
Akt1 (S473 highlighted) 
Human Sequence: NCBI Reference Sequence: NP_005154.2 
Mousebird Sequence: GenBank: KFP32138.1 
 
CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         MSDVAIVKEGWLHKRGEYIKTWRPRYFLLKNDGTFIGYKERPQDVDQREAPLNNFSVAQC 60 
Colius_striatus      ---------------GEYIKTWRPRYFLLKNDGTFIGYKERPQDVDQRESPLNNFSVAQC 45 
                                    **********************************:********** 
 
Homo_sapiens         QLMKTERPRPNTFIIRCLQWTTVIERTFHVETPEEREEWTTAIQTVADGLKKQEEEEMDF 120 
Colius_striatus      QLMKTERPKPNTFIIRCLQWTTVIERTFHVETPEEREEWTKAIQTVADSLKKQEEEMMDF 105 
                     ********:*******************************.*******.******* *** 
 
Homo_sapiens         RSGSPSDNSGAEEMEVSLAKPKHRVTMNEFEYLKLLGKGTFGKVILVKEKATGRYYAMKI 180 
Colius_striatus      RSGSPSDNSGAEEMEVSMTKPKHKVTMNEFEYLKLLGKGTFGKVILVKEKATGRYYAMKI 165 
                     *****************::****:************************************ 
 
Homo_sapiens         LKKEVIVAKDEVAHTLTENRVLQNSRHPFLTALKYSFQTHDRLCFVMEYANGGELFFHLS 240 
Colius_striatus      LKKEVIVAKDEVAHTLTENRVLQNSRHPFLTALKYSFQTHDRLCFVMEYANGGELFFHLS 225 
                     ************************************************************ 
 
Homo_sapiens         RERVFSEDRARFYGAEIVSALDYLHSEKNVVYRDLKLENLMLDKDGHIKITDFGLCKEGI 300 
Colius_striatus      RERVFSEDRARFYGAEIVSALDYLHSEKNVVYRDLKLENLMLDKDGHIKITDFGLCKEGI 285 
                     ************************************************************ 
 
Homo_sapiens         KDGATMKTFCGTPEYLAPEVLEDNDYGRAVDWWGLGVVMYEMMCGRLPFYNQDHEKLFEL 360 
Colius_striatus      KDGATMKTFCGTPEYLAPEV---------------------------------------- 305 
                     ********************                                         
 
Homo_sapiens         ILMEEIRFPRTLGPEAKSLLSGLLKKDPKQRLGGGSEDAKEIMQHRFFAGIVWQHVYEKK 420 
Colius_striatus      ------------------------------------------------------------ 305 
                                                                                  
 
Homo_sapiens         LSPPFKPQVTSETDTRYFDEEFTAQMITITPPDQDDSMECVDSERRPHFPQFSYSASGTA 480 
Colius_striatus      ------------------------------------------------------------ 305 

 

Percent identity where partial sequences overlap: 97.38% 
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GSK3a  no mousebird sequence available 
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GSK3b (S9 highlighted) 

Human sequence: GenBank: CAG38748.1  

Mousebird Sequence: NCBI Reference Sequence: XP_010198261.1  

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         MSGRPRTTSFAESCKPVQQPSAFGSMKVSRDKDGSKVTTVVATPGQGPDRPQEVSYTDTK 60 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         VIGNGSFGVVYQAKLCDSGELVAIKKVLQDKRFKNRELQIMRKLDHCNIVRLRYFFYSSG 120 
Colius_striatus      --------------------------flipltf----vnalivldvsnlllilfffsssl 30 
                                               .*    *    :: :  ** .*:: : :** **  
 
Homo_sapiens         EKKDEVYLNLVLDYVPETVYRVARHYSRAKQTLPVIYVKLYMYQLFRSLAYIHSFGICHR 180 
Colius_striatus      fqkdevylnlvldyvpetvyrvarhysrakqtlpmiyvklymyqlfrslayihsfgichr 90 
                      :********************************:************************* 
 
Homo_sapiens         DIKPQNLLLDPDTAVLKLCDFGSAKQLVRGEPNVSYICSRYYRAPELIFGATDYTSSIDV 240 
Colius_striatus      dikpqnllldpdtavlklcdfgsakqlvrgepnvsyicsryyrapelifgatdytssidv 150 
                     ************************************************************ 
 
Homo_sapiens         WSAGCVLAELLLGQPIFPGDSGVDQLVEIIKVLGTPTREQIREMNPNYTEFKFPQIKAHP 300 
Colius_striatus      wsagcvlaelllgqpifpgdsgvdqlveiikvlgtptreqiremnpnytefkfpqikahp 210 
                     ************************************************************ 
 
Homo_sapiens         WTK-------------VFRPRTPPEAIALCSRLLEYTPTARLTPLEACAHSFFDELRDPN 347 
Colius_striatus      wtkdssgtghftsgvrvfrprtppeaialcsrlleytptarltpleacahsffdelrdpn 270 
                     ***             ******************************************** 
 
Homo_sapiens         VKLPNGRDTPALFNFTTQELSSNPPLATILIPPHARIQAAASTPTNATAASDANTGDRGQ 407 
Colius_striatus      vklpngrekpalfnfttqelssnpslasilipaharnqaaastptnataasdvnagervq 330 
                     *******:.*************** **:**** *** ***************.*:*:* * 
 
Homo_sapiens         TNNAASASASNST 420 
Colius_striatus      tnsvatasasnst 343 
                     **..*:******* 

Percent identity where partial sequences overlap: 88.79% 
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PTEN (S380 Highlighted) 

Human Sequence: GenBank: AAD13528.1 

Mousebird Sequence: NCBI Reference Sequence: XP_010208730.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         MTAIIKEIVSRNKRRYQEDGFDLDLTYIYPNIIAMGFPAERLEGVYRNNIDDVVRFLDSK 60 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         HKNHYKIYNLCAERHYDTAKFNCRVAQYPFEDHNPPQLELIKPFCEDLDQWLSEDDNHVA 120 
Colius_striatus      ----------CAERHYDTAKFNCRVAQYPFEDHNPPQLELIKPFCEDLDQWLSEDDNHVA 50 
                               ************************************************** 
 
Homo_sapiens         AIHCKAGKGRTGVMICAYLLHRGKFLKAQEALDFYGEVRTRDKKGVTIPSQRRYVYYYSY 180 
Colius_striatus      AIHCKAGKGRTGVMICAYLLHRGKFLKAQEALDFYGEVRTRDKKGVTIPSQRRYVYYYSY 110 
                     ************************************************************ 
 
Homo_sapiens         LLKNHLDYRPVALLFHKMMFETIPMFSGGTCNPQFVVCQLKVKIYSSNSGPTRREDKFMY 240 
Colius_striatus      LLKNHLDYRPVALLFHKMMFETIPMFSSGTCNPQFVVYQLKVKIFTSPSGPSRREDKYMY 170 
                     ***************************.********* ******::* ***:*****:** 
 
Homo_sapiens         FEFPQPLPVCGDIKVEFFHKQNKMLKKDKMFHFWVNTFFIPGPEETSEKVENGS-LCDQE 299 
Colius_striatus      FEFPQPLPVCGDIKVEFFHKQNKMLKKDKMFHFWVNTFFIGL-DENSDKVENGSLVADQE 229 
                     ****************************************   :*.*:****** :.*** 
 
Homo_sapiens         IDSICSIERADNDKEYLVLTLTKNDLDKANKDKANRYFSPNFKVKLYFTKTVEEPSNPEA 359 
Colius_striatus      LDGIFSTERSDNDKEYLILTLTKNDLDKANKDKANRYFSPNFKVKLFFTKTVEEPSNPEA 289 
                     :*.* * **:*******:****************************:************* 
 
Homo_sapiens         SSSTSVTPDVSDNEPDHYRYSDTTDSDPENEPFDEDQHTQITKV 403 
Colius_striatus      SSSTSVTPDVSDNEPDHYRYSDTTDSDPENEPFDEDQHTQITKV 333 
                     ******************************************** 

Percent identity where partial sequence overlaps: 93.67% 
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RPS6 (S235/236) 

Human Sequence: NCBI Reference Sequence: NP_001001.2 

Mousebird Sequence: NCBI Reference Sequence: XP_010207307.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         mklnisfpatgcqklievdderklrtfyekrmatevaadalgeewkgyvvrisggndkqg 60 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         fpmkqgvlthgrvrlllskghscyrprrtgerkrksvrgcivdanlsvlnlvivkkgekd 120 
Colius_striatus      ---------------------------------------------------------ekd 3 
                                                                              *** 
 
