlvfekaisepnfsvayanmcrclmg
- O ;

Ikvpttekptvtvnfrkll Inrcgkefekdkdddevfekkgkemdeaataeergrikeel
IkvpttdkptvtvnfrklIInrchefekdkddde|fequkemddasapeekarmkdeI

*** -- ** * * **

eeardiarrrslgnikfigelfklkmlteaimhdcvvkl lknhdeesleclcrilttigk
eeardkarrrslgnikfigelfklkmlteaimhdcvvkl lknhdeesleclcrilttigk

dldfekakprmdqgyfngmeki ikekktssrirfmlqgdvidlrgsnwvprrgdqgpktidqg
dldfekakprmdqyfngmeki ikekktssrirfmlgdvidlrrnswvprrgdqgpktidqg

B = e =

ihkeaemeehrehikvqqlmakgsdkrrggppgppisrg-Iplvddggwntvpiskgsrp
|hkeaemeehreh|kquImskdk———rrgpsgpssssgrgsIvaddgwntvplskgnrp

* KKk KKk * * *%* * ********** **

idtsritkitkpgsidsnnglfapggrlswgkgssggsgakpsdaaseaarpatstinrf

20

120

180

240

300

360

420

480

540

600

660

720

128

780
188

840
248

899
305

959



Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

idtirltkitkpgsidsnnglfapggrlswgkgssggsgakpadsasdsgrpatstinrf

B R o

salggavptestdnrrvvqgrsslsrergekagdrgdrlerserggd------ rgdridra
saqustpaesveslrvvqrssssrdrsekagdrgeresrsekgsdrlerpdrgeradrn

FhAKK - K-kk - Hko- Kk Sk kkk -k ok

rtpatkrsfskeveersrer--psqgpeglrkaasltedrdrgrdavkreaalppvsplka
rsavtkrsfsketedrsrerekqggpeavrkaasmseerdrsresvkqepappa aspkp

* - Fk -k - -k deokk k- mkk-k kK

alseeelekkskaiieeylhlndmkeavqgcvgelaspslIfifvrhgvestlersaiare
mlseeelekkskal|eeylh|ndmkealqcvqeIgspsslylqung|estlerst|sre

_FRK ke ek - = ok - ekekokokokok - o - kek

hmggl Thgl lcaghlstaqgyyqglyeilelaedmeidiphvwlylaelvtpilgeggvpm
hmgvlIcqlvkagtlskeqyykglrelIelaedmeldlphlwlylael|tp||qeeg|pm

Fkk kk ok - kk Kok kkk - okok -k

gelfreitkplrplgkaaslleilgllcksmgpkkvgtlwreaglswkeflpeggdiga
aelfreitkplvpigkaptllvevigllckgmsgktagklwrdgglswkeflpedqgdvnk

FhFrhkAEAAIA® K-kkhk -Khk-k-Khkhkkikk X * K Kkk - KhkAAkAAAAAR Kk -

fvaegkveytlgeeseapgqralpseelnrglekl lkegssngrvfdwieanlseqqivs
fvteqkleytmgdpr———srkeItseelckqmdklIkenpnnqudeleanIsequss

Foke = KKk = deokok = ok - sk Kkkk -ok- sdkkdekok dekeok - kkkkokokokokokokk - ok

ntlvralmtavcysaiifetplrvdvavilkarakl lgkylcdegkelgalyalgalvvtl
ntflralmtsvchsalvcexwgrgrg ——————————————————————————————————

Fok = = kkKKk = kk - dekok - Kk

eqgppnlIrmffdalydedvvkedafyswesskdpaeqqgkgvalksvtaffkwlreaeee

sdhn 1435
— 747

Percent in areas overlapping with partial sequence: 77.91%
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365

1013
425

1071
484

1131
544

1191
604

1251
664

1311
721

1371
747

1431
747



elF4E (S209 Highlighted)

Human Sequence: NCBI Reference Sequence: NP_001959.1

Mousebird Sequence: GenBank: KFP29199.1

CLUSTAL 0(1.2.4) multiple sequence alignment

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

Homo_sapiens
Colius_striatus

matvepettptpnpptteeektesngevanpehyikhplgnrwalwffkndksktwganl
—————— ettpnpgpseeektepapsqgevaspeqyikhplgnrwalwffkndksktwganl
- - KKk -

*hkk K-k *

rliskfdtvedfwalynhiqlssnimpgcdyslfkdgiepmwedeknkrggrwlitlnkq
rliskfdtvedfwalynhiqglssnimpgcdyslfkdgiepmwedeknkrggrwlitlinkq

qrrsdldrfwletlIcligesfddysddvcgavvnvrakgdkiaiwttecenreavthig

grrsdldrfwletlIcligesfddysddvcgavvnvrtkgdkiaiwttecenrdavthig

rvykerlglppkivigygshadtatksgsttknrfvv 217
rvykerlglppkivigygshadtatksgsttknrfvv 211

Percent identity in overlapping areas with partial sequence: 92.42%

22

60
54

120
114

180
174



4E-BP1 (T37/46 Highlighted)
Human Sequence: NCBI Reference Sequence: NP_004086.1

Mousebird Sequence: GenBank: KFP25068.1

CLUSTAL 0(1-.2.4) multiple sequence alignment

Homo_sapiens msggsscsqtpsraipatrrvvigdgvglppgdysttpggtlfsttpggtriiydrkfim
Colius_striatus ——---mmmmmmm e gtriiydrkfim
Homo_sapiens ecrnspvtktpprdlptipgvtspssdeppmeasqgshlrnspedkraggeesqfemdi
Colius_striatus ecrnspvaktppsdlpdipgvtsptvee lkae--nnhvgnc-dekasageeeqfdmdi

- kkk Kk - kkk

Percent identity in overlapping regions: 68.66%

23

60
12

118
67