Homo_sapiens         ipgltdttvprrlgpkrasrirklfnlskeddvrqyvvrkplnkegkkprtkapkiqrlv 180 
Colius_striatus      ipgltdttvprrlgpkrasrirklfnlskeddvrqyvvrkplnkegkkprtkapkiqrlv 63 
                     ************************************************************ 
 
Homo_sapiens         tprvlqhkrrrialkkqrtkknkeeaaeyakllakrmkeakekrqeqiakrrrlsslras 240 
Colius_striatus      tprvlqhkrrrialkkqrtqknkeeaaeyakllakrmkeakekrqeqiakrrrlsslras 123 
                     *******************:**************************************** 
 
Homo_sapiens         tsksessqk 249 
Colius_striatus      tsksessqk 132 
                     ********* 

 

Percent identity where partial sequence overlaps: 99.24% 
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TSC2 (S939 highlighted) 

Human Sequence: GenBank: AAI50301.1 

Mousebird Sequence: NCBI Reference Sequence: XP_010205705.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         makptskdsglkekfkillglgtprpnprsaegkqtefiitaeilrelsmecglnnrirm 60 
Colius_striatus      makpqskdsglkekfrnllglgtsrgsskssegkqtefiitaeilkelsiecglsnrira 60 
                     **** **********: ****** * . :*:**************:***:****.****  
 
Homo_sapiens         igqicevaktkkfeehavealwkavadllqperplearhavlallkaivqgqgerlgvlr 120 
Colius_striatus      isqicevaktkkieehaveaiwkvvadmlqperpvearhavlhllksivqgqgerlgilr 120 
                     *.**********:*******:**.***:******:******* ***:**********:** 
 
Homo_sapiens         alffkvikdypsnedlherlevfkaltdngrhityleeeladfvlqwmdvglssefllvl 180 
Colius_striatus      ahffkvirdypsnedlherlevfkaltengryityleeeladfvlqwmdvglssefllvl 180 
                     * *****:*******************:***:**************************** 
 
Homo_sapiens         vnlvkfnscyldeyiarmvqmicllcvrtvssvdievslqvldavvcynclpaeslplfi 240 
Colius_striatus      vnlvkfnscyledyvadmvhkicllciqtssfvdieislqvldavvcynclpsenlpvfi 240 
                     ***********::*:* **: *****::* * ****:***************:*.**:** 
 
Homo_sapiens         vtlcrtinvkelcepcwklmrnllgthlghsaiynmchlmedraymedapllrgavffvg 300 
Colius_striatus      itlcrtinvkelcepcwklmrnllgthlghsaiynmcrimedraymadaallrgavffvg 300 
                     :************************************::******* ** ********** 
 
Homo_sapiens         malwgahrlyslrnsptsvlpsfyqamacpnevvsyeivlsitrlikkyrkelqvvawdi 360 
Colius_striatus      malwgahrlnslknsptsvlpsflkamtcpnavvsyeivlsitrlikkygkelqavtwdi 360 
                     ********* **:********** :**:*** ***************** ****.*:*** 
 
Homo_sapiens         llniierllqqlqtldspelrtivhdllttveelcdqnefhgsqeryfelvercadqrpe 420 
Colius_striatus      lldimerllqqlqslesqelksivhdllttveelcdqnefhgseerffelvercadqrpe 420 
                     **:*:********:*:* **::*********************:**:************* 
 
Homo_sapiens         ssllnlisyraqsihpakdgwiqnlqalmerffrsesrgavrikvldvlsfvllinrqfy 480 
Colius_striatus      ssvlnlityraqsihpakdgwihnlqllmerffrnenrsavrikvldvlsfvlsinrqfy 480 
                     **:****:**************:*** *******.*.*.************** ****** 
 
Homo_sapiens         eeelinsvvisqlshipedkdhqvrklatqllvdlaegchthhfnslldiiekvmarsls 540 
Colius_striatus      eeelinlvvisqlahipedkdhqvrklatqllvdlaegcnthhfnslldiiekvaahsls 540 
                     ****** ******:*************************:************** *:*** 
 
Homo_sapiens         pppeleerdvaaysasledvktavlgllvilqtklytlpashatrvyemlvshiqlhykh 600 
Colius_striatus      spseleerdllsysasledvktavlglliilqtklyslpsshamqvyemlihhvqrhymy 600 
                      * ******: :****************:*******:**:*** :*****: *:* ** : 
 
Homo_sapiens         sytlpiassirlqafdfllllradslhrlglpnkdgvvrfspycvcdymeper-gsekkt 659 
Colius_striatus      ayslavassirlqvfdfl---radslhrlglsnkdgavrfspyclcdfveaekrtsekkp 657 
                     :*:* :*******.****   ********** ****.*******:**::* *:  ****  
 
Homo_sapiens         sgplspptgppgpapagpavrlgsvpysllfrvllqclkqesdwevlklvlgrlpeslry 719 
Colius_striatus      tgtlsppsgspsvpaqntairvsnlpysmvfgvllqclkqetdwkvlklvlnklpeslry 717 
                     :* ****:* *.    . *:*:..:***::* *********:**:******.:******* 
 
Homo_sapiens         kvliftspcsvdqlcsalcsmlsgpktlerlrgapegfsrtdlhlavvpvltalisyhny 779 
Colius_striatus      kvlfltspcnidllasalsymltdkkttdrlhgtpegfsrtdlhlavvpvltalisyhny 777 
                     ***::****.:* *.***. **:. ** :**:*:************************** 
 
Homo_sapiens         ldktkqremvycleqglihrcasqcvvalsicsvempdiiikalpvlvvklthisatasm 839 
Colius_striatus      ldkakqreivyclehgliyrcanqcvvalsvcsvempdiiikalpvlivklthisatanm 837 
                     ***:****:*****:***:***.*******:****************:**********.* 
 
Homo_sapiens         avplleflstlarlphlyrnfaaeqyasvfaislpytnpskfnqyivclahhviamwfir 899 
Colius_striatus      aiplleflstlarlphlyrnfaaeqyasvfaislpytnpskfnqyivclahhviamwfir 897 
                     *:********************************************************** 
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Homo_sapiens         crlpfrkdfvpfitkglrsnvllsfddtpekdsfrarstslnerpkslriarppkqglnn 959 
Colius_striatus      crlpfrkdfvpyitkglrsnvllsfddtpekdsfrarstslnerpkr------------- 944 
                     ***********:**********************************               
 
Homo_sapiens         sppvkefkessaaeafrcrsisvsehvvrsriqtsltsaslgsadensvaqaddsmknlh 1019 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         leltetcldmmaryvfsnftavpkrspvgefllaggrtktwlvgnklvtvttsvgtgtrs 1079 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         llgldsgelqsgpesssspgvhvrqtkeapaklesqagqqvsrgardrvrsmsgghglrv 1139 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         galdvpasqflgsatspgprtapaakpekasagtrvpvqektnlaayvplltqgwaeilv 1199 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         rrptgntswlmslenplspfssdinnmplqelsnalmaaerfkehrdtalykslsvpaas 1259 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         takppplprsntdsavvmeegspgevpvlveppgledveaalgmdrrtdaysrsssvssq 1319 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         eekslhaeelvgrgipiervvsseggrpsvdlsfqpsqplsksssspelqtlqdilgdpg 1379 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         dkadvgrlspevkarsqsgtldgesaawsasgedsrgqpegplpsssprspsglrprgyt 1439 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         isdsapsrrgkrverdalksratasnaekvpginpsfvflqlyhspffgdesnkpillpn 1499 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         esqsfersvqlldqipsydthkiavlyvgegqsnselailsnehgsyrytefltglgrli 1559 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         elkdcqpdkvylggldvcgedgqftycwhddimqavfhiatlmptkdvdkhrcdkkrhlg 1619 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         ndfvsivyndsgedfklgtikgqfnfvhvmvtpldyecnlvslqcrkdmeglvdtsvaki 1679 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         vsdrnlpfvarqmalhanmasqvhhsrsnptdiypskwiarlrhikrlrqriceeaaysn 1739 
Colius_striatus      ------------------------------------------------------------ 944 
                                                                                  
 
Homo_sapiens         pslplvhppshskapaqtpaeptpgyevgqrkrlissvedftefv 1784 
Colius_striatus      --------------------------------------------- 944 

 

Percent identity where partial sequence overlaps: 83.56% 
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P70S6K (T412 highlighted) 

Human Sequence: NCBI Reference Sequence: NP_003152.1 

Mousebird Sequence: GenBank: KFP26724.1 

CLUSTAL O(1.2.4) multiple sequence alignment 

 
 
Homo_sapiens         mrrrrrrdgfypapdfrdreaedmagvfdidldqpedagsedeleeggqlnesmdhggvg 60 
Colius_striatus      -----------------------------------------------gqlsesmdhggvg 13 
                                                                    ***.********* 
 
Homo_sapiens         pyelgmehcekfeisetsvnrgpekirpecfellrvlgkggygkvfqvrkvtgantgkif 120 
Colius_striatus      qydlgmehcekfeisetsvnrgpekirpecfellrvlgkggygkvfqvrkvtgantgkif 73 
                      *:********************************************************* 
 
Homo_sapiens         amkvlkkamivrnakdtahtkaernileevkhpfivdliyafqtggklylileylsggel 180 
Colius_striatus      amkvlkkamivrnakdtahtkaernileevkhpfivdliyafqtggklylileylsggel 133 
                     ************************************************************ 
 
Homo_sapiens         fmqleregifmedtacfylaeismalghlhqkgiiyrdlkpenimlnhqghvkltdfglc 240 
Colius_striatus      fmqleregifmedtacfylaeismalghlhqkgiiyrdlkpenimlnhqghvkltdfglc 193 
                     ************************************************************ 
 
Homo_sapiens         kesihdgtvthtfcgtieymapeilmrsghnravdwwslgalmydmltgappftgenrkk 300 
Colius_striatus      kesihdgtvthtfcgtieymapeilmrsghnravdwwslgalmydmltgappftgenrkk 253 
                     ************************************************************ 
 
Homo_sapiens         tidkilkcklnlppyltqeardllkkllkrnaasrlgagpgdagevqahpffrhinweel 360 
Colius_striatus      tidkilkcklnlppyltqeardllkkllkrnaasrlgagpgdagevqahpffrhinwdel 313 
                     *********************************************************:** 
 
Homo_sapiens         larkveppfkpllqseedvsqfdskftrqtpvdspddstlsesanqvflgftyvapsvle 420 
Colius_striatus      larkveppfkpllqseedvsqfdskftrqtpvdspddstlsesanqvflgftyvapsvle 373 
                     ************************************************************ 
 
Homo_sapiens         svkekfsfepkirsprrfigsprtpvspvkfspgdfwgrgasastanpqtpveypmetsg 480 
Colius_striatus      svkekfsfepkirsprrfigsprtpvspvkfspgefwgrgasasasntqtpveypmetsg 433 
                     **********************************:*********::* ************ 
 
Homo_sapiens         ieqmdvtmsgeasaplpirqpnsgpykkqafpmiskrpehlrmnl 525 
Colius_striatus      ieqmdvtvcgeasaplpirqpnsgpykkqafpmiskrpehlrmnl 478 
                     *******:.************************************ 

Percent identity where partial sequence overlaps: 97.91% 
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IRS1 (S312 highlighted) 

Human Sequence: NCBI Reference Sequence: NP_005535.1 

Mousebird Sequence: NCBI Reference Sequence: XP_010200481.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         masppe--sdgfsdvrkvgylrkpksmhkrffvlraaseaggparleyyenekkwrhkss 58 
Colius_striatus      masptdssegffsdvrkvgylrkpksmhkrffvlraase-sgparleyyenekkwrhksg 59 
                     **** :  .. **************************** .******************. 
 
Homo_sapiens         apkrsiplescfninkradsknkhlvalytrdehfaiaadseaeqdswyqallqlhnrak 118 
Colius_striatus      apkrsiplencfninkradsknkhlvalytkdehfaiaadsepeqeswyqallqlhnrak 119 
                     *********.********************:*********** **:************** 
 
Homo_sapiens         ghhdgaaalgagggggs-csgssglgeagedlsygdvppgpafkevwqvilkpkglgqtk 177 
Colius_striatus      ghhhlhhhhhhhhsdvtfggsssglgeaged-sygevapgpafkevwqvilkpkglgqtk 178 
                     ***.         .. :  ..********** ***:* ********************** 
 
Homo_sapiens         nligiyrlcltsktisfvklnseaaavvlqlmnirrcghsenfffievgrsavtgpgefw 237 
Colius_striatus      nligiyrlcltnktisfvklnsdaaavvlqllnirrcghsenfffievgrsavtgpgefw 238 
                     ***********.**********:********:**************************** 
 
Homo_sapiens         mqvddsvvaqnmhetileamramsdefrprsksqsssncsnpisvplr-rhhlnnpppsq 296 
Colius_striatus      mqvddsvvaqnmhetileamramseefrprsksqsssncsnpisvplrsrhhvsnpppsq 298 
                     ************************:*********************** ***:.****** 
 
Homo_sapiens         vgltrrsrtesitatspasmv----ggkpgsfrvrassdgegtmsrpasvdgspvspstn 352 
Colius_striatus      vglsrrsrtesvtatspaggggggtsgkpssfrvrassdgegtmsrpasvdgspvspsan 358 
                     ***:*******:******.      .***.****************************:* 
 
Homo_sapiens         rthahrhrgsarlhpplnhsrsipmpasrcspsatspvslsssstsghgstsdclfprrs 412 
Colius_striatus      rthshrhrgnsrlhpplnhsrsipmpssrcspsatspvslsssstsghgstsdclfprrs 418 
                     ***:*****.:***************:********************************* 
 
Homo_sapiens         sasvsgspsdggfissdeygsspcdfrssfrsvtpdslghtppargeeelsnyicmggkg 472 
Colius_striatus      sasvsgspsdggfissdeygsspcdfrssfrsvtpdslghtppargdeel-nyicmggka 477 
                     **********************************************:*** ********. 
 
Homo_sapiens         ps---tltapnghyilsrggnghrctpgtglgtsp--alagdeaasaadldnrfrkrths 527 
Colius_striatus      tssccslaapnghfiprac------hpqqqprypstlccprggseevadlekafrkrths 531 
                      *   :*:*****:*           *          .   . : ..***:: ******* 
 
Homo_sapiens         agtsptithqktpsqssvasieeytemmpayppgggsggrlpghrhsafvptrsypeegl 587 
Colius_striatus      agtsptishqktpsqssvasieeytemlpsypcgg---srlpsyrhsafvpthsypeecl 588 
                     *******:*******************:*:** **   .***.:********:***** * 
 
Homo_sapiens         emhplerrgghhrpdsstlhtddgympmspgvapvpsgr--kgsgdympmspksvsapqq 645 
Colius_striatus      emhhvds--ghhr-tnsaphtddgympmspgvapvpsgggppkggdympmspksvsap-- 643 
                     *** ::   ****  .*: *******************     .**************   
 
Homo_sapiens         iinpirrhpqrvdpngymmmspsggcspdigggpsssssssnavpsgtsygklwtngvgg 705 
Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         hhshvlphpkppvessggkllpctgdymnmspvgdsntsspsdcyygpedpqhkpvlsyy 765 
Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         slprsfkhtqrpgepeegarhqhlrlstssgrllyaataddsssstssdslgggycgarl 825 
Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         epslphphhqvlqphlprkvdtaaqtnsrlarptrlslgdpkastlprareqqqqqqpll 885 
Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         hppepkspgeyvniefgsdqsgylsgpvafhsspsvrcpsqlqpapreeetgteeymkmd 945 
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Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         lgpgrraawqestgvemgrlgpappgaasicrptravpssrgdymtmqmscprqsyvdts 1005 
Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         paapvsyadmrtgiaaeevslpratmaaassssaasasptgpqgaaelaahssllggpqg 1065 
Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         pggmsaftrvnlspnrnqsakviradpqgcrrrhssetfsstpsatrvgntvpfgagaav 1125 
Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         gggggsssssedvkrhssasfenvwlrpgelggapkepaklcgaagglenglnyidldlv 1185 
Colius_striatus      ------------------------------------------------------------ 643 
                                                                                  
 
Homo_sapiens         kdfkqcpqectpepqppppppphqplgsgessstrrssedlsayasisfqkqpedrq 1242 
Colius_striatus      --------------------------------------------------------- 643 

 

Percent identity where partial sequence overlaps: 83.92% 
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IR (Y1162/1163 highlighted, Note: the signal sequence is included in the human sequence so Y1162 is 

at position Y1189) 

Human Sequence: GenBank: AAA59452.1 

Mousebird Sequence: GenBank: KFP29069.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         mgtggrrgaaaapllvavaalllgaaghlypgevcpgmdirnnltrlhelencsvieghl 60 
Colius_striatus      ---------------------------------vcrsmdirnnltrlnmlenctvieghl 27 
                                                      ** .**********: ****:****** 
 
Homo_sapiens         qillmfktrpedfrdlsfpklimitdylllfrvygleslkdlfpnltvirgsrlffnyal 120 
Colius_striatus      qillmfktkpedfrelsfpkltmitdylllfrvygleslkglfpnltvirgthlffnyal 87 
                     ********:*****:****** ******************.**********::******* 
 
Homo_sapiens         vifemvhlkelglynlmnitrgsvrieknnelcylatidwsrildsvednyivlnkddne 180 
Colius_striatus      vifemvhlkeiglynlmnitrgavrieknnelcylstidwsrildsvednyivankddke 147 
                     **********:***********:************:***************** ****:* 
 
Homo_sapiens         ecgdicpgtakgktncpatvingqfvercwthshcqkvcptickshgctaeglcchsecl 240 
Colius_striatus      ecgdvcpgtvkgksncpptvingifiercwthdrcqrvcppacksqgctsegqcchsecl 207 
                     ****:****.***:*** ***** *:******.:**:***  ***:***:** ******* 
 
Homo_sapiens         gncsqpddptkcvacrnfyldgrcvetcpppyyhfqdwrcvnfsfcqdlhhkcknsrrqg 300 
Colius_striatus      gdctepndpekcvacrnfylegrcvdtcppgyyrfegwrcvtfsfcqelhnkcknaresg 267 
                     *:*::*:** **********:****:**** **:*:.****.*****:**:****:*..* 
 
Homo_sapiens         chqyvihnnkcipecpsgytmnssnllctpclgpcpkvchllegektidsvtsaqelrgc 360 
Colius_striatus      ch--vihnnecvhecpsgyimnssnlhctpcagpcpkvcdy-gkektidsvtsaqelrgc 324 
                     **  *****:*: ****** ****** **** *******.    **************** 
 
Homo_sapiens         tvingsliinirggnnlaaeleanlglieeisgylkirrsyalvslsffrklrlirgetl 420 
Colius_striatus      tvingslvinirggnniaaeleanlglieeisgylkirrsyalvslsffrklhlirgetl 384 
                     *******:********:***********************************:******* 
 
Homo_sapiens         eignysfyaldnqnlrqlwdwskhnltitqgklffhynpklclseihkmeevsgtkgrqe 480 
Colius_striatus      eagnysfyaldnqnlrqlwdwskhnltiargklffhynpklclseihrmeeisgtkgrqe 444 
                     * **************************::*****************:***:******** 
 
Homo_sapiens         rndialktngdqascenellkfsyirtsfdkillrwepywppdfrdllgfmlfykeapyq 540 
Colius_striatus      rndialktngdqascenellkfssirtshdkillk-kpywppdfrdllgfmlfykeapyq 503 
                     *********************** ****.*****: :*********************** 
 
Homo_sapiens         nvtefdgqdacgsnswtvvdidpplrsndpksqnhpgwlmrglkpwtqyaifvktlvtfs 600 
Colius_striatus      nvtefdgqdacgsnswtvvdvdppprsnepkaqaqpgwllrglkpwtqyavfvktlvtfs 563 
                     ********************:*** ***:**:* :****:**********:********* 
 
Homo_sapiens         derrtygaksdiiyvqtdatnpsvpldpisvsnsssqiilkwkppsdpngnithylvfwe 660 
Colius_striatus      derrtygakseiiyvqtnatvpsvpldpisvsnsssqiilkwkppsepngnithylvfwq 623 
                     **********:******:** *************************:************: 
 
Homo_sapiens         rqaedselfeldyclkglklpsrtwsppfesedsqkhnqseyedsageccscpktdsqil 720 
Colius_striatus      qqaedselyeldyclkglklpsrtwsppfesedpqkynqsenedvsgeccscpktdsqiq 683 
                     :*******:************************ **:**** ** :*************  
 
Homo_sapiens         keleessfrktfedylhnvvfvprktssgtgaedprpsrkrrslgdvgnvtvavptvaaf 780 
Colius_striatus      keleesafrktfenylhnevfvpryksqti--sprwpsrkrrdlgsvanatvviptiass 741 
                     ******:******:**** ***** .*.    .   ******.**.*.*.**.:**:*:  
 
Homo_sapiens         pntsstsvptspeehrpfekvvnkeslvisglrhftgyrielqacnqdtpeercsvaayv 840 
Colius_striatus      pnnsaaga-enteeqkpfekvkskeslvisglrhftgyrielhacnhda-------qayv 793 
                     **.*::..  . **::***** .*******************:***:*:        *** 
 
Homo_sapiens         sartmpeakaddivgpvtheifennvvhlmwqepkepnglivlyevsyrrygd-eelhlc 899 
Colius_striatus      sartmpeakaddivgpvsheliekntvhlkwqepkepnglivlyevnygrlgeteeahyc 853 
                     *****************:**::*:*.*** ****************.* * *: ** * * 
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Homo_sapiens         vsrkhfalergcrlrglspgnysvriratslagngswteptyfyvtdyldvpsniakiii 959 
Colius_striatus      vsrkhfaseqgcklrglqpgnysvriratslagngswteptyfyvadylnaqpniavi-i 912 
                     ******* *:**:****.***************************:***:.  *** * * 
 
Homo_sapiens         gplifvflfsvvigsiylflrkrqpdgplgplyassnpeylsasdv---fpcsvyvpdew 1016 
Colius_striatus      vpiifaiiiagiigaayvlvkkrqtegptgplyassnpeylsasdepfpfcstvyvpdew 972 
                      *:**.:::: :**: *::::*** :** ****************    * .:******* 
 
Homo_sapiens         evsrekitllrelgqgsfgmvyegnardiikgeaetrvavktvnesaslrerieflneas 1076 
Colius_striatus      evprekiallrelgqgsfgmvyegiakdivkgepetrvavktvnesaslrerieflneas 1032 
                     ** ****:**************** *:**:*** ************************** 
 
Homo_sapiens         vmkgftchhvvrllgvvskgqptlvvmelmahgdlksylrslrpeaennpgrppptlqem 1136 
Colius_striatus      vmkgfschhvvrllgvvskgqptlvvmelmahgdlksylrslrpdaennpgrppptlrem 1092 
                     *****:**************************************:************:** 
 
Homo_sapiens         iqmaaeiadgmaylnakkfvhrdlaarncmvahdftvkigdfgmtrdiyetdyyrkggkg 1196 
Colius_striatus      iqmaaeiadgmaylnakkfvhrdlaarncmvaedftvkigdfgmtrdiyetdyyrkggkg 1152 
                     ********************************.*************************** 
 
Homo_sapiens         llpvrwmapeslkdgvfttssdmwsfgvvlweitslaeqpyqglsneqvlkfvmdggyld 1256 
Colius_striatus      llpvrwmapeslkdgvftaysdvwsfgvvlweisslaeqpyqglsneqvlkfvmdggyld 1212 
                     ******************: **:**********:************************** 
 
Homo_sapiens         qpdncpervtdlmrmcwqfnpkmrptfleivnllkddlhpsfpevsffhseenkapesee 1316 
Colius_striatus      qpdncperlqslmqmcwqynpkmrptfieiiemlkedlhpsfhevsffyseenkpletee 1272 
                     ********: .**:****:********:**:::**:****** *****:*****  *:** 
 
Homo_sapiens         lemefedmenvpldrsshcqreeaggrdggsslgfkrsyeehipythmnggkkngriltl 1376 
Colius_striatus      yemdfenmesipldpssysqrdkvlgrdngpsmalkgnyeehipythmnggkkngrilsm 1332 
                      **:**:**.:*** **:.**::. ***.* *:.:* .********************:: 
 
Homo_sapiens         prsnps 1382 
Colius_striatus      prssps 1338 
                     ***.** 

Percent identity where partial sequence overlaps: 83.36% 
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IGF1R (Y1135/1136 highlighted, Note: the signal sequence is present in the human sequence so Y1135 

corresponds to 1164 in this sequence) 

Human Sequence: GenBank: AAI43722.1 

Mousebird Sequence: NCBI Reference Sequence: XP_010202369.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         mksgsgggsptslwgllflsaalslwptsgeicgpgidirndyqqlkrlenctviegylh 60 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         illiskaedyrsyrfpkltviteylllfrvagleslgdlfpnltvirgwklfynyalvif 120 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         emtnlkdiglynlrnitrgairieknadlcylstvdwslildavsnnyivgnkppkecgd 180 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         lcpgtmeekpmcekttinneynyrcwttnrcqkmcpstcgkractennecchpeclgscs 240 
Colius_striatus      -----------------------------mgrgvcpsscgkractdqnecchpeclgsct 31 
                                                    : :***:*******::************: 
 
Homo_sapiens         apdndtacvacrhyyyagvcvpacppntyrfegwrcvdrdfcanilsaessdsegfvihd 300 
Colius_striatus      apdnntacvacrnyfyegvcmptcppntykfegwrcvtkefcskvpatetseyerfvihn 91 
                     ****:*******:*:* ***:*:******:******* ::**::: ::*:*: * ****: 
 
Homo_sapiens         gecmqecpsgfirngsqsmycipcegpcpkvceeekktktidsvtsaqmlqgctifkgnl 360 
Colius_striatus      decmaecpsgfirngsqsmfcspcegpcpkicedg-ktktidsvtsaqmlqgctilkgnl 150 
                     .*** **************:* ********:**:  *******************:**** 
 
Homo_sapiens         linirrgnniaselenfmglievvtgyvkirhshalvslsflknlrlilgeeqlegnysf 420 
Colius_striatus      linirrgnniaselenfmglietvtgyvkirhshalvslsflknlryilgeeqvdgnysf 210 
                     **********************.*********************** ******::***** 
 
Homo_sapiens         yvldnqnlqqlwdwdhrnltikagkmyfafnpklcvseiyrmeevtgtkgrqskgdintr 480 
Colius_striatus      yvldnhnlqqlwdwnhhnltikegkmyfafnpklcvseiyrmeevsgtkgrqskgdinpr 270 
                     *****:********:*:***** **********************:************ * 
 
Homo_sapiens         nngerascesdvlhftstttsknriiitwhryrppdyrdlisftvyykeapfknvteydg 540 
Colius_striatus      nngerasceshilrfvsnttlknrikltweryrppdyrdlisftvyykeapfknvteydg 330 
                     **********.:*:*.*.** **** :**.****************************** 
 
Homo_sapiens         qdacgsnswnmvdvdlppnkdvepgillhglkpwtqyavyvkavtltmvendhirgakse 600 
Colius_striatus      qdacgsnswnmvdvdlppnkennpgillqglkpwtqyaiyvkavtltmmenhhihgakse 390 
                     ********************: :*****:*********:*********:**.**:***** 
 
Homo_sapiens         ilyirtnasvpsipldvlsasnsssqlivkwnppslpngnlsyyivrwqrqpqdgylyrh 660 
Colius_striatus      ivyirtnaavpsipldvisasnsssqlivkwnppslpngnlsyyivrwqqqpqdsylyrh 450 
                     *:******:********:*******************************:****.***** 
 
Homo_sapiens         nycskdkipirkyadgtidieevtenpktevcggekgpccacpkteaekqaekeeaeyrk 720 
Colius_striatus      nycskdkvpirryadgtidteeateptkpegcggekgpccacpkteaekqaekeeaeyrk 510 
                     *******:***:******* **.**  * * ***************************** 
 
Homo_sapiens         vfenflhnsifvprperkrrdvmqvanttmssrsrnttaadty-nitdpeeleteypffe 779 
Colius_striatus      vfenflhnsifvprpdrkrrdvfrianatlvtrnrnvtgtdhftnvsdseeseveypffe 570 
                     ***************:******:::**:*: :*.**.*.:* : *::* ** *.****** 
 
Homo_sapiens         srvdnkertvisnlrpftlyridihscnheaeklgcsasnfvfartmpaegaddipgpvt 839 
Colius_striatus      tkvdgkertvishlqpftlyridihscnheadtlgcsasnfvfartmpsegadnipgtva 630 
                     ::**.*******:*:****************:.***************:****:*** *: 
 
Homo_sapiens         weprpensiflkwpepenpnglilmyeikygsqvedqrecvsrqeyrkyggaklnrlnpg 899 
Colius_striatus      weakeentvylkwlepanpnglilmyeikygqhgeekrecvsrqeykklggaklthlnpg 690 
                     ** : **:::*** ** **************.: *::*********:* *****.:**** 
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Homo_sapiens         nytariqatslsgngswtdpvffyvqak--ryenfihliialpvavllivgglvimlyvf 957 
Colius_striatus      nysarvqatslagngswtepisfyvqpksanygnflhliivlpiaflliiggllimlyvf 750 
                     **:**:*****:******:*: **** *  .* **:****.**:*.***:***:****** 
 
Homo_sapiens         hrkrnnsrlgngvlyasvnpeyfsaadvyvpdewevarekitmsrelgqgsfgmvyegva 1017 
Colius_striatus      nkkrnsdrlgngvlyasvnpeyfsasdvyvpdewevprekitmcrelgqgsfgmvyegia 810 
                     ::***..******************:********** ******.**************:* 
 
Homo_sapiens         kgvvkdepetrvaiktvneaasmrerieflneasvmkefnchhvvrllgvvsqgqptlvi 1077 
Colius_striatus      kgvvkdepetrvaiktvnesasmrerieflneasvmkefnchhvvrllgvvsqgqptlvi 870 
                     *******************:**************************************** 
 
Homo_sapiens         melmtrgdlksylrslrpemennpvlappslskmiqmageiadgmaylnankfvhrdlaa 1137 
Colius_striatus      melmtrgdlksylrslrpdtennpgqapptlkkmiqmageiadgmaylnankfvhrdlaa 930 
                     ******************: ****  ***:*.**************************** 
 
Homo_sapiens         rncmvaedftvkigdfgmtrdiyetdyyrkggkgllpvrwmspeslkdgvfttysdvwsf 1197 
Colius_striatus      rncmvaedftvkigdfgmtrdiyetdyyrkggkgllpvrwmspeslkdgvftthsdvwsf 990 
                     *****************************************************:****** 
 
Homo_sapiens         gvvlweiatlaeqpyqglsneqvlrfvmegglldkpdncpdmlfelmrmcwqynpkmrps 1257 
Colius_striatus      gvvlweiatlaeqpyqgmtneqvlrfvmeggllekpdncpdmlfelmrmcwqynpkmrps 1050 
                     *****************::**************:************************** 
 
Homo_sapiens         fleiissikeemepgfrevsfyyseenklpepeeldlepenmesvpldpsasssslplpd 1317 
Colius_striatus      fleiigsikdeldpafkevsffyseenkppdteeldletenmesipldpss---tlqptd 1107 
                     *****.***:*::*.*:****:****** *: ****** *****:*****:   :*   * 
 
Homo_sapiens         rhsghkaengpgpgvlvlrasfderqpyahmnggrkneralplpqsstc 1366 
Colius_striatus      khsghkaeng--pgvvvlraafeerqpyahmnggrkneralplpqssac 1154 
                     :*********  ***:****:*:************************:* 

 

Percent identity where partial sequence overlaps: 84.27% 
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mTOR (S2448 highlighted) 

Human Sequence: NCBI Reference Sequence: NP_004949.1 

Mousebird Sequence: NCBI Reference Sequence: XP_010207987.1 

 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         mlgtgpaaattaattssnvsvlqqfasglksrneetrakaakelqhyvtmelremsqees 60 
Colius_striatus      --------------msgtvsilqqfanglksrseetrakaakdlqhyvtmelremsqees 46 
                                    *..**:*****.*****.*********:***************** 
 
Homo_sapiens         trfydqlnhhifelvsssdanerkggilaiasligveggnatrigrfanylrnllpsndp 120 
Colius_striatus      trfydqlnhhifelvsssdanerkggilaiasligveggnatrigrfanylrnllpsndp 106 
                     ************************************************************ 
 
Homo_sapiens         vvmemaskaigrlamagdtftaeyvefevkralewlgadrnegrrhaavlvlrelaisvp 180 
Colius_striatus      vvmemaskaigrlamagdtftaeyvefevkralewlgadrnegrrhaavlvlrelaisvp 166 
                     ************************************************************ 
 
Homo_sapiens         tfffqqvqpffdnifvavwdpkqairegavaalraclilttqrepkemqkpqwyrhtfee 240 
Colius_striatus      tfffqqvqpffdnifvavwdpkqairegavsalraclilttqrepkemqkpqwyrhtyee 226 
                     ******************************:**************************:** 
 
Homo_sapiens         aekgfdetlakekgmnrddrihgallilnelvrissmegerlreemeeitqqqlvhdkyc 300 
Colius_striatus      aekgfdetlakekgmnrddrihgallilnelvrissmegerlreemeeitqqqlvhdkyc 286 
                     ************************************************************ 
 
Homo_sapiens         kdlmgfgtkprhitpftsfqavqpqqsnalvgllgysshqglmgfgtspspakstlvesr 360 
Colius_striatus      kdlmgfstkprhitpftsfqslqpsqsnalagllgysahqgimgfatspvpakstlvesr 346 
                     ******.*************::**.*****.******:***:***.*** ********** 
 
Homo_sapiens         ccrdlmeekfdqvcqwvlkcrnsknsliqmtilnllprlaafrpsaftdtqylqdtmnhv 420 
Colius_striatus      ccrdlmeekfdqvcqwvlkcrtsknsliqmtvlnllprlaafrpsaftadqylpdtmnhv 406 
                     *********************.*********:****************  *** ****** 
 
Homo_sapiens         lscvkkekertaafqalgllsvavrsefkvylprvldiiraalppkdfahkrqkamqvda 480 
Colius_striatus      lscvkkekertaafqalgllsvavrsefqaylpkvleiikaalppkdfahkrqksvqvda 466 
                     ****************************:.***:**:**:**************::**** 
 
Homo_sapiens         tvftcismlaramgpgiqqdikellepmlavglspaltavlydlsrqipqlkkdiqdgll 540 
Colius_striatus      tvftcismlaramgpsiqqdikellepmlavglspaltavlydlsrqipqlkkdiqdgll 526 
                     ***************.******************************************** 
 
Homo_sapiens         kmlslvlmhkplrhpgmpkglahqlaspglttlpeasdvgsitlalrtlgsfefeghslt 600 
Colius_striatus      kmlslvlmhkplrhpgmpkglahqlaspsltnipeasdvgsitlalrtlgsfefeghslt 586 
                     ****************************.**.:*************************** 
 
Homo_sapiens         qfvrhcadhflnsehkeirmeaartcsrlltpsihlisghahvvsqtavqvvadvlskll 660 
Colius_striatus      qfvrhcadhflnsehkeirmeaartcsrlltpsihlisghahvvsqtavqvvadvlskll 646 
                     ************************************************************ 
 
Homo_sapiens         vvgitdpdpdirycvlaslderfdahlaqaenlqalfvalndqvfeirelaictvgrlss 720 
Colius_striatus      vvgitdpdpdirfcvlaslderfdahlaqaenlqalfvalndqvfeirelaictvgrlss 706 
                     ************:*********************************************** 
 
Homo_sapiens         mnpafvmpflrkmliqiltelehsgigrikeqsarmlghlvsnaprlirpymepilkali 780 
Colius_striatus      mnpafvmpflrkmliqiltelehsgvgrikeqsarmlghlvsnaprlirpymepilkali 766 
                     *************************:********************************** 
 
Homo_sapiens         lklkdpdpdpnpgvinnvlatigelaqvsglemrkwvdelfiiimdmlqdssllakrqva 840 
Colius_striatus      vklkdpdpdpnpgvinnvlatigelaqvsglemrkwvdelfiiimdmlqdssllakrqva 826 
                     :*********************************************************** 
 
Homo_sapiens         lwtlgqlvastgyvvepyrkyptllevllnflkteqnqgtrreairvlgllgaldpykhk 900 
Colius_striatus      lwtlgqlvastgyvvepyrkyptllevllnflkteqnqgtrreairvlgllgaldpykhk 886 
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                     ************************************************************ 
 
Homo_sapiens         vnigmidqsrdasavslseskssqdssdystsemlvnmgnlpldefypavsmvalmrifr 960 
Colius_striatus      vnigmidqsrdasavslseskssqdssdystsemlvnmgnlpldefypavsmvalmrifr 946 
                     ************************************************************ 
 
Homo_sapiens         dqslshhhtmvvqaitfifkslglkcvqflpqvmptflnvirvcdgaireflfqqlgmlv 1020 
Colius_striatus      dqslsqhhtmvvqaitfifkslglkcvqflpqvmptflnvirvcdgaireflfqqlgmlv 1006 
                     *****:****************************************************** 
 
Homo_sapiens         sfvkshirpymdeivtlmrefwvmntsiqstiillieqivvalggefklylpqliphmlr 1080 
Colius_striatus      sfvrshirpymdeivtlmrdfwvmnnsiqstiillieqivvalggefklylpqliphmlr 1066 
                     ***:***************:*****.********************************** 
 
Homo_sapiens         vfmhdnspgrivsikllaaiqlfganlddylhlllppivklfdapeaplpsrkaaletvd 1140 
Colius_striatus      vfmhdnsqsrvvsvkllnaiqlfganlddylhlllppivklfdapdvpvvarkaaletvd 1126 
                     ******* .*:**:*** ***************************:.*: :********* 
 
Homo_sapiens         rltesldftdyasriihpivrtldqspelrstamdtlsslvfqlgkkyqifipmvnkvlv 1200 
Colius_striatus      rltesldftdyasriihpivrtldqspelrttamdtlsslvfqlgkkyqifipmvnkvlv 1186 
                     ******************************:***************************** 
 
Homo_sapiens         rhrinhqrydvlicrivkgytladeeedpliyqhrmlrsgqgdalasgpvetgpmkklhv 1260 
Colius_striatus      rhrinhqrydvlicrivkgytladeeedpliyqhrmlrsnqgetlasgpvetgpmkklhv 1246 
                     ***************************************.**::**************** 
 
Homo_sapiens         stinlqkawgaarrvskddwlewlrrlslellkdssspslrscwalaqaynpmardlfna 1320 
Colius_striatus      stinlqkawgaarrvskddwlewlrrlslellkdssspslrscwalaqaynpmardlfna 1306 
                     ************************************************************ 
 
Homo_sapiens         afvscwselnedqqdelirsielaltsqdiaevtqtllnlaefmehsdkgplplrddngi 1380 
Colius_striatus      afvscwselnedqqdelirsielaltsqdiaevtqtllnlaefmehsdkgplplrddngi 1366 
                     ************************************************************ 
 
Homo_sapiens         vllgeraakcrayakalhykelefqkgptpaileslisinnklqqpeaaagvleyamkhf 1440 
Colius_striatus      vllgeraakcrayakalhykelefqkgptpaileslisinnklqqpeaaagvleyamkhf 1426 
                     ************************************************************ 
 
Homo_sapiens         geleiqatwyeklhewedalvaydkkmdtnkddpelmlgrmrclealgewgqlhqqccek 1500 
Colius_striatus      geleiqatwyeklhewedalvaydkkmdtnkddpelmlgrmrclealgewgqlhqqccek 1486 
                     ************************************************************ 
 
Homo_sapiens         wtlvndetqakmarmaaaaawglgqwdsmeeytcmiprdthdgafyravlalhqdlfsla 1560 
Colius_striatus      wtqvndetqakmarmaaaaawglgqwdsmeeytcmiprdthdgafyravlalhqdlfsla 1546 
                     ** ********************************************************* 
 
Homo_sapiens         qqcidkardlldaeltamagesysraygamvschmlseleeviqyklvperreiirqiww 1620 
Colius_striatus      qqcidkardlldaeltamagesysraygamvscqmlseleeviqyklvperreiirqiww 1606 
                     *********************************:************************** 
 
Homo_sapiens         erlqgcqrivedwqkilmvrslvvsphedmrtwlkyaslcgksgrlalahktlvlllgvd 1680 
Colius_striatus      erlqgcqrivedwqrilmvrslvvnphedmrtwlkyaslcgksgrlalahktlvlllgvd 1666 
                     **************:*********.*********************************** 
 
Homo_sapiens         psrqldhplptvhpqvtyaymknmwksarkidafqhmqhfvqtmqqqaqhaiatedqqhk 1740 
Colius_striatus      psrqldhplptvhpqvtyaymkhmwksarkidafqhmqhfvqtmqqqaqhaiatedqqhk 1726 
                     **********************:************************************* 
 
Homo_sapiens         qelhklmarcflklgewqlnlqginestipkvlqyysaatehdrswykawhawavmnfea 1800 
Colius_striatus      qelhklmarcflklgewqlnlqginestipkvlqyysaatehdrnwykawhawavmnfea 1786 
                     ********************************************.*************** 
 
Homo_sapiens         vlhykhqnqardekkklrhasganitnattaattaatatttastegsnseseaestensp 1860 
Colius_striatus      vlhykhqnqardekkklrhasgasits--------------antegsnsesdaestensp 1832 
                     ***********************.**.              *.********:******** 
 
Homo_sapiens         tpsplqkkvtedlsktllmytvpavqgffrsislsrgnnlqdtlrvltlwfdyghwpdvn 1920 
Colius_striatus      ipspvqkkvtedlsktllmytvpavqgffrsislsrgnnlqdtlrvltlwfdyghwpdvn 1892 
                      ***:******************************************************* 
 
Homo_sapiens         ealvegvkaiqidtwlqvipqliaridtprplvgrlihqlltdigryhpqaliypltvas 1980 
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Colius_striatus      ealvegvkaiqidtwlqvipqliaridtprplvgrlihqlltdigryhpqaliypltvas 1952 
                     ************************************************************ 
 
Homo_sapiens         kstttarhnaankilknmcehsntlvqqammvseelirvailwhemwhegleeasrlyfg 2040 
Colius_striatus      kstttarhnaankilknmcehsntlvqqammvseelirvailwhemwhegleeasrlyfg 2012 
                     ************************************************************ 
 
Homo_sapiens         ernvkgmfevleplhammergpqtlketsfnqaygrdlmeaqewcrkymksgnvkdltqa 2100 
Colius_striatus      ernvkgmfevleplhammergpqtlketsfnqaygrdlmeaqewcrkymksgnvkdltqa 2072 
                     ************************************************************ 
 
Homo_sapiens         wdlyyhvfrriskqlpqltslelqyvspkllmcrdlelavpgtydpnqpiiriqsiapsl 2160 
Colius_striatus      wdlyyhvfrriskqlpqltslelqyvspkllmcrdlelavpgtydpnqpiiriqsiapsl 2132 
                     ************************************************************ 
 
Homo_sapiens         qvitskqrprkltlmgsnghefvfllkghedlrqdervmqlfglvntllandptslrknl 2220 
Colius_striatus      qvitskqrprkltlmgsnghefvfllkghedlrqdervmqlfglvntllandptslrknl 2192 
                     ************************************************************ 
 
Homo_sapiens         siqryaviplstnsgligwvphcdtlhalirdyrekkkillniehrimlrmapdydhltl 2280 
Colius_striatus      siqryaviplstnsgligwvphcdtlhalirdyrekkkillniehrimlrmapdydhltl 2252 
                     ************************************************************ 
 
Homo_sapiens         mqkvevfehavnntagddlakllwlkspssevwfdrrtnytrslavmsmvgyilglgdrh 2340 
Colius_striatus      mqkvevfehavnntagddlakllwlkspssevwfdrrtnytrslavmsmvgyilglgdrh 2312 
                     ************************************************************ 
 
Homo_sapiens         psnlmldrlsgkilhidfgdcfevamtrekfpekipfrltrmltnamevtgldgnyritc 2400 
Colius_striatus      psnlmldrlsgkilhidfgdcfevamtrekfpekipfrltrmltnamevtgldgnyritc 2372 
                     ************************************************************ 
 
Homo_sapiens         htvmevlrehkdsvmavleafvydpllnwrlmdtntkgnkrsrtrtdsysagqsveildg 2460 
Colius_striatus      htvmevlrehkdsvmavleafvydpllnwrlmdtntkgnkrsrtrtdsysasqsvemlds 2432 
                     ***************************************************.****:**. 
 
Homo_sapiens         velgepahkktgttvpesihsfigdglvkpealnkkaiqiinrvrdkltgrdfshddtld 2520 
Colius_striatus      velgetahkktgttvpesihsfigdglvkpealnkkaiqiinrvrdkltgrdfshdetld 2492 
                     ***** **************************************************:*** 
 
Homo_sapiens         vptqvellikqatshenlcqcyigwcpfw 2549 
Colius_striatus      vptqvellikqatshenlcqcyigwcpfw 2521 
                     ***************************** 

 

Percent identity: 97.14% 
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eIF2a (S51 highlighted) 

Human Sequence: NCBI Reference Sequence: NP_001305975.1 (short isoform #5 used as S51 refers to 

51st residue in the truncated form) 

Mousebird Sequence: NCBI Reference Sequence: XP_010195358.1 

 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         ------------------------------------------------------------ 0 
Colius_striatus      rgseglymvngppsftestafqrdsgknckavafskdgslvawcngekvnvvnvtsaell 60 
                                                                                  
 
Homo_sapiens         ------------------------------------------------------------ 0 
Colius_striatus      rsfdlpkavclqfspknnvlatwqayttakdgsagvpnlqlhdvktgkclksfiqkkmqn 120 
                                                                                  
 
Homo_sapiens         ------------------------------------------------------------ 0 
Colius_striatus      wcpcwaddeslcarnvnnevhffenndfstianklhlqkvndfvlspgaqptkvavyvpg 180 
                                                                                  
 
Homo_sapiens         ------------------------mfqevkadkvtmlwnkkatavlviastdvdktgasy 36 
Colius_striatus      skgapsfvrlyqypnfsgpqsalanksffkadkvtmlwnkkatavlviastevdktgasy 240 
                                               . .**********************:******** 
 
Homo_sapiens         ygeqtlhyiatngesavvqlpkngpiydvvwnssstefcavygfmpakatifnlkcdpvf 96 
Colius_striatus      ygeqtlhyiatngesavvqlpkggpiydvvwspnsvefcavygfmpakatvfnlkcdpvf 300 
                     **********************.********. .*.**************:********* 
 
Homo_sapiens         dfgtgprnaayysphghilvlagfgnlrgqmevwdvknykliskpvasdstyfawcpdge 156 
Colius_striatus      dfgtgprnaayysphghilvlagfgnlrgqmevwdvknykliskpvasdstyfawcpdge 360 
                     ************************************************************ 
 
Homo_sapiens         hiltatcaprlrvnngykiwhytgsilhkydvpsnaelwqvswqpfldgifpaktityqa 216 
Colius_striatus      hivtatcaprlrvsngykiwhytgsllhsyevpsneemwqvswqpfldgvfaakavkyqa 420 
                     **:**********.***********:**.*:**** *:***********:* **::.*** 
 
Homo_sapiens         vpsevpneepkvatayrppalrnkpitnsklheeeppqnmkpqsg-ndkplsktalknqr 275 
Colius_striatus      vpselpraeqkpaqayrppalrnkpvtasklhedeppqnmkppvgcsdkplsktalknqr 480 
                     ****:*. * * * ***********:* *****:********  * .************* 
 
Homo_sapiens         kheakkaakqearsdkspdlaptpapqstprntvsqsisgdpeidkkiknlkkklkaieq 335 
Colius_striatus      kheakkaakqeakadanqeppqppapqsapqsavpaptsgdpevdkkiknlrkklkaieq 540 
                     ************::* . :    *****:*:.:*    *****:*******:******** 
 
Homo_sapiens         lkeqaatgkqleknqlekiqketallqeledlelgi 371 
Colius_striatus      lkeqaaagkqleknqlekiqketallqelenlelgl 576 
                     ******:***********************:****: 
 

Percent identity in overlapping areas: 84.10% 
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eIF4b (S422 highlighted) 

Human Sequence: NCBI Reference Sequence: NP_001287750.1 

Mousebird Sequence: NCBI Reference Sequence: XP_010205818.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         maasakkknkkgktisltdflaedggtgggstyvskpvswadetddlegdvsttwhsndd 60 
Colius_striatus      ---------------------------------------------------sttwhsndd 9 
                                                                        ********* 
 
Homo_sapiens         dvyrappidrsilptapraarepnidrsrlpksppytaflgnlpydvteesikeffrgln 120 
Colius_striatus      dvyrappidrsllptapraarepnidrsrlpksppytaflgnlpydvteesikdffrgln 69 
                     ***********:*****************************************:****** 
 
Homo_sapiens         isavrlprepsnperlkgfgyaefedldsllsalslneeslgnrrirvdvadqaqdkdrd 180 
Colius_striatus      isavrlpreptnperlkgfgyaefedidslfqalslneeslgnrrirvdvadqaqdkdrd 129 
                     **********:***************:***:.**************************** 
 
Homo_sapiens         drsfgrdrn--rdsdktdtdwrarpa-tdsfddypprrgddsfgdkyrdrydsdryrdgy 237 
Colius_striatus      drcfgrdrdrfrdserfesdwrarpaasesfddypprrgddgfgd--------------- 174 
                     **.*****:  ***:: ::******* ::************.***                
 
Homo_sapiens         rdgyrdgprrdmdryggrdryddrgsrdydrgydsrigsgrrafgsgyrrdddyrgggdr 297 
Colius_striatus      ------------------------------------------------------------ 174 
                                                                                  
 
Homo_sapiens         yedrydrrddrswssrddysrddyrrddrgppqrpklnlkprstpkeddssastsqstra 357 
Colius_striatus      ------------------------------------------------------------ 174 
                                                                                  
 
Homo_sapiens         asifggakpvdtaarereveerlqkeqeklqrqldepklerrprerhpswrseetqerer 417 
Colius_striatus      ------------------------------------------------------------ 174 
                                                                                  
 
Homo_sapiens         srtgsessqtgtsttssrsksdqdarrresekslenetlnkeedchsptskppkpdqplk 477 
Colius_striatus      ------------------------------------------------------------ 174 
                                                                                  
 
Homo_sapiens         vmpapppkenawvkrssnpparsqssdteqqsptsgggkvapaqpseegpgrkdenkvdg 537 
Colius_striatus      ------------------------------------------------------------ 174 
                                                                                  
 
Homo_sapiens         mnapkgqtgnssrgpgdggnrdhwkesdrkdgkkdqdsrsapepkkpeenpaskfssask 597 
Colius_striatus      ------------------------------------------------------------ 174 
                                                                                  
 
Homo_sapiens         yaalsvdgedenegedyae 616 
Colius_striatus      ------------------- 174 

 

Percent identity in overlapping areas with partial sequence: 90.64% 
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eIF4G (S1109 highlighted) 

Human Sequence: NCBI Reference Sequence: NP_937885.1 

Mousebird Sequence: NCBI Reference Sequence: XP_010202007.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         mnqppqiapkrerktirirdpnqggkditeeimsgartastptppqtggglepqangetp 60 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         qvavivrpddrsqgaiiadrpglpgpehspsesqpsspsptpspspvlepgsepnlavls 120 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         ipgdtmttiqmsveestpisretgepyrlspeptplaepilevevtlskpvpesefsssp 180 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         lqaptplashtveihepngmvpsedlepevesspelapppacpsespvpiaptaqpeell 240 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         ngapsppavdlspvsepeeqakevtasmapptipsatpatapsatspaqeeemeeeeeee 300 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         egeageageaesekggeellppestpipanlsqnleaaaatqvavsvpkrrrkikelnkk 360 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         eavgdlldafkeanpavpevenqppagsnpgpesegsgvpprpeeadetwdskedkihna 420 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         eniqpgeqkyeyksdqwkplnleekkrydrefllgfqfifasmqkpeglphisdvvldka 480 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         nktplrpldptrlqgincgpdftpsfanlgrttlstrgpprggpggelprgpaglgprrs 540 
Colius_striatus      ------------------------------------------------------------ 0 
                                                                                  
 
Homo_sapiens         qqgprkeprkiiatvlmtediklnkaekawkpsskrtaadkdrgeedadgsktqdlfrrv 600 
Colius_striatus      ----------------------------------------------------sqelfrrv 8 
                                                                         :*:***** 
 
Homo_sapiens         rsilnkltpqmfqqlmkqvtqlaidteerlkgvidlifekaisepnfsvayanmcrclma 660 
Colius_striatus      rsilnkltpqmlqqlmkqvmelsidteerlkgvidlvfekaisepnfsvayanmcrclmg 68 
                     ***********:******* :*:*************:**********************. 
 
Homo_sapiens         lkvpttekptvtvnfrklllnrcqkefekdkdddevfekkqkemdeaataeergrlkeel 720 
Colius_striatus      lkvpttdkptvtvnfrklllnrcqkefekdkdddeifekrqkemddasapeekarmkdel 128 
                     ******:****************************:***:*****:*:: **:.*:*:** 
 
Homo_sapiens         eeardiarrrslgnikfigelfklkmlteaimhdcvvkllknhdeesleclcrllttigk 780 
Colius_striatus      eeardkarrrslgnikfigelfklkmlteaimhdcvvkllknhdeesleclcrllttigk 188 
                     ***** ****************************************************** 
 
Homo_sapiens         dldfekakprmdqyfnqmekiikekktssrirfmlqdvldlrgsnwvprrgdqgpktidq 840 
Colius_striatus      dldfekakprmdqyfnqmekiikekktssrirfmlqdvidlrrnswvprrgdqgpktidq 248 
                     **************************************:*** ..*************** 
 
Homo_sapiens         ihkeaemeehrehikvqqlmakgsdkrrggppgppisrg-lplvddggwntvpiskgsrp 899 
Colius_striatus      ihkeaemeehrehikvqqlmskdk---rrgpsgpssssgrgslvaddgwntvpiskgnrp 305 
                     ********************:*..   * ** **  * *   ** *.**********.** 
 
Homo_sapiens         idtsrltkitkpgsidsnnqlfapggrlswgkgssggsgakpsdaaseaarpatstlnrf 959 

20



Colius_striatus      idtirltkitkpgsidsnnqlfapggrlswgkgssggsgakpadsasdsgrpatstlnrf 365 
                     *** **************************************:*:**::.********** 
 
Homo_sapiens         salqqavptestdnrrvvqrsslsrergekagdrgdrlerserggd------rgdrldra 1013 
Colius_striatus      salqqstpaesveslrvvqrssssrdrsekagdrgeresrsekgsdrlerpdrgeradrn 425 
                     *****:.*:**.:. ******* **:*.*******:* .***:*.*      **:* **  
 
Homo_sapiens         rtpatkrsfskeveersrer--psqpeglrkaasltedrdrgrdavkreaalppvsplka 1071 
Colius_striatus      rsavtkrsfsketedrsrerekqggpeavrkaasmseerdrsresvkqepappa-aspkp 484 
                     *: .********.*:*****   . **.:*****::*:***.*::**:* * *  :  *  
 
Homo_sapiens         alseeelekkskaiieeylhlndmkeavqcvqelaspsllfifvrhgvestlersaiare 1131 
Colius_striatus      mlseeelekkskaiieeylhindmkealqcvqelgspsslyifvqngiestlerstisre 544 
                      *******************:******:******.*** *:***::*:*******:*:** 
 
Homo_sapiens         hmgqllhqllcaghlstaqyyqglyeilelaedmeidiphvwlylaelvtpilqeggvpm 1191 
Colius_striatus      hmgvllcqlvkagtlskeqyykglreileiaedmeidiphiwlylaelitpilqeegipm 604 
                     *** ** **: ** **. ***:** ****:**********:*******:****** *:** 
 
Homo_sapiens         gelfreitkplrplgkaasllleilgllcksmgpkkvgtlwreaglswkeflpegqdiga 1251 
Colius_striatus      aelfreitkplvpigkaptllvevlgllckgmsqktagklwrdgglswkeflpedqdvnk 664 
                     .********** *:*** :**:*:******.*. *..*.***:.**********.**:.  
 
Homo_sapiens         fvaeqkveytlgeeseapgqralpseelnrqlekllkegssnqrvfdwieanlseqqivs 1311 
Colius_striatus      fvteqkleytmgdpr---srkeltseelckqmdkllkenpnnqrihdwieanlseqqvss 721 
                     **:***:***:*:     .:: * **** :*::*****. .***:.***********: * 
 
Homo_sapiens         ntlvralmtavcysaiifetplrvdvavlkarakllqkylcdeqkelqalyalqalvvtl 1371 
Colius_striatus      ntfiralmtsvchsaivcexwgrgrg---------------------------------- 747 
                     **::*****:**:***: *   *                                      
 
Homo_sapiens         eqppnllrmffdalydedvvkedafyswesskdpaeqqgkgvalksvtaffkwlreaeee 1431 
Colius_striatus      ------------------------------------------------------------ 747 
                                                                                  
 
Homo_sapiens         sdhn 1435 
Colius_striatus      ---- 747 

 

Percent in areas overlapping with partial sequence: 77.91% 
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eIF4E (S209 Highlighted) 

Human Sequence: NCBI Reference Sequence: NP_001959.1 

Mousebird Sequence: GenBank: KFP29199.1 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         matvepettptpnpptteeektesnqevanpehyikhplqnrwalwffkndksktwqanl 60 
Colius_striatus      ------ettpnpqpseeektepapsqevaspeqyikhplqnrwalwffkndksktwqanl 54 
                           ****.*:*   *: :   .****.**:*************************** 
 
Homo_sapiens         rliskfdtvedfwalynhiqlssnlmpgcdyslfkdgiepmwedeknkrggrwlitlnkq 120 
Colius_striatus      rliskfdtvedfwalynhiqlssnlmpgcdyslfkdgiepmwedeknkrggrwlitlnkq 114 
                     ************************************************************ 
 
Homo_sapiens         qrrsdldrfwletllcligesfddysddvcgavvnvrakgdkiaiwttecenreavthig 180 
Colius_striatus      qrrsdldrfwletllcligesfddysddvcgavvnvrtkgdkiaiwttecenrdavthig 174 
                     *************************************:***************:****** 
 
Homo_sapiens         rvykerlglppkivigyqshadtatksgsttknrfvv 217 
Colius_striatus      rvykerlglppkivigyqshadtatksgsttknrfvv 211 
                     ************************************* 

Percent identity in overlapping areas with partial sequence: 92.42% 
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4E‐BP1 (T37/46 Highlighted) 

Human Sequence: NCBI Reference Sequence: NP_004086.1 

Mousebird Sequence: GenBank: KFP25068.1 

 

CLUSTAL O(1.2.4) multiple sequence alignment 
 
 
Homo_sapiens         msggsscsqtpsraipatrrvvlgdgvqlppgdysttpggtlfsttpggtriiydrkflm 60 
Colius_striatus      ------------------------------------------------gtriiydrkflm 12 
                                                                     ************ 
 
Homo_sapiens         ecrnspvtktpprdlptipgvtspssdeppmeasqshlrnspedkraggeesqfemdi 118 
Colius_striatus      ecrnspvaktppsdlpdipgvtsptveelkae--nnhvqnc-dekasageeeqfdmdi 67 
                     *******:**** *** *******: :*   *  :.*::*. ::* :.***.**:*** 

Percent identity in overlapping regions: 68.66% 
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